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Christopher Li, Yi Lin, Ross Prentice, Conghui Qu, Stéphane Bézieau®, Catherine Tangen, Elaine Mardis ®, Taiki Yamaji,
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Inthe version of this article initially published, the author affiliations incorrectly listed “Candiolo Cancer Institute FPO-IRCCS, Candiolo (TO),
Italy” as “Candiolo Cancer Institute, Candiolo, Italy.” The change has been made to the HTML and PDF versions of the article.
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Author Correction: Discovery of 42 genome-wide significant
lociassociated with dyslexia

Correction to: Nature Genetics https://doi. Catherine Doust, Pierre Fontanillas®, Else Eising®, Scott D. Gordon®,
0rg/10.1038/s41588-022-01192-y. Published  Zhengjun Wang ®, Gokberk Alag6z, Barbara Molz®, 23andMe Research Team?*,
online 20 October 2022. Quantitative Trait Working Group of the GenLang Consortium?*,

Beate St Pourcain®, Clyde Francks®, Riccardo E. Marioni®, Jingjing Zhao,
Silvia Paracchini, Joel B. Talcott®, Anthony P. Monaco®, John F. Stein,

https://doi.org/10.1038/s41588-023-01336-8

Published online: 23 February 2023 Jeffrey R. Gruen®, Richard K. Olson®, Erik G. Willcutt, John C. DeFries,
Bruce F. Pennington, Shelley D. Smith, Margaret J. Wright®,
% Check for updates Nicholas G. Martin®, Adam Auton, Timothy C. Bates®, Simon E. Fisher® &

Michelle Luciano®

In the version of this article originally published, a paragraph was omitted in the Methods
section, reading “Genomic control. Top SNPs are reported from the more conservative GWAS
results adjusted for genomic control (Fig. 1, Extended Data Figs.1-4, and Supplementary Tables
1,2, 9 and 10), whereas downstream analyses (including gene-set analysis, enrichment and
heritability partitioning, genetic correlations, polygenic prediction, candidate gene replication)
arebased on GWAS results without genomic control.” The paragraph hasnowbeenincludedin
the HTML and PDF versions of the article.

*Lists of authors and their affiliations appear online.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any
medium or format, as long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons license, and indicate if changes were made.
The images or other third party material in this article are included in the article’s Creative
Commons license, unless indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons license and your intended use is not permitted by
statutory regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.
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