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Correction: Genome Med 12, 77 (2020)
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The original publication of this article [1] contained the
following errors:

1. Figures 2 & 9 & S9 were mislabeled.

2. There was a wrong description for Fig. 9E. Due to
the error, the Y axis in left and right panel of Fig. 9E
should be “Cell viabilities”, but it was written as “Cell
viability”. The statistical analysis for Fig. S9B-E was
added and presented in Fig. SOF.
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The original article can be found online at https://doi.org/10.1186/s13073-
020-00773-y.
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The old and new figures are shown in this correction
article as Figs. 1(Original/incorrect Fig. 2), 2 (Correct
Fig. 2), 3 (Original/incorrect Fig. 9), 4 (Correct Fig. 9), 5
(Original/incorrect Fig. §9), and 6 (Correct Fig. S9). The
original article has been updated. The authors declare
that this does not affect the results and conclusion of the
publication.
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Fig. 1 Original (incorrect) version of figure 2
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Fig. 2 Correct version of figure 2
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Fig. 3 Original (incorrect) version of figure 9
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Fig. 4 Correct version of figure 9
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Fig.5 Original (incorrect) version of figure S9
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Fig. 6 Correct version of figure S9
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