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Upregulation of KLK8 contributes to CUMS-induced
hippocampal neuronal apoptosis by cleaving NCAM1
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Neuronal apoptosis has been well-recognized as a critical mediator in the pathogenesis of depressive disorders. Tissue kallikrein-
related peptidase 8 (KLK8), a trypsin-like serine protease, has been implicated in the pathogenesis of several psychiatric disorders.
The present study aimed to explore the potential function of KLK8 in hippocampal neuronal cell apoptosis associated with
depressive disorders in rodent models of chronic unpredictable mild stress (CUMS)-induced depression. It was found that
depression-like behavior in CUMS-induced mice was associated with hippocampal KLK8 upregulation. Transgenic overexpression of
KLK8 exacerbated, whereas KLK8 deficiency attenuated CUMS-induced depression-like behaviors and hippocampal neuronal
apoptosis. In HT22 murine hippocampal neuronal cells and primary hippocampal neurons, adenovirus-mediated overexpression of
KLK8 (Ad-KLK8) was sufficient to induce neuron apoptosis. Mechanistically, it was identified that the neural cell adhesion molecule 1
(NCAM1) may associate with KLK8 in hippocampal neurons as KLK8 proteolytically cleaved the NCAM1 extracellular domain.
Immunofluorescent staining exhibited decreased NCAM1 in hippocampal sections obtained from mice or rats exposed to CUMS.
Transgenic overexpression of KLK8 exacerbated, whereas KLK8 deficiency largely prevented CUMS-induced loss of NCAM1 in the
hippocampus. Both adenovirus-mediated overexpression of NCAM1 and NCAM1 mimetic peptide rescued KLK8-overexpressed
neuron cells from apoptosis. Collectively, this study identified a new pro-apoptotic mechanism in the hippocampus during the
pathogenesis of CUMS-induced depression via the upregulation of KLK8, and raised the possibility of KLK8 as a potential
therapeutic target for depression.
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INTRODUCTION
Depression is considered a critical mental disorder associated with
altered neuronal structure and function in specific brain regions
[1–3], which contributes to severe mental symptoms, high suicidal
tendency, and a heavy burden on society and individuals [4]. As a
major form of stress, chronic stress causes numerous impairments
in mood, cognition, and memory, and is considered a risk factor
for depressive disorders [5, 6]. In dysregulated stress responses,
environmental stressors cause stable changes in gene expression,
dysregulation of neurotransmitters and cytokines, which may lead
to neuronal apoptosis and altered hippocampal neurogenesis
[6–9]. Growing evidence has established the association between
stressful life events and depression, yet the molecular mechanisms
by which stress induces depression is not well understood.
Apoptosis is a process that is tightly controlled by pro-apoptotic

and anti-apoptotic signaling pathways that play a central role in
controlling cell numbers and tissue size to maintain normal
structural and functional homeostasis [10, 11]. Apoptotic cells
have been found in the hippocampus of major depressed patients
[12, 13]. Animal studies demonstrate that neuronal apoptosis
contributes to structural hippocampal changes in the

pathogenesis of depression-like behaviors from different etiolo-
gies, including diabetes-related depression and chronic stress-
induced depression [14–16]. Controlling apoptosis is therefore
expected to hold great potential for the treatment of depressive
disorders.
Tissue kallikrein-related peptidase 8 (KLK8), also named

neuropsin, is a trypsin-like serine protease expressed abundantly
in the central nervous system (CNS) [17]. KLK8 has been implicated
in the pathogenesis of several psychiatric disorders, such as
anxiety, depression, and schizophrenia [17, 18]. Recently, Star-
nawska et al. identified an association between blood DNA
methylation levels in promoter regions of KLK8 and severity of
depression symptoms in a large Danish cohort of monozygotic
twins [19] and four independent methylomic cohorts [20], further
supporting the implication of KLK8 in depression symptomatol-
ogy. Mechanically, the KLK8-mediated cleavage of ephrin type-B
receptor 2 is involved in the pathogenesis of anxiety disorders
[21]. Intriguingly, our group recently reported that KLK8-mediated
cleavage of VE-cadherin, a major adhesive protein of inter-
endothelial junctions, contributes to hyperglycemia-induced
impairment of endothelial cell viability [22]. These findings
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prompted us to explore the potential function of KLK8 in
hippocampal neuronal cell apoptosis associated with depressive
disorders.
In the present study, we first examined the hippocampal

expression of KLK8 in a mouse model of chronic unpredictable
mild stress (CUMS)-induced depression. Using both KLK8 knockout
mice and KLK8 transgenic rats, the present study investigated the
precise role of KLK8 in mediating CUMS-induced hippocampal
neuronal apoptosis and depression-like behavior. In addition, the
molecular mechanisms underlying KLK8-mediated neuronal
apoptosis were further illustrated.

MATERIALS AND METHODS
Animals
All laboratory mice and rats in this study were maintained in a pathogen-
free facility at the Animal Research Center of Navy Medical University.
Animal studies were performed in accordance with the Guide for the Care
and Use of Laboratory Animals published by the NIH (NIH publication No.
85-23, revised 1996), and were approved by the Ethical Committee of
Experimental Animals of Shanghai University of Sport. Details were
described in the supplemental materials and methods.

Chronic unpredictable mild stress (CUMS)
Details for the CUMS procedure were described in the supplemental
materials and methods.

Behavioral measurements
Depressive-like phenotypes in rodent models were validated by behavioral
measurements, including sucrose preference test (SPT), novelty-
suppressed feeding test (NSFT), forced swimming test (FST), and tail-

suspension test (TST). Details were described in the supplemental materials
and methods.

Cell culture and adenoviral infection
HT22 murine hippocampal neuronal cells and hippocampal primary isolated
neuron cells were used in this study and infected with KLK8 adenovirus.
Details were described in the supplemental materials and methods.

Cell viability assays
Cell viability was assayed using cell counting kit-8, and the detailed
protocols were described in the supplemental materials and methods.

Measurement of caspase-3 activity
Caspase-3 activity was measured in the HT22 cells, and the detailed
protocols were described in the supplemental materials and methods.

Immunofluorescence
The hippocampal cryosections were cut in a cryostat and processed for
immunofluorescence. The detailed protocols were described in the
supplemental materials and methods.

TdT-mediated dUTP nick-end labeling (TUNEL) assay
The hippocampal cryosections and HT22 cells were stained using the One
Step TUNEL Apoptosis Assay Kit, and the detailed protocols were described
in the supplemental materials and methods.

Western blot and immunoprecipitation
The hippocampus tissue and HT22 cell lysates were used for western blot
and immunoprecipitation assays. The detailed protocols were described in
the supplemental materials and methods.

Fig. 1 Depression-like behaviors in CUMS-exposed mice are associated with hippocampal KLK8 upregulation. A–D Depressive behavioral
tests were performed in mice exposed to chronic unpredictable mild stress (CUMS) for 5 weeks (n= 10, unpaired t-test). A Indicated the
sucrose preference test (SPT). B Indicated the immobility time in the forced swimming test (FST). C Indicated the immobility time in the tail-
suspension test (TST). D Indicated the latency to feed in the novelty-suppressed feeding test (NSFT). E The levels of KLK8 protein were
measured in the hippocampus, amygdala, and medial prefrontal cortex (mPFC) of mice exposed to CUMS for 5 weeks by western blot analysis.
Representative protein bands were presented on the left of the histograms (n= 7, unpaired t-test). F The levels of KLK8 protein were
measured in the hippocampus of mice exposed to CUMS for 5 weeks by ELISA assay (n= 10, unpaired t-test). G–J Showed the correlations
between hippocampal KLK8 protein levels determined by ELISA assay and the sucrose preference (G), the immobility times in FST (H), the
immobility times in TST (I), and the latency to feed in the NSFT (J) (n= 10, Pearson correlation). Data were presented as means ± SD. **p < 0.01.
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Mass Spectrometry
Proteins extracted from the hippocampal tissue of KLK8 transgenic rats
were immunoprecipitated with primary antibodies against KLK8. The
immunoprecipitates were separated by SDS-PAGE. Protein sections from
the SDS-PAGE gel were digested with trypsin, and then identified by ultra-
performance liquid chromatography-tandem mass spectrometry (UPLC-
MS/MS). The detailed protocols were described in the supplemental
materials and methods.

N-terminal protein sequencing
N-terminal sequencing was performed to identify the aminoterminal
sequence of the extracellular fragment of the neural cell adhesion
molecule 1 (NCAM1) released into the culture medium of KLK8-
overexpressed HT22 cells. The detailed protocols were described in the
supplemental materials and methods.

Statistical analysis
The statistical analysis was performed using SPSS 22.0 (SPSS Inc., Chicago,
USA). The analysis methods were described in the supplemental materials
and methods.

RESULTS
Depression-like behaviors in CUMS-exposed mice are
associated with hippocampal KLK8 upregulation
Previous studies have implicated KLK8 in the pathogenesis of
several psychiatric disorders, including anxiety and depression
[17, 18]. In the present study, we first examined whether the
depressive phenotypes of CUMS-exposed mice are associated
with hippocampus KLK8 expression. Depressive phenotypes of
CUMS-exposed mice were evaluated in the fifth week of the study
by sucrose preference test (SPT), tail-suspension test (TST), forced
swimming test (FST), and novelty-suppressed feeding test (NSFT).
As shown in Fig. 1A, 5 weeks CUMS-exposed mice exhibited a
significant reduction of sucrose preference, which indicated
anhedonia and impaired sensitivity to reward. In addition,
CUMS-exposed mice exhibited longer immobility times in the
FST (Fig. 1B) and TST (Fig. 1C), as well as an increased latency to
feed in the NSFT (Fig. 1D), as compared to control mice.

Several brain regions, including the hippocampus, medial
prefrontal cortex (mPFC), and amygdala, are involved in CUMS-
induced depression-like behaviors [23]. As shown in Fig. 1E, it was
found that 5 weeks CUMS-exposed mice exhibited significantly
increased KLK8 expression in the hippocampus, mPFC, and
amygdala as compared to control mice. Notably, KLK8 showed
the highest upregulation in the hippocampus compared to mPFC
and amygdala. ELISA assays further confirmed the increases in
hippocampal KLK8 protein levels in CUMS-exposed mice (Fig. 1F).
As shown in Fig. 1G–J, we found a negative correlation between
the sucrose preference and hippocampal levels of KLK8 (p < 0.01,
correlation coefficient r=−0.624, R2= 0.389). In contrast, the
immobility times in the FST and TST were positively correlated
with hippocampal levels of KLK8 (p < 0.05, the correlation
coefficient r= 0.490, R2= 0.240 for FST; p < 0.01, the correlation
coefficient r= 0.569, R2= 0.324 for TST). A significant positive
correlation was also observed between the latency to feed in the
NSFT and hippocampal KLK8 levels (p < 0.01, correlation coeffi-
cient r= 0.573, R2= 0.328). These findings indicated that the
depressive phenotypes of CUMS-exposed mice were associated
with hippocampal KLK8 upregulation.

Transgenic overexpression of KLK8 exacerbates, whereas
KLK8 deficiency attenuates CUMS-induced depression-like
behaviors
Using KLK8 transgenic rats, the present study first examined the
effect of KLK8 overexpression on CUMS-induced depression-like
behaviors. As shown in Fig. 2A, the CUMS-induced upregulation
of hippocampal KLK8 was further enhanced in KLK8 transgenic
rats. It was found that CUMS-exposed KLK8 transgenic rats
displayed increased depression-like behavioral responses, as
evidenced by decreased sucrose preference (Fig. 2B) and longer
immobility time in the FST (Fig. 2C) and increased latency to feed
in the NSFT (Fig. 2D), as compared to CUMS-exposed control rats.
We also noticed that KLK8 transgenic rats displayed trends of
reduced sucrose preference and increased immobility time in
the FST as compared to control rats, albeit not statistically
significant.

Fig. 2 Transgenic overexpression of KLK8 exacerbates, whereas KLK8 deficiency attenuates CUMS-induced depression-like behaviors.
KLK8 transgenic (Tg-KLK8) rats or KLK8-deficient (KLK8−/−) mice were exposed to CUMS for 5 weeks. A, E Protein levels of KLK8 in the
hippocampus of Tg-KLK8 rats (A) or KLK8−/− mice (E) were determined by western blot analysis. Representative protein bands were presented
on the top of the histograms. B–D Depressive behavioral tests were performed in CUMS-exposed control and Tg-KLK8 rats. B Indicated the
SPT. C Indicated the immobility time in the FST. D Indicated the latency to feed in the NSFT. F–I Depressive behavioral tests were performed in
CUMS-exposed wild-type and KLK8-deficient mice. F Indicated the SPT. G Indicated the immobility time in the FST. H Indicated the immobility
time in the TST. I Indicated the latency to feed in the NSFT. Data were presented as means ± SD (n= 10, two-way ANOVA, Bonferroni’s post hoc
test). **p < 0.01, ns not significant.
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We then examined the CUMS-induced depression-like beha-
viors in KLK8-deficient mice. As shown in Fig. 2E, the CUMS-
induced upregulation of hippocampal KLK8 was blunt in KLK8-
deficient (KLK8−/−) mice. CUMS-exposed KLK8-deficient mice
exhibited significant increases in the sucrose preference, com-
pared with CUMS-exposed wild-type mice (Fig. 2F). Moreover, the
CUMS-induced increases in the immobility times in FST (Fig. 2G)
and TST (Fig. 2H), as well as increases in the latency to feed in the
NSFT (Fig. 2I) were significantly decreased in KLK8-deficient mice.
Taken together, these results indicated that KLK8 overexpres-

sion was exacerbated, whereas KLK8 deficiency attenuated the
depression-like behaviors in experimental rodent models of CUMS.

Transgenic overexpression of KLK8 exacerbates, whereas
KLK8 deficiency attenuates CUMS-induced neuron apoptosis
Increased neuronal apoptosis in the hippocampus has been found
to be associated with the depressive phenotype of chronically
stressed animals [15, 16]. As shown in Fig. 3A, D, the anti-apoptotic
protein Bcl-2 was decreased, whereas the pro-apoptotic protein
Bax was increased in the hippocampus of CUMS-exposed rats/
mice compared with the control rats/mice. DNA fragmentation, a
characteristic of cell apoptosis, was then explored in hippocampal
tissues using the TUNEL assay. As shown in Fig. 3B, C, E, F, the
percentage of TUNEL-positive cells was significantly increased in
the hippocampal tissue sections of CUMS-exposed rats/mice

Fig. 3 Transgenic overexpression of KLK8 exacerbates, whereas KLK8 deficiency attenuates CUMS-induced neuron apoptosis. KLK8
transgenic (Tg-KLK8) rats or KLK8-deficient (KLK8-/-) mice were exposed to CUMS for 5 weeks. A, D Protein levels of Bcl-2 and Bax in the
hippocampus of Tg-KLK8 rats (A) or KLK8−/− mice (D) were determined by western blot analysis. Representative protein bands were
presented on the left of the histograms. B, E Showed representative TUNEL-stained cells (green) in the cryostat-cut hippocampal sections of
Tg-KLK8 rats (B) or KLK8−/− mice (E). Nuclei were counterstained with DAPI (blue). Scale bar= 50 μm. C, F The TUNEL-positive cell number (%)
of Tg-KLK8 rats (C) or KLK8−/− mice (F) was shown as a ratio of the number of TUNEL-positive cells to the total cell number. Data were
presented as means ± SD (n= 7, two-way ANOVA, Bonferroni’s post hoc test). *p < 0.05, **p < 0.01, ns not significant.
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compared with the control rats/mice. These results provided
evidence supporting a significant role of hippocampal neuron
apoptosis in the pathogenesis of CUMS-induced depression-like
behavior. In addition, the results demonstrated that transgenic
KLK8 overexpression further increased Bax expression (Fig. 3A)

and the percentage of TUNEL-positive cells (Fig. 3B, C), while the
expressions of Bcl-2 (Fig. 3A) was notably decreased in the
hippocampal tissues of CUMS-exposed rats. In contrast, KLK8
deficiency reduced Bax expression (Fig. 3D) and the percentage of
TUNEL-positive cells (Fig. 3E, F), whereas it increased Bcl-2 protein
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expression (Fig. 3D) in the hippocampal tissues of CUMS-exposed
mice. These results suggested that KLK8 upregulation contributed
to hippocampal neuron apoptosis in CUMS-exposed animals.
Chronic stress-induced depression-like behaviors are also

associated with neuron apoptosis in mPFC and the amygdala
[24, 25]. We found that KLK8 deficiency significantly attenuated
CUMS-induced apoptosis in mPFC (supplemental Fig. 1A–C) and
amygdala (supplemental Fig. 2A–C), as evidenced by decreased
Bax expression and TUNEL-positive cells, as well as increased Bcl-2
expression.

KLK8 overexpression induces neuron apoptosis in vitro
The present study further confirmed the direct effect of KLK8 on
hippocampal neurons. Infection of HT22 cells or primary isolated
neonatal neurons with increasing concentrations of KLK8 adeno-
virus (Ad-KLK8) led to an increase in KLK8 expression in a dose-
dependent manner (Fig. 4A, E and supplemental Fig. 3A, C). Cell
damage of HT22 and primary isolated neonatal neurons occurred,
as revealed by a decrease in cell viability (Fig. 4B, F). In addition, it
was found that Ad-KLK8 treatment for 24 h dose-dependently
increased caspase-3 activity (Fig. 4C, G), pro-apoptotic protein Bax
expression (Fig. 4A, E and supplemental Fig. 3A, C) and the
percentage of TUNEL-positive cells (Fig. 4D, H and supplemental

Fig. 3B, D) in HT22 and primary isolated neonatal neurons. In
contrast, anti-apoptotic protein Bcl-2 expression (Fig. 4A, E and
supplemental Fig. 3A, C) was decreased after Ad-KLK8 treatment.
These findings indicated that KLK8 overexpression was sufficient
to induce hippocampal neuron apoptosis.

NCAM1 may be recognized as a potential substrate of KLK8 in
neuron
KLK8 is a trypsin-like serine protease [17]. We then used two serine
protease inhibitors, Antipain and ZnSO4, to block the proteolytic
activity of KLK8, as described previously [26]. As shown in
supplemental Fig. 4A, B, both Antipain and ZnSO4 blocked Ad-
KLK8-induced cell damage and caspase-3 activity in a dose-
dependent manner. In addition, antipain and ZnSO4 increased
Bcl-2 expression, whereas decreased Bax expression (supplemen-
tal Fig. 4C) and the percentage of TUNEL-positive cells in Ad-KLK8-
treated HT22 cells (supplemental Fig. 4D, E). Furthermore, we
found that treatment of HT22 cells with increasing concentrations
of anti-KLK8 neutralizing antibody dose-dependently attenuated
Ad-KLK8-induced increases in HT22 cell damage and caspase-3
activity (Fig. 5A, B). In addition, Ad-KLK8-induced increases in Bax
expression (Fig. 5C) and the percentage of TUNEL-positive HT22
cells (Fig. 5D, E) were reduced, while Ad-KLK8-induced decreases

Fig. 4 KLK8 overexpression induces neuron apoptosis in vitro. HT22 murine hippocampal neuronal cells (A–D) and primary hippocampal
neurons (E–H) were infected with KLK8 adenovirus (Ad-KLK8) at a multiplicity of infection (MOI) of 1, 3, or 10 for 24 h. A, protein levels of KLK8,
Bcl-2, and Bax in HT22 cells were determined by western blot analysis. B, C CCK8 assay and measurement of caspase-3 activity showed that
Ad-KLK8 induced cell injury (B) and caspase-3 activation (C) in a dose-dependent manner in HT22 cells, respectively. D Showed representative
TUNEL-stained (red) cells in HT22 cells. Nuclei were counterstained with DAPI (blue). Scale bar= 100 μm. E Protein levels of KLK8, Bcl-2, and
Bax in primary hippocampal neurons were determined by western blot analysis. F, G CCK8 assay and measurement of caspase-3 activity
showed that Ad-KLK8 induced cell injury (F) and caspase-3 activation (G) in a dose-dependent manner in primary hippocampal neurons,
respectively. H Showed representative TUNEL-stained (red) cells in primary hippocampal neurons. Nuclei were counterstained with DAPI
(blue). Scale bar= 100 μm. Data were presented as means ± SD (n= 4, one-way ANOVA, Bonferroni’s post hoc test). **p < 0.01.

Fig. 5 Anti-KLK8 neutralizing antibody rescues KLK8-overexpressed neuron cells from apoptosis. HT22 murine hippocampal neuronal cells
were infected with KLK8 adenovirus (Ad-KLK8) at a multiplicity of infection (MOI) of 3 for 24 h with or without anti-KLK8 neutralizing antibody
at the indicated doses. A, B CCK8 assay and measurement of caspase-3 activity showed that anti-KLK8 antibody blocked Ad-KLK8-induced cell
injury and caspase-3 activation in a dose-dependent manner in HT22 cells, respectively. C Protein levels of Bcl-2 and Bax were determined by
western blot analysis. The representative protein bands (left) and the corresponding histograms (right) showed that anti-KLK8 antibody
(2.5 μg/ml) reversed Ad-KLK8-induced changes in protein levels of Bcl-2 and Bax. D Showed representative TUNEL-stained (red) cells. Nuclei
were counterstained with DAPI (blue). Scale bar= 100 μm. E The TUNEL-positive cell number (%) was shown as a ratio of the number of
TUNEL-positive cells to the total cell number. D, E Showed that anti-KLK8 antibody (2.5 μg/ml) reversed Ad-KLK8-induced HT22 cell apoptosis.
Data were presented as means ± SD (n= 4, one-way ANOVA, Bonferroni’s post hoc test). **p < 0.01.
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in Bcl-2 expression (Fig. 5C) were profoundly prevented by an anti-
KLK8 neutralizing antibody. Collectively, these results indicated
that the pro-injury and pro-apoptotic effects of KLK8 over-
expression were dependent on its proteolytic activity.
Using co-immunoprecipitation (Co-IP) combined with mass

spectrometry, the present study identified proteins associated
with KLK8 in the hippocampus of KLK8 transgenic rats. Mass
spectrometry revealed that NCAM1, a key molecule involved in
neuronal survival and regeneration [27], was the potentially
matched protein (supplemental Table 1). As shown in Fig. 6A,
NCAM1 was co-immunoprecipitated by anti-KLK8, and vice versa,
in rat hippocampus and HT22 cells. We then observed the
expression of NCAM1 in hippocampal sections using immuno-
fluorescent staining. As shown in Fig. 6B, C and supplemental
Fig. 5A, B, decreased NCAM1 staining was found in hippocampal
sections obtained from mice or rats exposed to CUMS. In KLK8
transgenic rats exposed to CUMS, NCAM1 expression decreased

even further in the hippocampal section. In contrast, the CUMS-
induced loss of NCAM1 was largely prevented in KLK8-deficient
mice. In addition, western blot analysis confirmed that KLK8
overexpression led to the downregulation of NCAM1 in the
hippocampus (Fig. 6D and supplemental Fig. 6A) and HT22 cells
(Fig. 6E and supplemental Fig. 6B).
To determine whether KLK8 could directly cleave NCAM1, we

incubated recombinant NCAM1 with recombinant KLK8 at 37 °C and
observed a decrease of NCAM1 in a time-dependent and dose-
dependent manner (supplemental Fig. 7A, B). This result indicated
that KLK8 directly cleaved NCAM1. The extracellular part of NCAM1 is
known to consist of five Ig-like modules followed by two fibronectin
type III (FnIII) modules [28]. The present study then examined the
composition of the HT22 culture medium after cell transfection with
Ad-KLK8. It was found that a new ~20 kDa extracellular fragment of
NCAM1 was released into the medium (Fig. 6F). N-terminal
sequencing was then performed on this 20-kDa fragment, and the

Fig. 6 NCAM1 may be recognized as a potential substrate of KLK8 in neurons. A Association of NCAM1 and KLK8 was tested by reciprocal
immunoprecipitations in rat hippocampus and HT22 cells. IgG was controlled for nonspecific interaction. B immunofluorescent staining
showed NCAM1 (red) levels in the cryostat-cut hippocampal sections of Tg-KLK8 rats. Nuclei were counterstained with DAPI (blue). Scale
bar= 50 μm. C Showed quantification of the fluorescence intensity of the NCAM1 (n= 7, two-way ANOVA, Bonferroni’s post hoc test).
D, E Protein levels of NCAM1 and KLK8 in the hippocampus of KLK8 transgenic (Tg-KLK8) rats (D, n= 7, unpaired t-test) and KLK8 adenovirus
(Ad-KLK8)-treated HT22 cells (E, n= 4, unpaired t-test) were determined by western blot analysis. F HT22 cells were treated with Ad-vector or
Ad-KLK8 in a serum-free medium for 24 h. Immunoblots showed the appearance of a ~20 kDa N-terminal NCAM1 fragment in the medium.
WB western blot. G The N-terminal sequence of the ~20 kDa protein band was determined by Edman assay. The sequence, as indicated was,
belonging to the NCAM1 sequence. H schematic representation of the extracellular part of NCAM1 cleaved by KLK8. NCAM1 extracellular
domain consists of five Ig-like modules followed by two fibronectin type III (FnIII) modules. KLK8 cleaved NCAM1 after amino acid 187 in the
second Ig-like domain of NCAM1. Data were presented as means ± SD. **p < 0.01.
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data showed that KLK8 cleaved NCAM1 after amino acid 187 in the
second Ig-like domain of NCAM1 (Fig. 6G, H). Collectively, these
findings suggested that NCAM1 might be recognized as a potential
substrate of KLK8, and the cleaved NCAM1 protein might lack the
homophilic binding domain of NCAM1 [29, 30].

Both NCAM1 overexpression and NCAM1 mimetic peptide
rescue KLK8-overexpressed neuron cells from apoptosis
Both genetic and pharmacologic approaches were then used to
further confirm the involvement of NCAM1 in KLK8
overexpression-induced neuronal apoptosis. It was found that
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NCAM1 adenovirus (Ad-NCAM1) treatment dose-dependently
prevented Ad-KLK8-induced increases in HT22 cell damage (Fig.
7A) and caspase-3 activity (Fig. 7B). In addition, NCAM1 over-
expression significantly attenuated Ad-KLK8-induced increases in
Bax expression (Fig. 7C and supplemental Fig. 8A) and the
percentage of TUNEL-positive HT22 cells (Fig. 7D and supple-
mental Fig. 8B). In contrast, anti-apoptotic protein Bcl-2 expression
was increased after Ad-NCAM1 treatment (Fig. 7C and supple-
mental Fig. 8A).
NCAM1 mimetics are bioactive peptides derived from fragmen-

ted NCAM1 sequences and, thus, have a similar mode of action as
NCAM1 [28]. They have been successfully used as an alternative
for NCAM1 insufficiency. In the present study, we used a synthetic
NCAM1 mimetic peptide corresponding to the NCAM1 FnIII2 FG
loop (FGL) [28]. As shown in Fig. 7E, F, treatment of HT22 cells with
increasing concentrations of FGL peptide dose-dependently
attenuated Ad-KLK8-induced increases in HT22 cell damage and
caspase-3 activity. In addition, Ad-KLK8-induced increases in Bax
expression (Fig. 7G and supplemental Fig. 8C) and the percentage
of TUNEL-positive HT22 cells (Fig. 7H and supplemental Fig. 8D)
were reduced, while Ad-KLK8-induced decreases in Bcl-2 expres-
sion (Fig. 7G and supplemental Fig. 8C) were profoundly
prevented by FGL peptide treatment.
The effect of NCAM1 overexpression and NCAM1 mimetics on

KLK8 overexpression-induced cell apoptosis was also observed in
primarily isolated hippocampal neurons. It was found that both
NCAM1 overexpression and FGL peptide treatment prevented Ad-
KLK8-induced increases in cell damage (Fig. 8A) and caspase-3
activity (Fig. 8B). In addition, NCAM1 overexpression and FGL
peptide treatment significantly attenuated Ad-KLK8-induced
increases in Bax expression (Fig. 8C) and the percentage of
TUNEL-positive cells (Fig. 8D, E). In contrast, anti-apoptotic protein
Bcl-2 expression was increased by treatment with Ad-NCAM1 or
FGL peptide in primary hippocampal neurons (Fig. 8C). Collec-
tively, these results indicated that both NCAM1 overexpression
and NCAM1 mimetic peptide rescued KLK8-overexpressed neuron
cells from apoptosis.

DISCUSSION
KLK8 (also known as neuropsin) is highly expressed in the
hippocampus, amygdala, and other brain regions associated with
emotion management, and plays a key role in neuroplasticity,
learning, and memory processes [17, 18, 31, 32]. Previous studies
have suggested the relationship between KLK8 and behavioral
regulation. For example, peripheral blood KLK8 mRNA levels are
significantly higher in patients with the major recurrent
depressive disorder compared to healthy subjects [33]. Hippo-
campal KLK8 mRNA expression is increased after both acute
restraint stress and chronic stress [21, 34]. Antidepressants are
found to alter the expression of KLK8 in the hippocampus [35].
Several studies have suggested the critical role of KLK8 in the
pathogenesis of anxiety-related behaviors due to different
etiologies [21, 36–38]. However, to the best of our knowledge,
only one study reported that the severity of depression-like
behaviors induced by chronic stress or chronic corticosterone

injection is reduced in KLK8-deficient mice [31]. The present study
reported for the first time that increased KLK8 protein levels in
the hippocampus was associated with CUMS-induced depression-
like behaviors. KLK8 deficiency significantly alleviated, whereas
transgenic overexpression of KLK8 exacerbated CUMS-induced
depression-like behaviors. These findings suggest that the
upregulation of KLK8 may contribute to the pathogenesis of
CUMS-induced depression.
An important implication of hippocampal KLK8 upregulation

contributing to CUMS-induced depression-like behavior is that
KLK8-targeted therapy may have clinical relevance for patients
with depression. In fact, increased levels of KLK8 have been
implicated in the pathogenesis of various brain diseases, including
schizophrenia, mood and anxiety disorders, autoimmune ence-
phalomyelitis, and Alzheimer’s disease [17, 37–39]. The critical role
of KLK8 in this wide spectrum of diseases motivated the
development of KLK8-targeted therapies such as macroglobulins,
peptide-based and small molecule inhibitors, and antibodies
[39, 40]. Notably, two preclinical studies have demonstrated that
inhibition of excessive cerebral KLK8 by intraventricular anti-KLK8
antibody delivery can enhance neuroplasticity, reverse molecular
signatures of anxiety, and ultimately improve memory and reduce
fear in Alzheimer’s disease mouse model [36, 39]. On the other
hand, KLK8 reduction beneath or rise above physiological levels
both impairs spatial memory performance in healthy wild-type
mice. Anti-KLK8 antibody administration elicits anxiolytic effects
and exhibits increased exploratory behavior in wild-type mice [36].
Taken together, although these findings prompted us to consider
antibody-mediated KLK8 inhibition as a promising therapeutic
strategy against depression, the anti-KLK8 antibody must be used
with great caution due to its side effects.
Apoptosis plays an important role in the functional organization

of the nervous system by controlling the number of neurons [41].
Accumulating laboratory studies have recognized that neuronal
apoptosis in the hippocampus is one of the major causes of
depression-like phenotypes [14–16]. The present study demon-
strated that KLK8 deficiency significantly alleviated, whereas
transgenic overexpression of KLK8 exacerbated CUMS-induced
hippocampal neuron apoptosis. In vitro studies demonstrated that
KLK8 overexpression directly induced cell apoptosis in hippocam-
pal neuronal cells. Collectively, our findings suggest that the
upregulation of KLK8 may contribute to the pathogenesis of
CUMS-induced depression by promoting neuronal apoptosis in
the hippocampus.
KLK8 is a secreted serine protease that exhibits proteolytic

activity with a trypsin-like substrate specificity [17, 18]. KLK8 plays
an important role in the breakdown of extracellular matrix
proteins such as fibronectin [42]. KLK8 is also known to cleave
the extracellular portion of several membrane proteins, including
synaptic adhesion molecule L1 [43], neuregulin-1 [44], and ephrin
type-B receptor 2 [21], which has been implicated in the
pathogenesis of psychiatric disorders. In the present study,
multiple-line evidence revealed that KLK8 was critically involved
in the proteolytic processing of NCAM1, a major neural adhesive
protein closely associated with neuronal survival and neurogen-
esis in the hippocampus.

Fig. 7 Both NCAM1 overexpression and NCAM1 mimetic peptide FGL rescue KLK8-overexpressed HT22 cells from apoptosis. HT22 murine
hippocampal neuronal cells were infected with KLK8 adenovirus (Ad-KLK8) at a multiplicity of infection (MOI) of 3 for 24 h with or without
NCAM1 adenovirus (Ad-NCAM1) (A–D) or NCAM1 mimetic peptide FGL (E–H). A, B CCK8 assay and measurement of caspase-3 activity showed
that Ad-NCAM1 blocked Ad-KLK8-induced cell injury and caspase-3 activation in a dose-dependent manner in HT22 cells, respectively.
C Protein levels of Bcl-2 and Bax were determined by western blot analysis. D Showed representative TUNEL-stained (red) cells. Nuclei were
counterstained with DAPI (blue). Scale bar= 100 μm. E, F CCK8 assay and measurement of caspase-3 activity showed that FGL peptide
blocked Ad-KLK8-induced cell injury and caspase-3 activation in a dose-dependent manner in HT22 cells, respectively. G protein levels of Bcl-2
and Bax were determined by western blot analysis. H Showed representative TUNEL-stained (red) cells. Nuclei were counterstained with DAPI
(blue). Scale bar= 100 μm. Data were presented as means ± SD (n= 4, one-way ANOVA, Bonferroni’s post hoc test). *p < 0.05, **p < 0.01.
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Ectodomain shedding of NCAM1 in the various types of neurons
is of critical importance for neuronal survival, synaptic plasticity,
cognitive function, and behavioral development [45–47]. Mem-
bers of the matrix metalloproteinases (MMPs) and disintegrin and
metalloproteinases (ADAMs) have been found to mediate the
proteolytic degradation of NCAM1, thus impairing neuronal
connectivity, synaptic plasticity and promoting microglial activa-
tion [48–51]. In particular, MMP9-mediated proteolytic degrada-
tion of NCAM1 is involved in ischemic stress-induced neuronal
damage [47] and oxidative stress-induced neuronal death [52].
The present study additionally contributed to the understanding
of this complex system, demonstrating that KLK8 mediated the
ectodomain shedding of NCAM1, which may represent a potent
mechanism for neuronal apoptosis in the hippocampus during the
pathogenesis of CUMS-induced depression.
Dysregulated NCAM1 has been found in patients with major

depression [53]. Mice with reduced or deficient NCAM exhibit
depression-like behaviors, which can be reversed by the admin-
istration of FGL peptide [54, 55]. Inactivation of the NCAM gene in
the forebrain display increased vulnerability to stress-induced
depression-like behaviors [56]. In the present study, we found that
KLK8 overexpression reduced NCAM1 expression, while KLK8
deficiency reversed CUMS-induced downregulation of NCAM1 in
the hippocampus. Moreover, both NCAM1 overexpression and
NCAM1 mimetic peptide rescued KLK8-overexpressed neuron cells
from apoptosis. These findings suggest that the antidepressant
effects of KLK8 deficiency may be attributed at least partly to the
restoration of hippocampal NCAM1 levels in CUMS-exposed mice.
Notably, previous studies have demonstrated the significant
abnormality in the hippocampal neural system of KLK8-deficient
mice, including synaptic loss, an increase of fast-spiking inter-
neurons, and increased susceptibility for hyperexcitability in
response to repetitive afferent stimulation [57, 58]. Therefore, it
cannot be excluded that additional mechanisms, such as synaptic,
morphological, and electrophysiological disturbances, may also

contribute to the improvement of depression symptoms observed
in KLK8-deficient mice exposed to CUMS.
Previous studies have reported that the synthetic NCAM-ligand

or NCAM mimic may inhibit cell apoptosis in cerebellar and
dopaminergic neurons by stimulating PI3K/Akt signaling pathway
[59, 60]. Recently, NCAM is also found to exert anti-apoptotic
effects by modulating the activity of glycogen synthase kinase 3β
(GSK3β) in dorsal root ganglion and spinal cord motor neurons, as
well as in sympathetic neuron-like PC12 cells [61, 62]. In light of
these findings, studies investigating the contribution of PI3K/Akt,
GSK3β, and other potential downstream signaling molecules to
NCAM1-dependent neuroprotective effects in the hippocampus
will be of considerable interest.
There are three main limitations in this study. First, KLK8

transgenic rats and KLK8 knockout mice were used to assess the
impact of KLK8 overexpression and KLK8 deficiency on CUMS-
induced depression, respectively. Interpretations of results from
opposite manipulations performed in different species must be
made with caution. Second, previous studies have shown a
sexually dimorphic expression of KLK8 in both neonatal and adult
hippocampus [63, 64]. Estrogen, but not testosterone, induces
KLK8 expression in neuronal and microglial cell lines [63]. Thus,
the present study only used male rats and mice to exclude the
potential interference of estrogen on hippocampal KLK8 expres-
sion. Notably, Keyvani et al. reports that higher levels of KLK8 in
the female brain may increase the risk for Alzheimer’s disease [63].
These findings suggest that future investigations should explore
the potential role of KLK8 in sex differences of depressive
disorders. Third, transient overexpression of KLK8 and NCAM1
was used to assess the effects of KLK8 and NCAM1 on
hippocampal neuron apoptosis in vitro. Given that transient
overexpression can violate balanced gene dosage and affect
protein folding and assembly [65], caution should be made in
interpreting cell apoptosis data based on transient overexpression
experiments.

Fig. 8 Both NCAM1 overexpression and NCAM1 mimetic peptide FGL rescue KLK8-overexpressed primary hippocampal neurons from
apoptosis. Primary hippocampal neurons were infected with KLK8 adenovirus (Ad-KLK8) at a multiplicity of infection (MOI) of 3 with or
without NCAM1 adenovirus (Ad-NCAM1, MOI 3) or NCAM1 mimetic peptide FGL (1 μg/ml) for 24 h. A, B CCK8 assay and measurement of
caspase-3 activity showed that both Ad-NCAM1 and FGL blocked Ad-KLK8-induced cell injury and caspase-3 activation in primary
hippocampal neurons, respectively. C Protein levels of Bcl-2 and Bax were determined by western blot analysis. The representative protein
bands (left) and the corresponding histograms (right) showed that both Ad-NCAM1 and FGL peptide reversed Ad-KLK8-induced changes in
protein levels of Bcl-2 and Bax. D Showed representative TUNEL-stained (red) cells. Nuclei were counterstained with DAPI (blue). Scale
bar= 100 μm. E The TUNEL-positive cell number (%) was shown as a ratio of the number of TUNEL-positive cells to the total cell number.
D, E Showed that both Ad-NCAM1 and FGL peptide reversed Ad-KLK8-induced primary hippocampal neuron apoptosis. Data were presented
as means ± SD (n= 4, one-way ANOVA, Bonferroni’s post hoc test). **p < 0.01.
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In summary, the present study provided several lines of
evidence supporting a new pro-apoptotic mechanism in the
hippocampus during the pathogenesis of CUMS-induced depres-
sion via the upregulation of KLK8. KLK8 mediated the proteolytic
processing of the NCAM1 extracellular domain, thus exerting a
pro-apoptotic effect on hippocampal neurons. Our present data
raised the possibility of KLK8 as a potential therapeutic target for
depression and provided a new mechanism for CUMS-induced
depression.

DATA AVAILABILITY
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REFERENCES
1. Rădulescu I, Drăgoi AM, Trifu SC, Cristea MB. Neuroplasticity and depression:

rewiring the brain’s networks through pharmacological therapy (Review). Exp
Ther Med. 2021;22:1131.

2. Zhang FF, Peng W, Sweeney JA, Jia ZY, Gong QY. Brain structure alterations in
depression: psychoradiological evidence. CNS Neurosci Ther. 2018;24:994–1003.

3. Gulyaeva NV. Functional neurochemistry of the ventral and dorsal hippocampus:
stress, depression, dementia and remote hippocampal damage. Neurochem Res.
2019;44:1306–22.

4. Charlson F, van Ommeren M, Flaxman A, Cornett J, Whiteford H, Saxena S. New
WHO prevalence estimates of mental disorders in conflict settings: a systematic
review and meta-analysis. Lancet. 2019;394:240–8.

5. Ding Y, Dai J. Advance in stress for depressive disorder. Adv Exp Med Biol.
2019;1180:147–78.

6. Seo JS, Wei J, Qin L, Kim Y, Yan Z, Greengard P. Cellular and molecular basis for
stress-induced depression. Mol Psychiatry. 2017;22:1440–7.

7. Liu Z, Qi Y, Cheng Z, Zhu X, Fan C, Yu SY. The effects of ginsenoside Rg1 on
chronic stress induced depression-like behaviors, BDNF expression and the
phosphorylation of PKA and CREB in rats. Neuroscience. 2016;322:358–69.

8. Shen J, Zhang P, Li Y, Fan C, Lan T, Wang W, et al. Neuroprotective effects of
microRNA-211-5p on chronic stress-induced neuronal apoptosis and depression-
like behaviours. J Cell Mol Med. 2021;25:7028–38.

9. Peng Z, Zhang C, Yan L, Zhang Y, Yang Z, Wang J, et al. EPA is more effective than
DHA to improve depression-like behavior, glia cell dysfunction and hippcampal
apoptosis signaling in a chronic stress-induced rat model of depression. Int J Mol
Sci. 2020;21:1769.

10. Jan R, Chaudhry GE. Understanding apoptosis and apoptotic pathways targeted
cancer therapeutics. Adv Pharm Bull. 2019;9:205–18.

11. Liu J, Liu L, Han YS, Yi J, Guo C, Zhao HQ, et al. The molecular mechanism
underlying mitophagy-mediated hippocampal neuron apoptosis in diabetes-
related depression. J Cell Mol Med. 2021;25:7342–53.

12. Lucassen PJ, Heine VM, Muller MB, van der Beek EM, Wiegant VM, De Kloet ER,
et al. Stress, depression and hippocampal apoptosis. CNS Neurol Disord Drug
Targets. 2006;5:531–46.

13. Liu W, Ge T, Leng Y, Pan Z, Fan J, Yang W, et al. The role of neural plasticity in
depression: from hippocampus to prefrontal cortex. Neural Plasticity.
2017;2017:6871089.

14. Li DX, Wang CN, Wang Y, Ye CL, Jiang L, Zhu XY, et al. NLRP3 inflammasome-
dependent pyroptosis and apoptosis in hippocampus neurons mediates
depressive-like behavior in diabetic mice. Behav Brain Res. 2020;391:112684.

15. Li Y, Fan C, Wang L, Lan T, Gao R, Wang W, et al. MicroRNA-26a-3p rescues
depression-like behaviors in male rats via preventing hippocampal neuronal
anomalies. J Clin Investig. 2021;131:148853.

16. Shen J, Zhang P, Li Y, Fan C, Lan T, Wang W, et al. Neuroprotective effects of
microRNA‐211‐5p on chronic stress‐induced neuronal apoptosis and depression‐
like behaviours. J Cell Mol Med. 2021;25:7028–38.

17. Mella C, Figueroa CD, Otth C, Ehrenfeld P. Involvement of kallikrein-related
peptidases in nervous system disorders. Front Cell Neurosci. 2020;14:166.

18. Bukowski L, Chernomorchenko AMF, Starnawska A, Mors O, Staunstrup NH,
Børglum AD, et al. Neuropsin in mental health. J Physiol Sci. 2020;70:26.

19. Starnawska A, Tan Q, Soerensen M, McGue M, Mors O, Børglum AD, et al.
Epigenome-wide association study of depression symptomatology in elderly
monozygotic twins. Transl Psychiatry. 2019;9:1–14.

20. Starnawska A, Bukowski L, Chernomorchenko A, Elfving B, Müller HK, van den
Oord E, et al. DNA methylation of the KLK8 gene in depression symptomatology.
Clin Epigenetics. 2021;13:1–10.

21. Attwood BK, Bourgognon JM, Patel S, Mucha M, Schiavon E, Skrzypiec AE, et al.
Neuropsin cleaves EphB2 in the amygdala to control anxiety. Nature.
2011;473:372–5.

22. Du JK, Yu Q, Liu YJ, Du SF, Huang LY, Xu DH, et al. A novel role of kallikrein-related
peptidase 8 in the pathogenesis of diabetic cardiac fibrosis. Theranostics.
2021;11:4207–31.

23. Qiao H, Li MX, Xu C, Chen HB, An SC, Ma XM. Dendritic spines in depression: what
we learned from animal models. Neural Plast. 2016;2016:8056370.

24. Fan C, Song Q, Wang P, Li Y, Yang M, Yu SY. Neuroprotective effects of curcumin
on IL-1β-induced neuronal apoptosis and depression-like behaviors caused by
chronic stress in rats. Front Cell Neurosci. 2018;12:516.

25. Liu BP, Zhang C, Zhang YP, Li KW, Song C. The combination of chronic stress and
smoke exacerbated depression-like changes and lung cancer factor expression in
A/J mice: involve inflammation and BDNF dysfunction. PLoS ONE.
2022;17:e0277945.

26. Kishi T, Cloutier SM, Kündig C, Deperthes D, Diamandis EP. Activation and
enzymatic characterization of recombinant human kallikrein 8. Biol Chem.
2006;387:723–31.

27. Dallérac G, Rampon C, Doyère V. NCAM function in the adult brain: lessons from
mimetic peptides and therapeutic potential. Neurochem Res. 2013;38:1163–73.

28. Chu C, Gao Y, Lan X, Thomas A, Li S. NCAM mimetic peptides: potential ther-
apeutic target for neurological disorders. Neurochem Res. 2018;43:1714–22.

29. Soroka V, Kolkova K, Kastrup JS, Diederichs K, Breed J, Kiselyov VV, et al. Structure
and interactions of NCAM Ig1-2-3 suggest a novel zipper mechanism for
homophilic adhesion. Structure. 2003;11:1291–301.

30. Kulahin N, Rudenko O, Kiselyov V, Poulsen FM, Berezin V, Bock E. Modulation of
the homophilic interaction between the first and second Ig modules of neural
cell adhesion molecule by heparin. J Neurochem. 2005;95:46–55.

31. Chang S, Bok P, Sun CP, Edwards A, Huang GJ. Neuropsin inactivation has pro-
tective effects against depressive-like behaviours and memory impairment
induced by chronic stress. PLoS Genet. 2016;12:e1006356.

32. Li J, Li SL, Song YH, Li ZP, Wang N, Zhang GH, et al. The association of serum
Kallikrein-8 with cognitive function in vascular dementia. Eur Rev Med Pharm Sci.
2021;25:1997–2002.

33. Bobińska K, Mossakowska-Wójcik J, Szemraj J, Gałecki P, Zajączkowska M,
Talarowska M. Human neuropsin gene in depression. Psychiatr Danub.
2017;29:195–200.

34. Harada A, Shiosaka S, Ishikawa Y, Komai S. Acute stress increases neuropsin
mRNA expression in the mouse hippocampus through the glucocorticoid path-
way. Neurosci Lett. 2008;436:273–7.

35. Huang GJ, Ben-David E, Tort Piella A, Edwards A, Flint J, Shifman S. Neurogenomic
evidence for a shared mechanism of the antidepressant effects of exercise and
chronic fluoxetine in mice. PLoS ONE. 2012;7:e35901.

36. Herring A, Münster Y, Akkaya T, Moghaddam S, Deinsberger K, Meyer J, et al.
Kallikrein-8 inhibition attenuates Alzheimer’s disease pathology in mice. Alzhei-
mers Dement. 2016;12:1273–87.

37. Herring A, Kurapati NK, Krebs S, Grammon N, Scholz LM, Voss G, et al. Genetic
knockdown of Klk8 has sex-specific multi-targeted therapeutic effects on Alz-
heimer’s pathology in mice. Neuropathol Appl Neurobiol. 2021;47:611–24.

38. Hadamitzky M, Herring A, Keyvani K, Doenlen R, Krügel U, Bösche K, et al. Acute
systemic rapamycin induces neurobehavioral alterations in rats. Behav Brain Res.
2014;273:16–22.

39. Münster Y, Keyvani K, Herring A. Inhibition of excessive kallikrein-8 improves neu-
roplasticity in Alzheimer’s disease mouse model. Exp Neurol. 2020;324:113115.

40. Masurier N, Arama DP, El Amri C, Lisowski V. Inhibitors of kallikrein-related
peptidases: an overview. Med Res Rev. 2018;38:655–83.

41. Vanderhaeghen P, Cheng HJ. Guidance molecules in axon pruning and cell
death. Cold Spring Harb Perspect Biol. 2010;2:a001859.

42. Tani N, Matsumoto K, Ota I, Yoshida S, Takada Y, Shiosaka S, et al. Effects of
fibronectin cleaved by neuropsin on cell adhesion and migration. Neurosci Res.
2001;39:247–51.

43. Matsumoto-Miyai K, Ninomiya A, Yamasaki H, Tamura H, Nakamura Y, Shiosaka S.
NMDA-dependent proteolysis of presynaptic adhesion molecule L1 in the hip-
pocampus by neuropsin. J Neurosci. 2003;23:7727–36.

44. Tamura H, Kawata M, Hamaguchi S, Ishikawa Y, Shiosaka S. Processing of
neuregulin-1 by neuropsin regulates GABAergic neuron to control neural plas-
ticity of the mouse hippocampus. J Neurosci. 2012;32:12657–72.

45. Pillai-Nair N, Panicker AK, Rodriguiz RM, Gilmore KL, Demyanenko GP, Huang JZ,
et al. Neural cell adhesion molecule-secreting transgenic mice display abnorm-
alities in GABAergic interneurons and alterations in behavior. J Neurosci.
2005;25:4659–71.

46. Brennaman LH, Kochlamazashvili G, Stoenica L, Nonneman RJ, Moy SS, Schachner
M, et al. Transgenic mice overexpressing the extracellular domain of NCAM are
impaired in working memory and cortical plasticity. Neurobiol Dis. 2011;43:372–8.

D.-H. Xu et al.

11

Cell Death and Disease          (2023) 14:278 



47. Shichi K, Fujita-Hamabe W, Harada S, Mizoguchi H, Yamada K, Nabeshima T, et al.
Involvement of matrix metalloproteinase-mediated proteolysis of neural cell
adhesion molecule in the development of cerebral ischemic neuronal damage. J
Pharm Exp Ther. 2011;338:701–10.

48. Hinkle CL, Diestel S, Lieberman J, Maness PF. Metalloprotease-induced ectodomain
shedding of neural cell adhesion molecule (NCAM). J Neurobiol. 2006;66:1378–95.

49. Brennaman LH, Moss ML, Maness PF. EphrinA/EphA-induced ectodomain shed-
ding of neural cell adhesion molecule regulates growth cone repulsion through
ADAM10 metalloprotease. J Neurochem. 2014;128:267–79.

50. Conant K, Daniele S, Bozzelli PL, Abdi T, Edwards A, Szklarczyk A, et al. Matrix
metalloproteinase activity stimulates N-cadherin shedding and the soluble
N-cadherin ectodomain promotes classical microglial activation. J Neuroin-
flammation. 2017;14:56.

51. Varbanov H, Dityatev A. Regulation of extrasynaptic signaling by polysialylated
NCAM: Impact for synaptic plasticity and cognitive functions. Mol Cell Neurosci.
2017;81:12–21.

52. Fujita-Hamabe W, Tokuyama S. The involvement of cleavage of neural cell
adhesion molecule in neuronal death under oxidative stress conditions in cul-
tured cortical neurons. Biol Pharm Bull. 2012;35:624–8.

53. Tochigi M, Iwamoto K, Bundo M, Sasaki T, Kato N, Kato T. Gene expression
profiling of major depression and suicide in the prefrontal cortex of postmortem
brains. Neurosci Res. 2008;60:184–91.

54. Aonurm-Helm A, Jurgenson M, Zharkovsky T, Sonn K, Berezin V, Bock E, et al.
Depression-like behaviour in neural cell adhesion molecule (NCAM)-deficient mice
and its reversal by an NCAM-derived peptide, FGL. Eur J Neurosci. 2008;28:1618–28.

55. Jürgenson M, Aonurm-Helm A, Zharkovsky A. Partial reduction in neural cell
adhesion molecule (NCAM) in heterozygous mice induces depression-related
behaviour without cognitive impairment. Brain Res. 2012;1447:106–18.

56. Bisaz R, Sandi C. Vulnerability of conditional NCAM-deficient mice to develop
stress-induced behavioral alterations. Stress. 2012;15:195–206.

57. Hirata A, Yoshida S, Inoue N, Matsumoto-Miyai K, Ninomiya A, Taniguchi M, et al.
Abnormalities of synapses and neurons in the hippocampus of neuropsin-
deficient mice. Mol Cell Neurosci. 2001;17:600–10.

58. Davies B, Kearns IR, Ure J, Davies CH, Lathe R. Loss of hippocampal serine pro-
tease BSP1/neuropsin predisposes to global seizure activity. J Neurosci.
2001;21:6993–7000.

59. Ditlevsen DK, Køhler LB, Pedersen MV, Risell M, Kolkova K, Meyer M, et al. The role
of phosphatidylinositol 3-kinase in neural cell adhesion molecule-mediated
neuronal differentiation and survival. J Neurochem. 2003;84:546–56.

60. Pedersen MV, Køhler LB, Ditlevsen DK, Li S, Berezin V, Bock E. Neuritogenic and
survival-promoting effects of the P2 peptide derived from a homophilic binding
site in the neural cell adhesion molecule. J Neurosci Res. 2004;75:55–65.

61. Zhang L, Dong H, Si Y, Wu N, Cao H, Mei B, et al. miR-125b promotes tau
phosphorylation by targeting the neural cell adhesion molecule in neuropatho-
logical progression. Neurobiol Aging. 2019;73:41–49.

62. Xu J, Feng J, Liu YD, Hu T, Li MJ, Li F. Self-assembling peptide scaffold carrying
neural-cell adhesion molecule-derived mimetic-peptide transplantation pro-
motes proliferation and stimulates neurite extension by modulating Tau phos-
phorylation and calpain/glycogen synthase kinase 3 beta (GSK-3β) in neurons.
Ann Transpl. 2020;25:e924093.

63. Keyvani K, Münster Y, Kurapati NK, Rubach S, Schönborn A, Kocakavuk E, et al.
Higher levels of kallikrein‐8 in female brain may increase the risk for Alzheimer’s
disease. Brain Pathol. 2018;28:947–64.

64. Armoskus C, Moreira D, Bollinger K, Jimenez O, Taniguchi S, Tsai H-W. Identifi-
cation of sexually dimorphic genes in the neonatal mouse cortex and hippo-
campus. Brain Res. 2014;1562:23–38.

65. Gibson TJ, Seiler M, Veitia RA. The transience of transient overexpression. Nat
Methods. 2013;10:715–21.

ACKNOWLEDGEMENTS
We acknowledge the technical assistance provided by Dong-Xia Li of the Shanghai
University of Sport for aid in animal studies.

AUTHOR CONTRIBUTIONS
D-HX: Methodology, data curation, and writing the original draft. J-KD: Data curation
and formal analysis. S-YL: Visualization and investigation. HZ: Methodology. LY:
Methodology. X-YZ: Writing, review and editing, and funding acquisition. Y-JL:
Conceptualization, supervision, and funding acquisition.

FUNDING
This work was supported by the National Natural Science Foundation of China (No.
31971101, 32171124, 32271180, 31871156, and 82000797).

CONFLICT OF INTEREST
The authors declare no competing interests.

ADDITIONAL INFORMATION
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41419-023-05800-5.

Correspondence and requests for materials should be addressed to Xiao-Yan Zhu or
Yu-Jian Liu.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://
creativecommons.org/licenses/by/4.0/.

© The Author(s) 2023

D.-H. Xu et al.

12

Cell Death and Disease          (2023) 14:278 

https://doi.org/10.1038/s41419-023-05800-5
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Upregulation of KLK8 contributes to CUMS-induced hippocampal neuronal apoptosis by cleaving NCAM1
	Introduction
	Materials and methods
	Animals
	Chronic unpredictable mild stress (CUMS)
	Behavioral measurements
	Cell culture and adenoviral infection
	Cell viability assays
	Measurement of caspase-3 activity
	Immunofluorescence
	TdT-mediated dUTP nick-end labeling (TUNEL) assay
	Western blot and immunoprecipitation
	Mass Spectrometry
	N-terminal protein sequencing
	Statistical analysis

	Results
	Depression-like behaviors in CUMS-exposed mice are associated with hippocampal KLK8 upregulation
	Transgenic overexpression of KLK8 exacerbates, whereas KLK8 deficiency attenuates CUMS-induced depression-like behaviors
	Transgenic overexpression of KLK8 exacerbates, whereas KLK8 deficiency attenuates CUMS-induced neuron apoptosis
	KLK8 overexpression induces neuron apoptosis in�vitro
	NCAM1 may be recognized as a potential substrate of KLK8 in neuron
	Both NCAM1 overexpression and NCAM1 mimetic peptide rescue KLK8-overexpressed neuron cells from apoptosis

	Discussion
	References
	Acknowledgements
	Author contributions
	Funding
	Conflict of interest
	ADDITIONAL INFORMATION




