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CORR I G ENDUM

Corrigendum

Analysis of ACE2 and TMPRSS2 coding variants as a risk factor for SARS‐

CoV‐2 from 946 whole‐exome sequencing data in theTurkish population

The article1 to which this Corrigendum refers was published in

Journal of Medical Virology 94(11): 5225–5243 (https://

onlinelibrary.wiley.com/doi/full/10.1002/jmv.27976).

Affiliation 18 has been removed from the author Sehime Gulsun

Temel. The corrected author byline should read as:

Nilgun Duman1 | Gulten Tuncel2 | Atil Bisgin3,4 | Sevcan Tug Boz-

dogan3,4 | Sebnem Ozemri Sag5 | Seref Gul6 | Aslihan Kiraz7 | Burhan

Balta7 | Murat Erdogan7 | Bulent Uyanik8 | Sezin Canbek9 | Pinar

Ata10 | Bilgen Bilge Geckinli10 | Esra Arslan Ates10 | Ceren Alavanda10 |

Sevda Yesim Ozdemir11 | Ozlem Sezer12 | Gulay Oner Ozgon13 |

Hakan Gurkan14 | Kubra Guler15 | Ibrahim Boga3,4 | Niyazi Kaya5 |

Adem Alemdar5 | Murat Sayan2,16 | Munis Dundar17 | Mahmut Cerkez

Ergoren2,18 | Sehime Gulsun Temel5,19,20

The authors apologize for this error.
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