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BACKGROUND: Although trimodality therapy resecting tumours followed by chemoradiotherapy is emerged for muscle-invasive
bladder cancer (MIBC), chemotherapy produces toxicities. Histone deacetylase inhibitors have been identified as an effective
strategy to enhance cancer radiotherapy (RT).
METHODS: We examined the role of HDAC6 and specific inhibition of HDAC6 on BC radiosensitivity by performing transcriptomic
analysis and mechanism study.
RESULTS: HDAC6 knockdown or HDAC6 inhibitor (HDAC6i) tubacin exerted a radiosensitizing effect, including decreased
clonogenic survival, increased H3K9ac and α-tubulin acetylation, and accumulated γH2AX, which are similar to the effect of
panobinostat, a pan-HDACi, on irradiated BC cells. Transcriptomics of shHDAC6-transduced T24 under irradiation showed that
shHDAC6 counteracted RT-induced mRNA expression of CXCL1, SERPINE1, SDC1 and SDC2, which are linked to cell migration,
angiogenesis and metastasis. Moreover, tubacin significantly suppressed RT-induced CXCL1 and radiation-enhanced invasion/
migration, whereas panobinostat elevated RT-induced CXCL1 expression and invasion/migration abilities. This phenotype was
significantly abrogated by anti-CXCL1 antibody, indicating the key regulator of CXCL1 contributing to BC malignancy.
Immunohistochemical evaluation of tumours from urothelial carcinoma patients supported the correlation between high CXCL1
expression and reduced survival.
CONCLUSION: Unlike pan-HDACi, the selective HDAC6i can enhance BC radiosensitization and effectively inhibit RT-induced
oncogenic CXCL1-Snail-signalling, thus further advancing its therapeutic potential with RT.

British Journal of Cancer (2023) 128:1753–1764; https://doi.org/10.1038/s41416-023-02195-0

INTRODUCTION
Although radical cystectomy (RC) remains the gold standard for
patients with muscle-invasive bladder cancer (MIBC) [1], bladder-
preserving trimodality therapy (TMT), which combines maximal
transurethral resection of bladder tumours followed by concurrent
chemotherapy and radiotherapy (RT), has been shown to be an
effective alternative to patients who are either not suitable surgical
candidates or prefer organ preservation [2, 3]. A recent systematic
review found similar overall survival but inferior cancer-specific
survival in TMT patients compared with RC patients [4], and the
chance of undergoing salvage cystectomy occurred in 10.7% of
patients receiving TMT [5]. Nevertheless, the recommended che-
motherapy regimens, such as cisplatin with fluorouracil or paclitaxel,
fluorouracil with mitomycin C, or cisplatin alone (NCCN, preferred/2A)
[6], have many well-recognised toxicities. Therefore, there is an

unmet need to develop a more effective strategy to enhance the
efficacy of RT in BC without the induction of unwanted toxicities.
We have previously reported that afatinib, an EGFR/HER-2 dual

inhibitor, can radiosensitize BC cells by enhancing radiation-
induced DNA damage [7]. Interestingly, histone acetylation has
been regarded as a determinant of the radioresponse through
mechanisms that regulate chromatin structure and gene expres-
sion [8]. By interfering with DNA damage signalling and repair
pathways, inhibitors of histone deacetylases (HDAC) decrease the
ability of tumour cells to repair radiation-induced DNA damage [9].
Several HDAC inhibitors (HDACi) have entered clinical trials for
evaluation of efficacy and toxicity in combination with RT or
chemoradiation [10, 11].
In BC, panobinostat, a hydroxamate pan-HDACi, has been

demonstrated to have radiosensitizing activity through E3 ligase
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cellular inhibitor of apoptosis protein 2 (cIAP2)-mediated post-
transcriptional downregulation of meiotic recombination 11
homologue (MRE11) [12, 13]. An in vivo study by Groselj et al.
further demonstrated that panobinostat and RT inhibited bladder
tumour growth in RT112 xenografts better than did RT alone
without a significant increase in radiation toxicity in the normal
tissue [14]. In addition, panobinostat showed clinical benefit in a
phase I trial for advanced UC [15]. However, dose-limiting
toxicities (DLTs) were reported in recurrent glioma patients who
had received a high dose (30 mg) of panobinostat combined with
stereotactic irradiation [16]. Therefore, the study of selective
HDACis is encouraged, as specific HDACis may be more efficacious
and have fewer systemic side effects [14, 17, 18].
HDAC6 is a structurally and functionally unique deacetylase that

targets both histone and nonhistone substrates, such as heat
shock protein (Hsp90), cortactin, peroxiredoxin, α-tubulin, and
heat shock transcription factor-1 (HSF-1) [19, 20], resulting in
diverse biological effects. HDAC6 has the ability to promote cell
motility, migration and invasion [21, 22]. Selective inhibition of
HDAC6 induces DNA damage, suppresses tumour proliferation
and sensitises transformed cells to anti-cancer agents [23–25].
Moreover, HDAC6-specific inhibitors (HDAC6i) have entered
clinical investigation as part of a combination regimen for anti-
cancer activity [19]. Ricolinostat and citarinostat are selective
HDAC6is that were found to enhance efficacy in relapsed multiple
myeloma [26, 27]. Interestingly, an increasing number of studies,
including preclinical models, have reported the immunoregulatory
effect of HDAC6is on cancer suppression and prolonged survival
with no significant toxicity [28, 29]. Nevertheless, there is limited
investigation of the effects of HDAC6is on radioresponse,
especially in treating BC.
In this study, we examined the role of HDAC6 and HDAC6

inhibition on BC radiosensitivity. We further performed transcrip-
tomic analysis to elucidate the target genes affected by HDAC6
knockdown in T24 cells undergoing ionising radiation (IR). To
better understand the clinical efficacy of selective HDAC6is
combined with RT, we applied tubacin, a highly potent HDAC6i,
to T24 cells and observed a repression of the RT-induced
CXCL1 signalling pathway for cancer progression that was not
present when applying panobinostat, suggesting a potential
strategy of specifically targeting HDAC6 as a radiosensitizer for
cancer treatment.

MATERIALS AND METHODS
Cell culture and irradiation
The human bladder carcinoma cell lines T24 and UMUC-3 were obtained
from the American Type Culture Collection (ATCC, Manassas, VA), and
BFTC909 cells were obtained from Bioresource Collection and Research
Centre (BCRC, Taiwan). Cells were cultured in Roswell Park Memorial
Institute (RPMI) 1640, Minimum Essential Medium (MEM) and Dulbecco’s
modified Eagle’s medium (DMEM) supplemented with 10% foetal
bovine serum (FBS) and penicillin/streptomycin. All cell lines were
incubated at 37 °C in a humidified atmosphere containing 5% CO2. Cells
were exposed to IR at doses ranging from 2.5 to 10 Gray (Gy) using a
137Cs γ-irradiator.

Reagents
Panobinostat (LBH589) and tubacin were purchased from Selleck
Chemicals (Houston, TX) and prepared at the indicated concentrations in
dimethyl sulfoxide (DMSO). Monoclonal anti-CXCL1 and control IgG
antibodies for neutralising treatment were acquired from R&D Systems
(Minneapolis, MN).

Cell viability assay
A total of 3 × 103 cells were seeded onto 96-well plates and treated with
panobinostat or tubacin at the indicated concentrations. Cell viability was
assessed at 24 and 72 h by the Cell Counting Kit-8 (CCK-8) assay (Dojindo
Molecular Technologies, Rockville, MD). The absorbance at 450 nm was

measured with a microplate enzyme-linked immunosorbent assay reader
(Epoch 2 Microplate Reader, BioTek Instruments, Winooski, VT).

Clonogenic assay
Cells seeded on 6-well plates were irradiated at 0, 2.5, 5, 7.5 or 10 Gy with
the indicated concentrations of panobinostat or tubacin. After 7 days of
colony growth, cells were fixed with 20% methanol and stained with 0.25%
crystal violet for 30min. Colonies with >50 cells were counted under the
whole microscope field.

γH2AX immunofluorescence microscopy
A total of 1 × 105 cells were plated on poly-D-lysine-coated chamber slides
and exposed to 5 Gy irradiation in the presence or absence of 10 nM
panobinostat. Following treatment for the indicated time intervals (0.5, 2,
4, 24 h), the cells were fixed in 4% paraformaldehyde in phosphate-
buffered saline (PBS), permeabilized in 0.5% Triton X-100 in PBS and
blocked in 5% bovine serum albumin (BSA). Then, the cells were incubated
with primary rabbit anti-γH2AX antibody (Cell Signaling Technology,
Danvers, MA) and mounted with mounting medium containing DAPI
(Vector Laboratories, Burlingame, CA). γH2AX foci were examined under a
fluorescence microscope with a 630X objective (Zeiss Axio Imager A1, Carl
Zeiss, Germany) and counted using ImageJ.

Western blot analysis
Proteins were extracted with RIPA lysis buffer containing protease and
phosphatase inhibitors (Thermo Fisher Scientific, Waltham, MA), prepared
in 5X sodium dodecyl sulfate (SDS) buffer, and analysed by SDS–PAGE
(10% polyacrylamide gel). Following transfer to the polyvinylidene
difluoride (PVDF) membrane, antibodies targeting HDAC1, HDAC2, HDAC3,
HDAC4, HDAC5, HDAC6, acetyl-histone 3 (Lys9), acetyl-α-tubulin (Lys40),
phospho-PTEN (Ser380/Thr382/383), PTEN, phospho-Akt (Ser473), Akt,
Rad51, p21 Waf1/Cip1, Snail and GAPDH (Cell Signaling Technology,
Danvers, MA) were used for immunoblotting (Supplementary Table S1).
GAPDH was detected as the internal control. Protein bands were detected
with an enhanced chemiluminescence (ECL) kit (Amersham International
plc, Buckinghamshire, England) and analysed by MultiGel-21 (Topbio,
Taiwan).

Cell cycle analysis
A total of 5 × 105 cells seeded on a 6-well plate were irradiated at 5 Gy in
the presence of 10 nM panobinostat or 5 µM tubacin. At 16 h, the cells
were fixed with 70% ethanol and labelled with propidium iodide (PI) using
a cell cycle analysis kit (EZCellTM Cell Cycle Analysis Kit, BioVision, Milpitas,
CA) based on the manufacturer’s protocol. An LSRFortessa flow cytometer
(Becton Dickinson, Franklin Lakes, NJ) was used. For each sample, 10000
events were examined, and the ratio of the distribution of cells within the
cell cycle was determined by Modfit LT software.

Transwell migration and invasion assays
Cells suspended in serum-free medium were seeded in the upper chamber
of 24-well Transwell plates (8-μm pore, Corning Incorporated, Corning, NY)
with or without 80 µg/mL Matrigel (Becton Dickinson, Franklin Lakes, NJ)
coating. After 16 h and 20 h, migrated or invaded cells were fixed with
methanol, stained with 0.25% crystal violet for 30min, and counted under
a microscope (Nikon Eclipse Ts2, Japan) using ImageJ.

shRNA-mediated knockdown
A specific lentiviral vector carrying shRNA whose sequence targeted
human HDAC6 (5′-CGGTAATGGAACTCAGCACAT-3′) and a control pLKO.1
vector were purchased from the RNA Technology Platform and Gene
Manipulation Core (Academia Sinica, Taiwan). T24 cells at 80% confluence
were subjected to lentivirus infection. After 72 h, the cells were selected
with 2 mg/mL puromycin (Thermo Fisher Scientific, Waltham, MA).

RNA-seq data processing
T24 cells subjected to HDAC6 knockdown following RT were prepared for
RNA-seq. A Bioanalyzer 2100 was used for RNA quality control with an RNA
6000 LabChip kit (Agilent Technology, Santa Clara, CA). All RNA sample
preparation procedures were carried out according to Illumina’s official
protocol. Agilent’s SureSelect Strand-Specific RNA Library Preparation Kit
was used for library construction followed by AMPure XP bead (Beckman
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Coulter, Brea, CA) size selection. The sequence was determined using
Illumina sequencing-by-synthesis (SBS) technology (Illumina, San Diego,
CA). Sequencing data (FASTQ reads) were generated using the pipeline
established by Welgene Biotech, which is based on the base calling
programme bcl2fastq v2.20 from Illumina. Read quality was evaluated by
FastQC, and adaptor sequences were trimmed using cutadapt. Qualified
reads were aligned to the human reference genome GRCh38 using STAR
(v2.7.2) [30], and read counts for individual gene annotation based on
GENCODE (v28) were subsequently determined using featureCounts [31].
Differential expression analysis was performed using NOISeq [32] with
Trimmed Mean of M-values (TMM) normalisation. Genes with a differential
expression probability > 0.4 were defined as DEGs. For pre-ranked GSEA, a
ranking metric was calculated for each gene as R= rank * probability,
where both rank and probability were determined by NOISeq. Pre-ranked
GSEA was performed using a curated collection of gene sets from MSigDB.
The significant gene sets were constructed as an enrichment map [33]
using an in-house script and visualised by Cytoscape.

Quantitative real-time PCR (qRT–PCR)
Total RNA was extracted using TRIzol (Thermo Fisher Scientific,
Waltham, MA) and reverse transcribed using the HiSenScript™ RH(-)
RT PreMix kit (iNtRON Biotechnology, Gyeonggi-do, Korea). Quantita-
tive real-time PCR was conducted with primers (Supplementary Table
S2, Integrated DNA Technologies, Coralville, IA) and SYBR Green
(Thermo Fisher Scientific, Waltham, MA) using an Applied Biosystems
StepOnePlusTM real-time PCR system (Thermo Fisher Scientific,
Waltham, MA). The thermal profile consisted of 1 cycle of 20 s at
95 °C followed by 40 cycles of 3 s at 95 °C and 30 s at 60 °C. GAPDH
was used as the internal control.

Enzyme-linked immunosorbent assay (ELISA)
A total of 1 × 105 cells were plated onto a 6-well plate and subjected to 5 µM
tubacin or 10 nM panobinostat treatment followed by 5 Gy irradiation. The
conditioned medium was collected at 24 h and the CXCL1 protein level was
determined using a Quantikine ELISA kit (Human CXCL1/GROα, R&D Systems,
Minneapolis, MN) according to the manufacturer’s instructions.

Immunohistochemistry staining
Tissue was fixed and embedded in paraffin blocks. Serial 4-µm paraffin
sections were deparaffinized by EZ prep (Ventana Medical Systems,
Tucson, AZ) and subjected to a 64-min pre-treatment using Cell Condition
1 solution (Ventana Medical Systems, Tucson, AZ). The slides were
incubated with primary antibodies for 32min using the automated
Ventana Benchmark XT (Ventana Medical Systems, Tucson, AZ). Signals
were detected with the Optiview DAB Detection Kit (Ventana Medical
Systems, Tucson, AZ) according to the manufacturer’s protocol on an
Olympus BX53 microscope (Olympus Corporation, Tokyo, Japan). All
sections were counterstained with haematoxylin (Ventana Medical
Systems, Tucson, AZ). Antibodies against GROα (Santa Cruz Biotechnology,
Dallas, TX) are listed in Supplementary Table S1.

Clinical specimen
Paraffin blocks from 40 patients with recurrent urothelial carcinoma who
had received transurethral resection of bladder tumour (TURBT) dating
from 2013 to 2017 were obtained from the Department of Pathology
archives at National Taiwan University Hospital and examined by H&E
staining for histological verification of disease status (Table 1). Most of
them were classified as pathological T-stage pT3 (26/40). The study was
approved by the Ethical Committee of National Taiwan University Hospital
(IRB 201912011RINC).

In vivo ectopic tumour model
Five- to 6-week-old male C57BL/6 mice were acquired from the National
Laboratory Animal Centre and used for ectopic implantation. BC is more
common in male than in female with a ratio of 3–4:1. Mice were randomly
grouped, and ectopic tumours were established by subcutaneously
injecting MB49 cells (2 × 106) into the right hind limb of mice. Until the
tumour size reached 100mm3 (day 10), irradiation was applied in three 7.5-
Gy fractions with a linear accelerator (Elekta Oncology System Ltd.,
Crawley, West Sussex, UK). Panobinostat and tubacin were prepared in
sterile water containing DMSO, polyethylene glycol 300 (PEG 300) and
polysorbate 80 (Tween 80) for intraperitoneal injection for 3 days, with

daily doses of 10 and 25mg/kg panobinostat and tubacin administered,
respectively. Tumour volume was measured at 2-day intervals and
calculated using the formula: tumour length (mm) x [tumour width
(mm)]2 x 0.5. Mice were sacrificed when the tumour volume reached
~1500mm3. All animal care, handling procedures, and experimental
protocols were approved by the Committee of Experimental Animal
Management at the College of Medicine, National Taiwan University.

Statistical analysis
Data are presented as the mean with standard deviation (SD) for at least
three independent experiments. Student’s t-test was used for paired
comparisons, and differences were considered significant at a P-value <
0.05. The chi-square test was used to evaluate the relationship between
two variables. The Kaplan–Meier method was used for survival analysis,
and the log-rank test was used for comparison of survival data. Prism
software version 9 (GraphPad software, San Diego, CA) was utilised for
data plots.

RESULTS
The pan-HDACi panobinostat enhances the radiosensitivity of
bladder cancer cells
To study the dose effect of pan-HDACi on cell viability, we treated
three human BC cell lines (T24, BFTC909 and UMUC-3) with
different concentrations of panobinostat, which induced
decreases in cell viability in all cell lines in a dose-dependent
manner at 24 h and further decreases at 72 h (Supplementary Fig.
S1). In combination with irradiation (2.5, 5, 7.5 and 10 Gy),
clonogenic cell survival declined at day 7 under 2, 4, 6, 8 and
10 nM panobinostat treatment compared that after RT alone
(Fig. 1a). In cells pre-treated with 10 nM panobinostat, a significant
decrease in the survival fraction occurred starting at 5 Gy,
indicating the radiosensitizing effect of panobinostat in BC cells.
In addition, we utilised a γH2AX foci assay to estimate DNA
damage in response to the combination treatment. Panobinostat

Table 1. Clinicopathologic characteristics of 40 patients.

Variables Number
of cases

CXCL1
expression

High
(n= 16)

P-value

Low
(n= 24)

Age (years)

≤65 21 14 7

>65 19 10 9 0.3656

Gender

Male 24 15 9

Female 16 9 7 0.6926

Tumour position

Bladder 16 10 6

UTUC 24 14 10 0.7921

Pattern of progression

Local
recurrence

9 8 1

Lymph
node
metastasis

22 10 12

Visceral
metastasis

9 6 3 0.0730

Lymph node metastasis

Negative 18 14 4

Positive 22 10 12 0.0379*

IHC immunohistochemistry, UTUC upper tract urothelial cancer.
*P < 0.05.
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(10 nM) promoted radiation-induced DNA damage between 0.5
and 24 h in all three cell lines (Fig. 1b). The fluorescence results
showed an increased number of γH2AX foci in response to the
combination of panobinostat and RT compared to RT alone.
Additionally, radiation is known to induce G2/M cell cycle arrest,
and panobinostat treatment further radiosensitized T24 cells to
G2/M arrest (Fig. 1c).
To investigate how HDACs are targeted by panobinostat in BC,

endogenous levels of HDAC proteins, including class I (HDAC1,
HDAC2 and HDAC3) and class II (HDAC4, HDAC5 and HDAC6)
HDACs, were first measured in BFTC909, UMUC-3 and T24 cells.
The results showed that T24 cells had the highest baseline HDAC6
expression among the three cancer cell lines (Fig. 1d), in which

HDAC6 protein expression was positively correlated with cell
migration and invasion abilities (Fig. 1e), leading to the hypothesis
that HDAC inhibition may reduce cancer cell progression ability.
We found that panobinostat treatment (50 nM) decreased the
expression of class II HDAC proteins, including HDAC6, and
increased histone H3 lysine 9 acetylation (H3K9ac) in all cell lines
(Fig. 1f; Supplementary Fig. S2). In RT/HDACi-treated T24 cells,
although HDAC6, phosphorylated AKT and Rad51 protein expres-
sion increased after radiation, these effects were inhibited by
combination treatment with panobinostat (Fig. 1g). Panobinostat
treatment followed by RT also enhanced the phosphorylation of
PTEN and the expression of p21, which are negative regulators of
cell cycle progression (Fig. 1g).
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0.5, 2, 4 and 24 h, and representative images at 2 h are shown below. c The cell cycle distribution of T24 cells treated with RT (5 Gy),
panobinostat (10 nM), and a combination of RT and panobinostat (RT+ PAN) was analysed at 16 h by flow cytometry. The percentages of cells
within G0/G1, S, and G2/M phases are shown. Data are presented as the means ± SD from three independent biological replicates. Student’s t-
test was used to determine significant differences. *P < 0.05; **P < 0.01, compared to control. #P < 0.05 compared to RT. d Western blotting
analysis for class I (HDAC1, HDAC2, HDAC3) and class II (HDAC4, HDAC5/7, HDAC6) HDACs in BFTC909, UMUC-3 and T24 cells. GAPDH was
used as the internal control. HDAC6 protein expression was quantified by ImageJ. e Cell migration and invasion abilities were examined under
a microscope based on the numbers of stained migrated (16 h) and invaded (20 h) cells on the lower Transwell membrane. Representative
images of BFTC909, UMUC-3 and T24 cells are shown below. f Western blotting for class I and class II HDACs and acetyl-histone H3 (Lys9)
(H3K9ac) in T24 cells with or without 50 nM panobinostat treatment at 16 h. gWestern blotting for HDAC6, H3K9ac, acetyl-α-tubulin, phospho-
PTEN, PTEN, phospho-AKT, AKT, Rad51 and p21 expression in T24 cells treated with RT (5 Gy), panobinostat (50 nM), and the combination of RT
and panobinostat at 16 h.
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HDAC6 knockdown exhibits a radiosensitizing effect in
bladder cancer cells
Owing to the high expression of HDAC6 and high invasion/
migration ability of T24 among the BC cells shown in Fig. 1d, e, we
stably transfected shRNA against HDAC6 into T24 cells. HDAC6
mRNA (Fig. 2a) and protein (Fig. 2b) expression was measured by
qPCR and Western blotting, respectively, to ensure the knock-
down efficiency. Figure 2a shows a higher level of HDAC6 mRNA
inhibition by HDAC6 knockdown than by panobinostat treatment,
indicating specific inhibition of HDAC6 in shHDAC6 cells. T24 cells
with HDAC6 knockdown had lower HDAC6 protein expression and

higher H3K9ac levels than cells without HDAC6 knockdown as well
as a marked increase in α-tubulin acetylation (Fig. 2b). Acetylation
of tubulin regulates microtubule dynamics, cell motility and
migration/invasion. The morphology of shHDAC6 T24 cells is
shown in Fig. 2c. Compared to the control cells, shHDAC6 T24 cells
seemed to become more adhesive, probably indicating loss of
potential to migrate and invade. Moreover, knockdown of HDAC6
resulted in a decrease in cell growth (Fig. 2d) but not in cell
viability (Fig. 2c). The shHDAC6 T24 cells showed a significant
decrease in invasion/migration ability (Fig. 2e). A decreasing trend
in invasion/migration was also observed in shHDAC6 BFTC909 and
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Fig. 2 HDAC6 knockdown increases the radiosensitivity of T24 cells. a HDAC6 mRNA expression level in T24 cells with (shHDAC6) or
without (Ctrl) HDAC6 knockdown as assessed by qPCR. Panobinostat (PAN) treatment was used for comparison. bWestern blotting for HDAC6,
H3K9ac, acetyl-α-tubulin and p21 expression in control and shHDAC6 T24 cells. GAPDH was used as the internal control. c Cell morphologies
of the control and shHDAC6 T24 cells. Scale bar represents 100 μm. d Growth curves of the control and shHDAC6 T24 cells were determined
by the CCK-8 assay at 24, 48 and 72 h. e Cell migration and invasion abilities were examined based on the numbers of stained migrated (16 h)
and invaded (20 h) cells on the lower Transwell membrane as viewed under a microscope. Representative images of the control and shHDAC6
T24 cells are shown below. f Clonogenic survival of control and shHDAC6 T24 cells. Colonies were stained with 0.25% crystal violet at day 7,
and the survival rate was calculated. g Immunofluorescence staining with an anti-γH2AX antibody was performed in control and shHDAC6
T24 cells subjected to RT (5 Gy). The average number of γH2AX foci per cell was analysed at 0.5, 2, 4 and 24 h, and representative images at 2 h
are shown below. Data are presented as the means ± SD from three independent biological replicates. Student’s t-test was used for significant
differences. *P < 0.05; **P < 0.01; ***P < 0.001. h Western blotting analysis in control and shHDAC6 T24 cells with or without RT (5 Gy) at 16 h.
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shHDAC6 UMUC-3 cells (Supplementary Fig. S3). Western blot
analysis for EMT markers in BC cells with HDAC6 knockdown was
shown in the Supplementary Fig. S4.
To examine the radiosensitizing effect of specific HDAC6

inhibition, phenotype studies were performed in T24 cells with
HDAC6 knockdown. Under irradiation, decreased clonogenic
survival was observed in shHDAC6 T24 cells at day 7 compared
to that of control cells (Fig. 2f). In addition, HDAC6 knockdown in
combination with RT induced the accumulation of γH2AX, which
was more significant than that induced by RT alone (Fig. 2g),
suggesting the enhanced efficacy of RT. Notably, HDAC6 knock-
down abolished RT-induced protein expression of HDAC6,
phosphorylated AKT and Rad51. Additionally, an increase in p21
and α-tubulin acetylation was shown in shHDAC6 T24 cells
following RT compared to RT alone, although PTEN

phosphorylation did not increase significantly (Fig. 2h). Altogether,
the radiosensitizing effects caused by HDAC6 knockdown were
similar to those of panobinostat shown in Fig. 1, suggesting that
specific inhibition of HDAC6 functions similarly to a pan-HDACi in
radiosensitizing BC cells.

The selective HDAC6i tubacin radiosensitizes human bladder
cancer cells
To further investigate the radiosensitizing property of selective
HDAC6is in clinical use, we treated T24 cells with tubacin at
micromolar concentrations (Fig. 3a). This treatment resulted in a
dose-dependent decrease in cell viability at 24 h and 72 h. The
efficacy of tubacin in inhibiting the mRNA and protein expression
of HDAC6 is shown in Fig. 3b, c, respectively. Compared to
panobinostat treatment, tubacin treatment caused a higher
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degree of HDAC6 inhibition at the mRNA and protein levels and
increased H3K9ac levels. Moreover, tubacin specifically induced
α-tubulin acetylation (Fig. 3c). Unlike panobinostat, tubacin
appeared to increase the adhesiveness of T24 cells after 24 h of

treatment, similar to the morphology of shHDAC6 T24 cells
(Fig. 3d).
In combination with irradiation, 5 µM tubacin significantly

decreased clonogenic cell survival at day 7 compared to that
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after RT alone, suggesting that selective HDAC6i functions as a
pan-HDACi radiosensitizer in BC cells (Fig. 3e). However, this effect
did not seem to occur via induction of G2/M arrest in T24 cells
(Fig. 3f). In addition, radiation-induced activation of HDAC6, AKT
phosphorylation and Rad51 expression were repressed by tubacin
while p21 protein expression and H3K9ac were elevated
compared to those in response to RT alone. In concordance with
HDAC6-knockdown T24 cells, tubacin followed by radiation did
not affect the levels of PTEN phosphorylation (Fig. 3g). Tubacin
also exerted a radiosensitizing effect on BFTC909 and UMUC-3
cells (Supplementary Fig. S5).

Transcriptomic analysis of HDAC6 knockdown bladder cancer
cells
We further performed RNA-seq analysis to determine the potential
target genes under the regulation of HDAC6 in T24 cells exposed
to IR. The data showed 12342 upregulated and 8705 down-
regulated differentially expressed genes (DEGs) in shHDAC6 T24
cells treated with RT (RT+ shHDAC6) compared to parental T24
cells treated with RT (Fig. 4a). Upregulated DEGs were significantly
enriched in DNA damage response, cell cycle checkpoint,
p53 signalling, mitochondrion organisation and T cell activation,
while downregulated DEGs were enriched in inflammatory
response, wound healing, membrane lipid metabolic process,
regulation of proteolysis and apoptotic signalling (Fig. 4b). We
validated the mRNA expression of genes involved in these
pathways using real-time qPCR and found upregulation of
CDKN1A and downregulation of CXCL1, SERPINE1, SDC2 and
TNFRSF1A in RT+ shHDAC6 T24 cells compared to RT alone cells
(Supplementary Fig. S6). Gene set enrichment analysis (GSEA) also
demonstrated the key pathways regulated by HDAC6 knockdown
under irradiation (Supplementary Fig. S7); among them, we noted
that genes that were highly downregulated in RT+ shHDAC6 T24
cells were significantly enriched in inflammatory and immune
responses (Fig. 4c, P < 0.05).
Furthermore, to examine the impact of HDAC6 inhibition on the

efficacy of RT, we analysed 2852 DEGs that were upregulated in RT-
exposed T24 cells (RT) in comparison with untreated cells (Ctrl). We
also found 1739 DEGs downregulated in the RT+ shHDAC6 sample
compared to RT-exposed T24 cells. By overlapping the two sets of
genes, 854 radiation-induced DEGs were repressed when HDAC6
was knocked down (Fig. 4d). On the other hand, DEGs that were
downregulated by radiation and induced by HDAC6 knockdown are
shown in Supplementary Fig. S8. Moreover, among the 854 DEGs,
those related to migration were identified and highlighted in the
heatmap (Fig. 4e). The protein–protein interaction (PPI) analysis
showed that the genes that were induced by irradiation and
repressed by HDAC6 knockdown were significantly enriched in cell
migration, angiogenesis and bone metastasis (Fig. 4f). This indicates
that knockdown of HDAC6 may repress the expression of RT-
induced genes that are associated with invasion and migration,
including CXCL1, SERPINE1, SDC1, KIT, SDC2, EDN1, CXCL16, TGFB2,

VEGFC, ITGA6 and CD58. The real-time qPCR data showed that RT
did increase the mRNA expression of these genes involved in
tumour progression (Fig. 4g; Supplementary Fig. S9); however, the
increases were counteracted in RT+ shHDAC6 T24 cells. We also
investigated the impact of panobinostat on these target genes.
Surprisingly, we found that in contrast to the effects of HDAC6i, the
pan-HDACi panobinostat increased the expression of genes that
had been induced by RT, indicating that HDAC6 inhibitionmay have
a higher specificity and better efficacy against BC. An additional
RNA-seq analysis (Supplementary Fig. S10) of cells treated with
tubacin in combination with RT showed that the effect of tubacin
treatment tends to be similar to the effect of shHDAC6, supporting
the results obtained using shHDAC6 (Supplementary Fig. S11).

The selective HDAC6i inhibits the expression of CXCL1, which
is induced in irradiated bladder cancer
CXCL1 plays a critical role in invasive BC and represents a
promising biomarker for patient outcome prediction [34–36]. As a
relatively high expression of CXCL1 was detected in T24 cells
compared to BFTC909 and UMUC-3 cells (Supplementary Fig. S12),
we applied tubacin to RT-exposed T24 cells to investigate the
impact of a selective HDAC6i on CXCL1 expression. We found that
cellular CXCL1 mRNA (Fig. 5a) and secreted CXCL1 protein (Fig. 5b)
expression was increased by RT, but these increases were
significantly abrogated when cells were treated with tubacin. In
contrast, panobinostat further increased CXCL1 expression in T24
cells following IR exposure. To explore whether such CXCL1
induction results in tumorigenic phenotypes, we evaluated the
migration and invasion abilities of RT-exposed T24 cells treated
with tubacin or panobinostat. Cell viability was not affected by
treatment with tubacin, panobinostat or the combination with RT
(Supplementary Fig. S13). Notably, radiation-enhanced migration
and invasion of T24 cells were reduced significantly in combina-
tion with tubacin, even to a lower extent than those of untreated
T24 cells. However, this reductive effect did not occur when
combined with panobinostat (Fig. 5c). Panobinostat further
increased the radiation-enhanced migration and invasion of T24
cells. This phenomenon also occurred in BFTC909 and UMUC-3
cells (Supplementary Fig. S14). Although the pan-HDACi panobi-
nostat sensitised BC cells to radiation and increased DNA damage,
as shown in Fig. 1, it may cause higher toxicity and did not
suppress radiation-induced CXCL1 expression, leading to
increased migration and invasion. In addition, we collected
conditioned medium (CM) from treated and untreated cells and
performed cell migration and invasion assays on naïve T24 cells.
The results showed that radiation-stimulated migration and
invasion abilities were abolished significantly by CM from
irradiated cells treated with tubacin but not by CM from irradiated
cells treated with panobinostat (Fig. 5d).
To further clarify whether RT-induced CXCL1 expression is the

key regulator contributing to BC malignancy, a monoclonal
antibody against CXCL1 was used in T24 cells. Migration and

Fig. 4 RNA-seq analysis of shHDAC6 T24 cells reveals that irradiation-induced genes were repressed by HDAC6 knockdown. a Scatter plot
showing the log2 fold change for each gene between T24 cells with HDAC6 knockdown and subjected to radiation (RT+ shHDAC6) and T24
cells subjected to radiation alone (RT) versus the differential expression in transcript per million (TPM). The red and blue dots denote the
differentially expressed genes (DEGs) that are up- and downregulated, respectively, in RT+ shHDAC6 cells compared to RT alone cells with a
NOISeq probability >0.4. b Enrichment map of significantly enriched gene sets (FDR < 0.05) in RT+ shHDAC6 T24 cells compared to RT alone
cells. Nodes represent each gene set, and edges represent the connection of the similar gene sets in the network. Node size indicates the
number of genes in the given gene set. c Gene set enrichment analysis (GSEA) of the DEGs in RT+ shHDAC6 T24 cells shows enrichment in
the inflammatory response. d The Venn diagram shows the overlap between the gene set of upregulated genes in T24 cells treated with RT
compared to untreated cells (Ctrl) and the gene set of downregulated genes in RT+ shHDAC6 T24 cells compared to RT alone cells.
e Heatmap of gene expression from the overlapping gene set shown in d in the control, RT and RT+ shHDAC6 T24 cells. f Protein–protein
interaction (PPI) analysis of the gene set shown in e. g mRNA levels of CXCL1, SERPINE1, SDC1, KIT, EDN1, SDC2 CXCL16 and TGFB2 were
validated by qPCR in control and shHDAC6 T24 cells treated with or without 5 Gy irradiation. 10 nM panobinostat was used for comparison.
Data are presented as the means ± SD from three independent biological replicates. Student’s t-test was used for significant differences.
*P < 0.05; **P < 0.01; ***P < 0.001.
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Fig. 5 Tubacin represses RT-induced oncogenic CXCL1 signalling. a CXCL1 mRNA expression in T24 cells with or without 5 μM tubacin (Tub)
treatment followed by 5 Gy irradiation (RT) was assessed by qPCR. Panobinostat (PAN, 10 nM) was used for comparison. b CXCL1 protein levels
in conditioned medium from T24 cells with or without 5 μM Tub treatment followed by 5 Gy irradiation were measured by ELISA at 24 h.
c Migration and invasion assays of T24 cells with or without 5 μM Tub treatment followed by 5 Gy irradiation. Migrated and invaded cells on
the lower Transwell membrane were stained and calculated at 16 and 20 h, respectively. Representative images are shown below individually.
d Migration and invasion assays of T24 cells treated with conditioned medium (CM) from cells with or without 5 μM Tub treatment followed
by 5 Gy irradiation. Migrated and invaded cells on the lower Transwell membrane were stained and calculated at 16 and 20 h, respectively.
Representative images are shown below individually. e Migration and invasion assays of Tub- and RT+ Tub-treated T24 cells in the presence
of 10 μg/mL anti-CXCL1 or control IgG treatment. Panobinostat (PAN)- and RT+ PAN-treated cells were used for comparison. Migrated and
invaded cells on the lower Transwell membrane were stained and calculated at 16 and 20 h, respectively. Representative images are shown
below individually. fWestern blotting for H3K9ac, acetyl-α-tubulin and Snail in Tub- and RT+ Tub-treated T24 cells with or without anti-CXCL1
treatment at 24 h. Panobinostat (PAN)- and RT+ PAN-treated cells were used for comparison. Snail protein expression was quantified by
ImageJ. Data are presented as the means ± SD from three independent biological replicates. Student’s t-test was used for significant
differences. *P < 0.05; **P < 0.01; ***P < 0.001. g Immunohistochemical staining for CXCL1 in tumour tissues obtained from urothelial
carcinoma patients. Representative images are shown, and brown precipitates indicate positive signals. Scale bar represents 50 μm. h Overall
survival analysis of 40 urothelial carcinoma patients categorised by CXCL1 protein levels. Statistical differences were assessed by the log-rank
(Mantel–Cox) test. i Categorisation of CXCL1 expression in patients with high (pT3-4) and low (pT1-2) T stages.
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invasion abilities, which were enhanced by cotreatment with
panobinostat and radiation, were significantly suppressed by
CXCL1 antibody neutralisation, but nearly no effect was observed
in RT-exposed T24 cells treated with tubacin (Fig. 5e). We also
studied the expression of Snail [37], a direct target of CXCL1, and
showed that the high protein level of Snail under combined
panobinostat and RT was markedly repressed by CXCL1 inhibition
(Fig. 5f). In cells treated with tubacin and radiation, blocking
CXCL1 further decreased Snail protein expression. The results
showed the consistency of CXCL1 function with the results of
migration and invasion assays shown in Fig. 5e.

CXCL1 expression in urothelial tumour samples is associated
with patient survival
Next, we investigated the clinical relevance of CXCL1 by collecting
tumour tissues from 40 recurrent urothelial carcinoma patients
who received TURBT but did not undergo radiation (Table 1).
Immunohistochemical staining for CXCL1 was performed to
stratify patients with high or low CXCL1 expression (Fig. 5g). The
Kaplan–Meier analysis revealed that patients with higher levels of
CXCL1 experience shorter overall survival (Fig. 5h, P= 0.04).
CXCL1high was also correlated with a high pT stage (Fig. 5i) and
lymph node metastasis (Table 1), supporting the malignant role of
CXCL1 and the therapeutic potential of CXCL1 inhibition. Use of a
selective HDAC6i not only enhanced the radiosensitivity of T24
cells but also suppressed RT-induced CXCL1 expression. However,
a larger cohort of patients undergoing RT treatment may be
required in future studies if possible.

The HDAC6i tubacin exerts a radiosensitizing effect on tumour
growth in vivo
We established an in vivo ectopic tumour model to examine the
radiosensitizing effect of the selective HDAC inhibitor tubacin.
MB49 cells (2 × 106) were injected subcutaneously into 5- to 6-
week-old male C57BL/6 mice, and mice were monitored until the
tumour size reached 100 mm3. Radiation was administered in 3
continuous 7.5-Gy fractions, and panobinostat or tubacin was
administered simultaneously via intraperitoneal injection for
3 days. The tumour volume and mouse body weight were
measured at 2-day intervals (Supplementary Fig. S15a). The
tumour size was significantly reduced by cotreatment with
radiation and tubacin (RT+ Tub) on day 19 compared to mice
treated with RT alone (Supplementary Fig. S15b). In the
experimental period, the body weight of each mouse group was
not significantly different (Supplementary Fig. S15c).

DISCUSSION
Conventionally, chemotherapy used in TMT functions as a radio-
sensitizing agent as well as systemic treatment for any micrometa-
static disease [38]. Accumulated studies have shown an improved
RT response while minimising overt toxicities in BC by combining
tyrosine kinase inhibitors (TKIs), targeted hypoxia or angiogenesis
molecules, epigenetic modifiers, and other drugs [39]. Our study is
the first to demonstrate the radiosensitizing effect of a specific
HDAC6i on BC. Our results also revealed an important issue:
selective HDAC6is could suppress tumour migration and invasion
by inhibiting CXCL1 induction in irradiated cancer.
Although the pan-HDACi panobinostat has been approved in

patients with pre-treated multiple myeloma, it significantly
increased the risk of thrombocytopenia, lymphopenia and
diarrhoea in the pivotal PANORAMA1 phase III study [40]. These
toxicities were exacerbated when panobinostat is combined with
RT, especially for pelvic organs such as the bladder. In a phase I
study combining panobinostat with RT for patients with inoper-
able stage III non-small-cell lung cancer, the incidence of grade 3/
4 lymphopenia was 67% and that of grade 3/4 thrombocytopenia
was 33% [41]. On the other hand, the selective HDAC6i ricolinostat

revealed a favourable safety profile in a phase I/II study of
myeloma despite no currently available randomised trial for
comparison [27].
Here, we showed that specific inhibition of HDAC6 increased BC

radiosensitivity and the accumulation of γH2AX, similar to the
effect of panobinostat. However, the selective HDAC6i tubacin did
not induce G2/M phase arrest in BC cells like panobinostat [12].
This result is consistent with a previous report that tubacin has less
of an effect on DNA synthesis or the cell cycle [42], indicating the
potential lower toxicity of HDAC6i for clinical use. Importantly,
tubacin inhibited the RT-induced migration and invasion of BC
cells, which differs from panobinostat. Although pan-HDAC
inhibitors have been approved for use in the clinic, they may
have higher toxicity, as panobinostat may elicit adverse effects,
including upregulating RT-induced CXCL1 expression. Panobino-
stat has been reported to be capable of suppressing the
migration, invasion and metastasis of thyroid [43] and liver [44]
cancers, but a recent study revealed that 10 nM panobinostat
could induce invasion in prostate cancer cells [45]. Our data
showed that 10 nM panobinostat had little effect on BC migration
and invasion, but the effect rose significantly when combined with
RT. This phenomenon may relate to a pro-survival response to
sublethal RT [46].
HDAC6 is a microtubule-associated deacetylase and has a

crucial role in cell motility and migration [47]. A previous study
showed that HDAC6 could promote BC cell migration and invasion
[21]. Specific inhibition of HDAC6 results in acetylation of HSP90
[48], which regulates malignant transformation. In addition, from
our RNA sequencing data, we identified a gene set that was
upregulated by RT yet suppressed by HDAC6 inhibition. These
genes, including CXCL1, SDC1, SDC2, EDN1, and KIT, are involved
in invasion, migration, angiogenesis, inflammation, metastasis and
tumour progression and have been identified as therapeutic
targets in several types of cancer: CXCL1 [49, 50], SERPINE1 (PAI-1)
[51, 52], SDC1 [53, 54], KIT [55], EDN1 [56], SDC2 [57], TGFB2
[58, 59], ITGA6 [60], VEGFC [61], and CD58 [62]. Among them,
CXCL1 (C–X–C motif ligand 1), also known as growth-regulated
oncogene α, is a member of the CXCL class of chemokines with
angiogenic properties [63]. CXCL1 produced by tumour-associated
macrophages in malignancies could form a pre-metastatic niche
to promote metastasis [64]. In BC, CXCL1 has been recognised as a
marker for tumour invasion [34]. Moreover, CXCL1 signalling in the
tumour microenvironment is associated with tumour progression,
tumour recurrence and drug resistance; [65] therefore, targeting
CXCL1 signalling is a potential therapeutic approach for human
BC. The HDAC6i used in our study inhibited CXCL1.
In conclusion, we discovered that HDAC6is function as more

than radiosensitizers in BC. Selectively targeting HDAC6 also
blocks CXCL1 signalling to advance anti-cancer therapy by
repressing tumour invasion and migration.
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Omnibus (GEO) at GSE197659.

REFERENCES
1. Witjes JA, Bruins HM, Cathomas R, Compérat EM, Cowan NC, Gakis G, et al.

European association of urology guidelines on muscle-invasive and metastatic
bladder cancer: summary of the 2020 guidelines. Eur Urol. 2021;79:82–104.

2. James ND, Hussain SA, Hall E, Jenkins P, Tremlett J, Rawlings C, et al. Radiotherapy
with or without chemotherapy in muscle-invasive bladder cancer. N Engl J Med.
2012;366:1477–88.

3. Mak RH, Hunt D, Shipley WU, Efstathiou JA, Tester WJ, Hagan MP, et al. Long-term
outcomes in patients with muscle-invasive bladder cancer after selective bladder-
preserving combined-modality therapy: a pooled analysis of Radiation Therapy
Oncology Group protocols 8802, 8903, 9506, 9706, 9906, and 0233. J Clin Oncol.
2014;32:3801–9.

Y.-C. Tsai et al.

1762

British Journal of Cancer (2023) 128:1753 – 1764



4. García-Perdomo HA, Montes-Cardona CE, Guacheta M, Castillo DF, Reis LO.
Muscle-invasive bladder cancer organ-preserving therapy: systematic review and
meta-analysis. World J Urol. 2018;36:1997–2008.

5. Kulkarni GS, Hermanns T, Wei Y, Bhindi B, Satkunasivam R, Athanasopoulos P,
et al. Propensity score analysis of radical cystectomy versus bladder-sparing tri-
modal therapy in the setting of a multidisciplinary bladder cancer clinic. J Clin
Oncol. 2017;35:2299–305.

6. Flaig TW, Spiess PE, Agarwal N, Bangs R, Boorjian SA, Buyyounouski MK, et al.
Bladder cancer, version 3.2020, NCCN clinical practice guidelines in oncology. J
Natl Compr Cancer Netw. 2020;18:329–54.

7. Tsai YC, Yeh CH, Tzen KY, Ho PY, Tuan TF, Pu YS, et al. Targeting epidermal growth
factor receptor/human epidermal growth factor receptor 2 signalling pathway by
a dual receptor tyrosine kinase inhibitor afatinib for radiosensitisation in murine
bladder carcinoma. Eur J Cancer. 2013;49:1458–66.

8. Camphausen K, Tofilon PJ. Inhibition of histone deacetylation: a strategy for
tumor radiosensitization. J Clin Oncol. 2007;25:4051–6.

9. Groselj B, Sharma NL, Hamdy FC, Kerr M, Kiltie AE. Histone deacetylase inhibitors
as radiosensitisers: effects on DNA damage signalling and repair. Br J Cancer.
2013;108:748–54.

10. Ree AH, Dueland S, Folkvord S, Hole KH, Seierstad T, Johansen M, et al. Vorinostat,
a histone deacetylase inhibitor, combined with pelvic palliative radiotherapy for
gastrointestinal carcinoma: the Pelvic Radiation and Vorinostat (PRAVO) phase
1 study. Lancet Oncol. 2010;11:459–64.

11. Krauze AV, Myrehaug SD, Chang MG, Holdford DJ, Smith S, Shih J, et al. A phase
2 study of concurrent radiation therapy, temozolomide, and the histone deace-
tylase inhibitor valproic acid for patients with glioblastoma. Int J Radiat Oncol Biol
Phys. 2015;92:986–92.

12. Groselj B, Kerr M, Kiltie AE. Radiosensitisation of bladder cancer cells by pano-
binostat is modulated by Ku80 expression. Radiother Oncol. 2013;108:429–33.

13. Nicholson J, Jevons SJ, Groselj B, Ellermann S, Konietzny R, Kerr M, et al. E3 ligase
cIAP2 mediates downregulation of MRE11 and radiosensitization in response to
HDAC inhibition in bladder cancer. Cancer Res. 2017;77:3027–39.

14. Groselj B, Ruan JL, Scott H, Gorrill J, Nicholson J, Kelly J, et al. Radiosensitization
in vivo by histone deacetylase inhibition with no increase in early normal tissue
radiation toxicity. Mol Cancer Ther. 2018;17:381–92.

15. Gupta S, Albertson DJ, Parnell TJ, Butterfield A, Weston A, Pappas LM, et al.
Histone deacetylase inhibition has targeted clinical benefit in ARID1A-mutated
advanced urothelial carcinoma. Mol Cancer Ther. 2019;18:185–95.

16. Shi W, Palmer JD, Werner-Wasik M, Andrews DW, Evans JJ, Glass J, et al. Phase I
trial of panobinostat and fractionated stereotactic re-irradiation therapy for
recurrent high grade gliomas. J Neurooncol. 2016;127:535–9.

17. Pinkerneil M, Hoffmann MJ, Schulz WA, Niegisch G. HDACs and HDAC inhibitors
in urothelial carcinoma - perspectives for an antineoplastic treatment. Curr Med
Chem. 2017;24:4151–65.

18. Paillas S, Then CK, Kilgas S, Ruan JL, Thompson J, Elliott A, et al. The histone
deacetylase inhibitor romidepsin spares normal tissues while acting as an
effective radiosensitizer in bladder tumors in vivo. Int J Radiat Oncol Biol Phys.
2020;107:212–21.

19. Pulya S, Amin SA, Adhikari N, Biswas S, Jha T, Ghosh B. HDAC6 as privileged target
in drug discovery: a perspective. Pharm Res. 2021;163:105274.

20. Li Y, Shin D, Kwon SH. Histone deacetylase 6 plays a role as a distinct regulator of
diverse cellular processes. FEBS J. 2013;280:775–93.

21. Zuo Q, Wu W, Li X, Zhao L, Chen W. HDAC6 and SIRT2 promote bladder cancer
cell migration and invasion by targeting cortactin. Oncol Rep. 2012;27:819–24.

22. Saji S, Kawakami M, Hayashi S, Yoshida N, Hirose M, Horiguchi S, et al. Sig-
nificance of HDAC6 regulation via estrogen signaling for cell motility and prog-
nosis in estrogen receptor-positive breast cancer. Oncogene. 2005;24:4531–9.

23. Namdar M, Perez G, Ngo L, Marks PA. Selective inhibition of histone deacetylase 6
(HDAC6) induces DNA damage and sensitizes transformed cells to anticancer
agents. Proc Natl Acad Sci USA. 2010;107:20003–8.

24. Cao J, Lv W, Wang L, Xu J, Yuan P, Huang S, et al. Ricolinostat (ACY-1215) suppresses
proliferation and promotes apoptosis in esophageal squamous cell carcinoma via
miR-30d/PI3K/AKT/mTOR and ERK pathways. Cell Death Dis. 2018;9:817.

25. Putcha P, Yu J, Rodriguez-Barrueco R, Saucedo-Cuevas L, Villagrasa P, Murga-
Penas E, et al. HDAC6 activity is a non-oncogene addiction hub for inflammatory
breast cancers. Breast Cancer Res. 2015;17:149.

26. Yee AJ, Bensinger WI, Supko JG, Voorhees PM, Berdeja JG, Richardson PG, et al.
Ricolinostat plus lenalidomide, and dexamethasone in relapsed or refractory
multiple myeloma: a multicentre phase 1b trial. Lancet Oncol. 2016;17:1569–78.

27. Vogl DT, Raje N, Jagannath S, Richardson P, Hari P, Orlowski R, et al. Ricolinostat,
the first selective histone deacetylase 6 inhibitor, in combination with bortezo-
mib and dexamethasone for relapsed or refractory multiple myeloma. Clin
Cancer Res. 2017;23:3307–15.

28. Adeegbe DO, Liu Y, Lizotte PH, Kamihara Y, Aref AR, Almonte C, et al. Synergistic
immunostimulatory effects and therapeutic benefit of combined histone

deacetylase and bromodomain inhibition in non-small cell lung cancer. Cancer
Discov 2017;7:852–67.

29. Tsimberidou AM, Beer PA, Cartwright CA, Haymaker C, Vo HH, Kiany S, et al.
Preclinical development and first in human study of KA2507, a selective and
potent inhibitor of histone deacetylase 6, for patients with refractory solid
tumors. Clin Cancer Res. 2021;27:3584–94.

30. Dobin A, Davis CA, Schlesinger F, Drenkow J, Zaleski C, Jha S, et al. STAR: ultrafast
universal RNA-seq aligner. Bioinformatics. 2013;29:15–21.

31. Liao Y, Smyth GK, Shi W. featureCounts: an efficient general purpose program
for assigning sequence reads to genomic features. Bioinformatics.
2014;30:923–30.

32. Tarazona S, Furió-Tarí P, Turrà D, Pietro AD, Nueda MJ, Ferrer A, et al. Data quality
aware analysis of differential expression in RNA-seq with NOISeq R/Bioc package.
Nucleic Acids Res. 2015;43:e140.

33. Merico D, Isserlin R, Stueker O, Emili A, Bader GD. Enrichment map: a network-
based method for gene-set enrichment visualization and interpretation. PLoS
ONE. 2010;5:e13984.

34. Kawanishi H, Matsui Y, Ito M, Watanabe J, Takahashi T, Nishizawa K, et al. Secreted
CXCL1 is a potential mediator and marker of the tumor invasion of bladder
cancer. Clin Cancer Res. 2008;14:2579–87.

35. Miyake M, Lawton A, Goodison S, Urquidi V, Gomes-Giacoia E, Zhang G, et al.
Chemokine (C-X-C) ligand 1 (CXCL1) protein expression is increased in aggressive
bladder cancers. BMC Cancer. 2013;13:322.

36. Nakashima M, Matsui Y, Kobayashi T, Saito R, Hatahira S, Kawakami K, et al. Urine
CXCL1 as a biomarker for tumor detection and outcome prediction in bladder
cancer. Cancer Biomark. 2015;15:357–64.

37. Taki M, Abiko K, Baba T, Hamanishi J, Yamaguchi K, Murakami R, et al. Snail
promotes ovarian cancer progression by recruiting myeloid-derived suppressor
cells via CXCR2 ligand upregulation. Nat Commun. 2018;9:1685.

38. Lenis AT, Lec PM, Chamie K, Mshs MD. Bladder cancer: a review. JAMA.
2020;324:1980–91.

39. Silina L, Maksut F, Bernard-Pierrot I, Radvanyi F, Créhange G, Mégnin-Chanet F,
et al. Review of experimental studies to improve radiotherapy response in
bladder cancer: comments and perspectives. Cancers (Basel). 2020;13:87.

40. San-Miguel JF, Hungria VT, Yoon SS, Beksac M, Dimopoulos MA, Elghandour A,
et al. Panobinostat plus bortezomib and dexamethasone versus placebo plus
bortezomib and dexamethasone in patients with relapsed or relapsed and
refractory multiple myeloma: a multicentre, randomised, double-blind phase 3
trial. Lancet Oncol. 2014;15:1195–206.

41. Takhar HS, Singhal N, Gowda R, Penniment M, Takhar P, Brown MP. Phase I study
evaluating the safety and efficacy of oral panobinostat in combination with
radiotherapy or chemoradiotherapy in patients with inoperable stage III non-
small-cell lung cancer. Anticancer Drugs. 2015;26:1069–77.

42. Haggarty SJ, Koeller KM, Wong JC, Grozinger CM, Schreiber SL. Domain-selective
small-molecule inhibitor of histone deacetylase 6 (HDAC6)-mediated tubulin
deacetylation. Proc Natl Acad Sci USA. 2003;100:4389–94.

43. Catalano MG, Fortunati N, Pugliese M, Marano F, Ortoleva L, Poli R, et al. Histone
deacetylase inhibition modulates E-cadherin expression and suppresses migra-
tion and invasion of anaplastic thyroid cancer cells. J Clin Endocrinol Metab.
2012;97:E1150–9.

44. Song X, Wang J, Zheng T, Song R, Liang Y, Bhatta N, et al. LBH589 Inhibits
proliferation and metastasis of hepatocellular carcinoma via inhibition of gan-
kyrin/STAT3/Akt pathway. Mol Cancer. 2013;12:114.

45. Pacheco MB, Camilo V, Lopes N, Moreira-Silva F, Correia MP, Henrique R, et al.
Hydralazine and panobinostat attenuate malignant properties of prostate cancer
cell lines. Pharm (Basel). 2021;14:670.

46. Chou CH, Teng CM, Tzen KY, Chang YC, Chen JH, Cheng JC. MMP-9 from sub-
lethally irradiated tumor promotes Lewis lung carcinoma cell invasiveness and
pulmonary metastasis. Oncogene. 2012;31:458–68.

47. Hubbert C, Guardiola A, Shao R, Kawaguchi Y, Ito A, Nixon A, et al. HDAC6 is a
microtubule-associated deacetylase. Nature. 2002;417:455–8.

48. Kim IA, No M, Lee JM, Shin JH, Oh JS, Choi EJ, et al. Epigenetic modulation of
radiation response in human cancer cells with activated EGFR or HER-2 signaling:
potential role of histone deacetylase 6. Radiother Oncol. 2009;92:125–32.

49. Devalaraja RM, Nanney LB, Du J, Qian Q, Yu Y, Devalaraja MN, et al. Delayed
wound healing in CXCR2 knockout mice. J Invest Dermatol. 2000;115:234–44.

50. Seifert L, Werba G, Tiwari S, Giao Ly NN, Alothman S, Alqunaibit D, et al. The
necrosome promotes pancreatic oncogenesis via CXCL1 and Mincle-induced
immune suppression. Nature. 2016;532:245–9.

51. Chen SC, Henry DO, Hicks DG, Reczek PR, Wong MK. Intravesical administration of
plasminogen activator inhibitor type-1 inhibits in vivo bladder tumor invasion
and progression. J Urol. 2009;181:336–42.

52. Gomes-Giacoia E, Miyake M, Goodison S, Rosser CJ. Targeting plasminogen
activator inhibitor-1 inhibits angiogenesis and tumor growth in a human cancer
xenograft model. Mol Cancer Ther. 2013;12:2697–708.

Y.-C. Tsai et al.

1763

British Journal of Cancer (2023) 128:1753 – 1764



53. Hassan H, Greve B, Pavao MS, Kiesel L, Ibrahim SA, Götte M. Syndecan-1 mod-
ulates β-integrin-dependent and interleukin-6-dependent functions in breast
cancer cell adhesion, migration, and resistance to irradiation. FEBS J.
2013;280:2216–27.

54. Ibrahim SA, Gadalla R, El-Ghonaimy EA, Samir O, Mohamed HT, Hassan H, et al.
Syndecan-1 is a novel molecular marker for triple negative inflammatory breast
cancer and modulates the cancer stem cell phenotype via the IL-6/STAT3, Notch
and EGFR signaling pathways. Mol Cancer. 2017;16:57.

55. Pan CX, Yang XJ, Lopez-Beltran A, MacLennan GT, Eble JN, Koch MO, et al. c-kit
Expression in small cell carcinoma of the urinary bladder: prognostic and ther-
apeutic implications. Mod Pathol. 2005;18:320–3.

56. Rosanò L, Spinella F, Bagnato A. Endothelin 1 in cancer: biological implications
and therapeutic opportunities. Nat Rev Cancer. 2013;13:637–51.

57. Tsoyi K, Osorio JC, Chu SG, Fernandez IE, De Frias SP, Sholl L, et al. Lung ade-
nocarcinoma syndecan-2 potentiates cell invasiveness. Am J Respir Cell Mol Biol.
2019;60:659–66.

58. Corbet C, Bastien E, Santiago de Jesus JP, Dierge E, Martherus R, Vander Linden C,
et al. TGFβ2-induced formation of lipid droplets supports acidosis-driven EMT
and the metastatic spreading of cancer cells. Nat Commun. 2020;11:454.

59. Dehnavi E, Soheili ZS, Samiei S, Ataei Z, Aryan H. The effect of TGF-beta2 on MMP-
2 production and activity in highly metastatic human bladder carcinoma cell line
5637. Cancer Invest. 2009;27:568–74.

60. Cariati M, Naderi A, Brown JP, Smalley MJ, Pinder SE, Caldas C, et al. Alpha-6
integrin is necessary for the tumourigenicity of a stem cell-like subpopulation
within the MCF7 breast cancer cell line. Int J Cancer. 2008;122:298–304.

61. Miyata Y, Kanda S, Ohba K, Nomata K, Hayashida Y, Eguchi J, et al. Lym-
phangiogenesis and angiogenesis in bladder cancer: prognostic implications and
regulation by vascular endothelial growth factors-A, -C, and -D. Clin Cancer Res.
2006;12:800–6.

62. Xu S, Wen Z, Jiang Q, Zhu L, Feng S, Zhao Y, et al. CD58, a novel surface marker,
promotes self-renewal of tumor-initiating cells in colorectal cancer. Oncogene.
2015;34:1520–31.

63. Li R, Wen A, Lin J. Pro-Inflammatory cytokines in the formation of the pre-
metastatic niche. Cancers (Basel). 2020;12:3752.

64. Wang D, Sun H, Wei J, Cen B, DuBois RN. CXCL1 Is critical for premetastatic niche
formation and metastasis in colorectal cancer. Cancer Res. 2017;77:3655–65.

65. Miyake M, Hori S, Morizawa Y, Tatsumi Y, Nakai Y, Anai S, et al. CXCL1-mediated
interaction of cancer cells with tumor-associated macrophages and cancer-
associated fibroblasts promotes tumor progression in human bladder cancer.
Neoplasia. 2016;18:636–46.

ACKNOWLEDGEMENTS
This work was supported by the Centre of Precision Medicine from The Featured
Areas Research Centre Programme, Ministry of Education (MOE) and grants from
National Taiwan University Hospital, Taiwan (105-S3156, 106-S3592 and 107-S3936).
We thank the staff in the Second and Eighth Core Laboratory, Department of Medical
Research, National Taiwan University Hospital, for their technical support and the
Imaging Core and Flow Cytometric Analysing and Sorting Core in the First Core
Laboratory, National Taiwan University College of Medicine, for providing service
support during the study.

AUTHOR CONTRIBUTIONS
YCT, JCHC, SFS: study conception and design; TYW, JYC, JHL: experimental work
performance; CLH: bioinformatics analysis; WCL: pathological data evaluation; YCT,
TYW, CLH, SFS: data analysis and interpretation; YSP, ALC: data discussion; YCT, TYW,
SFS: writing and revision of the manuscript.

FUNDING
This work was supported by the Centre of Precision Medicine from The Featured
Areas Research Centre Programme, Ministry of Education (MOE) and grants from
National Taiwan University Hospital, Taiwan (105-S3156, 106-S3592 and 107-S3936).

COMPETING INTERESTS
The authors declare no competing interests.

ETHICS APPROVAL AND CONSENT TO PARTICIPATE
The study was approved by the Ethical Committee of National Taiwan University
Hospital (IRB 201912011RINC).

ADDITIONAL INFORMATION
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41416-023-02195-0.

Correspondence and requests for materials should be addressed to Sheng-Fang Su.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://
creativecommons.org/licenses/by/4.0/.

© The Author(s) 2023

Y.-C. Tsai et al.

1764

British Journal of Cancer (2023) 128:1753 – 1764

https://doi.org/10.1038/s41416-023-02195-0
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Selective inhibition of HDAC6 promotes bladder cancer radiosensitization and mitigates the radiation-induced CXCL1�signalling
	Introduction
	Materials and methods
	Cell culture and irradiation
	Reagents
	Cell viability assay
	Clonogenic assay
	γH2AX immunofluorescence microscopy
	Western blot analysis
	Cell cycle analysis
	Transwell migration and invasion assays
	shRNA-mediated knockdown
	RNA-seq data processing
	Quantitative real-time PCR (qRT–PCR)
	Enzyme-linked immunosorbent assay (ELISA)
	Immunohistochemistry staining
	Clinical specimen
	In vivo ectopic tumour model
	Statistical analysis

	Results
	The pan-HDACi panobinostat enhances the radiosensitivity of bladder cancer cells
	HDAC6 knockdown exhibits a radiosensitizing effect in bladder cancer cells
	The selective HDAC6i tubacin radiosensitizes human bladder cancer cells
	Transcriptomic analysis of HDAC6 knockdown bladder cancer cells
	The selective HDAC6i inhibits the expression of CXCL1, which is induced in irradiated bladder cancer
	CXCL1 expression in urothelial tumour samples is associated with patient survival
	The HDAC6i tubacin exerts a radiosensitizing effect on tumour growth in�vivo

	Discussion
	References
	Acknowledgements
	Author contributions
	Funding
	Competing interests
	Ethics approval and consent to participate
	ADDITIONAL INFORMATION




