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Abstract

Obijectives: Approximately 1% of individuals have a hereditary cancer predisposition syndrome,
however, the majority are not aware. Collecting a cancer family history (CFH) can triage patients
to receive genetic testing. To rigorously assess different methods of CFH collection, we compared
a web-based tool (WBT) to usual care (clinician collects CFH) in a randomized controlled trial.

Methods: New gynecologic oncology patients (seen 9/2019-9/2021) were randomized to one of
three arms in a 2:2:1 allocation ratio: 1) usual care clinician CFH collection, 2) WBT completed at
home, or 3) WBT completed in office. The WBT generated a cancer-focused pedigree and scores
on eight validated cancer risk models. The primary outcome was collection of an adequate CFH
(based on established guidelines) with usual care versus the WBT.

Results: We enrolled 250 participants (usual care - 110; WBT home - 105; WBT office -

35 [closed early due to COVID-19]). Within WBT arms, 109 (78%) participants completed the
tool, with higher completion for office versus home (33 [94%] vs. 76 [72%], P=0.008). Among
participants completing the WBT, 63 (58%) had an adequate CFH versus 5 (5%) for usual care
(P<0.001). Participants completing the WBT were significantly more likely to complete genetic
counseling (34 [31%] vs. 15 [14%], P=0.002) and genetic testing (20 [18%] vs. 9 [8%], P=0.029).
Participant and provider WBT experience was favorable.

Conclusions: WBTs for CFH collection are a promising application of health information
technology, resulting in more comprehensive CFH and a significantly greater percentage of
participants completing genetic counseling and testing.

Introduction

Approximately 1% of individuals harbor a germline pathogenic variant (mutation) that
increases their lifetime risk for cancer [1]. For those at risk, genetically targeted screening,
chemoprevention and/or risk-reducing surgery can decrease cancer incidence and mortality
[2-4]. Population-based screening for hereditary cancer syndromes and referral of those who
screen positive for genetic testing is a cost effective, evidence-based, national health priority
endorsed by several organizations including the Centers for Disease Control and Prevention
(Tier 1 recommendation), United States Preventative Task Force, National Academy of
Medicine, National Comprehensive Cancer Center (NCCN), the American Society of
Clinical Oncology (ASCO), Society of Gynecologic Oncology (SGO), and the American
College of Obstetricians and Gynecologists (ACOG) [5-26].

Under-recognition of hereditary cancer syndromes remains a critical concern, with fewer
than 20% of individuals with hereditary breast and ovarian cancer and Lynch syndrome
identified [1, 27-30]. Cancer family history (CFH) collection is an essential first step to
identify those who may be at increased risk for hereditary cancer syndromes and triage

them to genetic counseling and testing; however, CFH collection has historically been
difficult to execute [31-37]. Our group and others have found that most participants do

not undergo adequate CFH collection, with commonly cited barriers including lack of
clinician training, limited appointment time, and limited patient knowledge of family history
[38-47]. Health information technology has successfully improved clinical documentation,
clinical workflows, quality of care, communication, and clinical decision support, and recent
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studies demonstrate the utility of health information technology in cancer genetics and
CFH collection [48-50]. To our knowledge, no randomized controlled trials have evaluated
outcomes associated with different mechanisms of CFH collection.

We evaluated a web-based tool (WBT) versus clinician-directed usual care for CFH
collection in a prospective randomized controlled trial. We hypothesized that use of the
WBT would result in improved quality of the CFH compared to usual care whereby the
clinician interviews the patient to collect CFH.

Participants were eligible for this trial if they were at least 18 years, had a new patient
appointment at a single academic institution’s gynecologic oncology clinic—Weill Cornell
Medicine’s Gynecologic Oncology Clinic—and could read English (as the WBT was only
available in English). Participants who were adopted with no knowledge of their maternal
and paternal family history were excluded as this trial focused on CFH collection.

Cancer family history collection tool

Trial design

The health information technology tool piloted in this study was the system known as
Progeny FHQ (https://www.progenygenetics.com/). Progeny FHQ is an online application,
available in English language, that allows participants to complete a questionnaire on a
tablet or computer and uses the collected information to generate a cancer-focused pedigree
as well as conduct eight validated cancer risk assessments (Claus, Gail, BRCAPRO,
MMRPRO, MELAPRO, PANCPRO, PREMM, Tyrer-Cuzick).

This prospective study was approved by the Weill Cornell Medical College’s Institutional
Review Board and registered on ClinicalTrials.gov (NCT04890327). Participants scheduled
for new patient appointments at the Weill Cornell Gynecologic Oncology Clinic were
contacted by telephone prior to their scheduled appointments and offered participation

in the trial. Once consented and enrolled, participants were randomized with permuted
blocked randomization to one of three arms, in a 2:2:1 allocation ratio: 1) usual care — CFH
collection by the clinician during the in-person clinician-patient interview; 2) WBT at home
— the patient was advised by telephone that an email link to the WBT would be sent prior

to the visit and encouraged to complete the tool at home; 3) WBT completed in the office

— the patient was advised to arrive 30 minutes early for the scheduled appointment and
provided a desktop computer in the Weill Cornell Gynecologic Oncology Clinic to complete
the WBT. For participants randomized to the WBT arms, treating clinicians were provided
with the WBT-generated pedigree and risk assessment models in advance of seeing the
patient. Participants found to have a risk of a cancer-associated pathogenic variant greater
than or equal to 2.5%, as determined by any of the validated cancer risk assessments,

were recommended genetic testing per National Comprehensive Cancer Network (NCCN)
guidelines [51, 52] (Figure 1). At the conclusion of the visit, participants and clinicians were

Gynecol Oncol. Author manuscript; available in PMC 2024 June 01.


https://www.progenygenetics.com/
http://clinicaltrials.gov
https://clinicaltrials.gov/ct2/show/NCT04890327

1duosnuen Joyiny 1duosnuey Joyiny 1duosnuen Joyiny

1duosnuep Joyiny

Frey et al.

Outcomes

Page 4

provided with a survey to complete on their experience with CFH collection, adapted from a
prior study of a patient-facing family health history collection tool [53].

The primary outcome was collection of an adequate CFH—based on the ASCO and ACOG
guidelines—with usual care versus with the WBT [26, 54]. ASCO/ACOG recommend
inclusion of the following key elements for minimum adequate collection of CFH: 1) first-
degree relatives; 2) second-degree relatives; 3) both maternal and paternal sides; 4) ethnicity;
5) for each cancer case in the family, must establish age at cancer diagnosis and type of
primary cancer. Adequacy was defined as a CFH that included all five of the above listed
key elements (> 1 first-degree and second-degree relatives, > 1 relative from each of the
maternal and paternal sides), or measures 1-4 for those participants without a cancer case
in the family. The electronic medical records and, for those participants randomized to the
WBT arms, the WBT-generated pedigree, were independently evaluated by two reviewers
and disagreements were discussed with a third reviewer to assess for inclusion of the key
elements of CFH.

Secondary outcomes included: evaluating specific components of the collected CFH (e.g.,
numbers of included relatives and pedigrees) and success completing the WBT for each
study arm; participant and clinician experience with the WBT; and completion of genetic
counseling and genetic testing. At 6-months post initial patient visit, the electronic medical
record was reviewed to determine if genetic counselling and testing had been completed
for enrolled participants. Rates of WBT completion, genetic counseling, and genetic testing
were additionally evaluated and stratified by patient age, race, and ethnicity.

Statistical Methods

The distribution of continuous variables was tested for normality via the Shapiro-Wilk
normality test. To evaluate if certain CFH elements were associated with sociodemographic
or clinical factors, univariate tests were applied based on whether the variable of interest was
distributed normally (i.e., t-test, analysis of variance) or not normally (i.e., Mann—-Whitney
U test, Kruskal-Wallace test). Associations between categorical variables were evaluated
using the chi-square test or Fisher’s exact test, as appropriate for category size. Multivariable
linear regression analysis was explored to evaluate the independent effect of age, race,
personal cancer history, family cancer history, and prior genetic testing on the number

of relatives included in the CFH. Statistical significance was evaluated at the 0.05 alpha
level, and 95% confidence intervals were calculated for all obtained estimates. Data were
analyzed using Stata Version 16.0 (StataCorp, College Station, TX) and R version 3.6.1 (R
Foundation for Statistical Computing, Vienna, Austria).

Power Analysis

The power analysis was performed for the primary outcome of collection of an adequate
CFH based on the ASCO/ACOG guidelines with usual care versus with completion of the
WBT. We assumed that collection of an adequate CFH would occur for approximately
4% of the population with usual care versus approximately >25% of the population using
the WBT. With 50 participants assigned to usual care and 75 participants to complete the
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WBT (i.e., 50 at home, 25 at office), we had = 95% power to detect the difference noted
above in adequate CFH collection between the two groups, using a two-group chi-square
test with a 0.05 two-sided significance level [43, 46]. Additionally, enrolling 50 and 25
participants to their respective arms would allow for an exploratory assessment of potential
differences in collection of an adequate CFH based on location of WBT administration
(i.e., home vs. office). The trial was approved to enroll 250 total participants to provide
additional information for evaluation of secondary outcomes, resulting in doubling of
initially projected sample sizes (100 usual care, 100 WBT at home, 50 WBT at office).

Patient demographics

Two hundred and fifty participants were enrolled in the prospective randomized controlled
trial. One hundred and ten participants were randomized to usual care, 105 to home
completion of the WBT, and 35 to office completion of the WBT. The office completion arm
was closed early due to the COVID-19 pandemic with intentional minimization of in-office
time and exposure to additional medical personnel. The 15 randomization slots originally
meant to be assigned to the WBT at office group were instead randomized, via a random
number generator, to usual care (N=10) or WBT at home (N=5). The median patient age was
57 years (range 20-100 years).

Among the 250 participants, 141 (56%) self-identified as White, 27 (11%) as Black, 18
(7%) as Asian, 16 (6%) as Other, 47 (19%) declined to answer, and 1 (0.4%) as American
Indian/Alaska Native. There were no significant differences in any of the evaluated patient
demographics between study arms. (Figure 2 and Table 1)

Use of the web-based tool at home and in the office

Among 140 participants randomized to the WBT arms, 109 (78%) completed the tool.
Among 105 participants randomized to home completion of the WBT, 76 (72%) completed
the tool, and among 35 participants randomized to office completion of the WBT, 33

(94%) completed the tool (P = 0.008). (Figure 2 and Table 3) Patients completing the

WBT presented to the gynecologic oncology clinic for several indications including invasive
cancer (32), pre-cancer including cervical/vulvar dysplasia and endometrial hyperplasia
(33), hereditary cancer syndrome (26), pelvic mass (24), postmenopausal bleeding and/or
thickened endometrium (17), and benign gynecologic disease (8). Invasive cancer diagnoses
included endometrial cancer (19), ovarian cancer (7), vulvar cancer (2), cervical cancer

(1), gestational trophoblastic neoplasia (1), and non-gynecologic cancer (2). There was no
significant difference in completion of the WBT based on indication for the new patient
appointment.

Quality of cancer family history

Participants completing the WBT compared to usual care resulted in a CFH with a
significantly greater number of total relatives, first-degree relatives, second-degree relatives,
third-degree relatives, and number of generations. Participants completing the WBT
compared to usual care were significantly more likely to have the following elements
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of CFH collected: 1) First-degree relatives; 2) Second-degree relatives; 3) Both maternal
and paternal sides; 4) Ethnicity; 5) Age at cancer diagnosis for each cancer case in the
family. Based on the ASCO/ACOG definition, 5 (5%) participants in the usual care arm, as
compared to 63 (58%) participants who completed the WBT, were found to have adequate
collection of CFH (P<0.001). (Table 2)

We compared the collected CFH among participants completing the WBT at home versus in
the office (Table 3). Completion of most of the key elements of the CFH was similar whether
the tool was completed at home versus in the office. However, participants completing the
WBT at home had significantly greater number of first-degree relatives in their CFH (5,
range 2-14, vs. 4, range 0-12, P=0.028) and were more likely to report the type of primary
cancer for relatives with a cancer diagnosis (56 [95%] vs. 18 [69%], P=0.003). Among
participants completing the WBT at home, 48 (63%) had an adequate CFH versus 15 (46%)
for participants completing the WBT in the office (P=0.096).

Cancer risk modeling

Among 109 participants who completed the WBT, 31 (28%) were identified by the WBT
as meeting criteria for genetic counseling/testing. Of these 31 participants, 17 had not had
prior genetic testing. All 17 (100%) participants underwent genetic counseling and 8 (47%)
completed genetic testing. As per standard of care in this Gynecologic Oncology clinic,
genetic testing is offered as point of care testing for those patients interested following
genetic counseling. The WBT also identified 20 (18%) participants with a lifetime risk

of breast cancer greater than 20%. The American Cancer Society and the US Preventive
Services Task Force recommend magnetic resonance imaging screening for women with
an approximately 20-25% or greater lifetime risk of breast cancer [55]. Among these 20
participants who met such criteria, 10 were eligible for enhanced breast screening starting at
their current age and all 10 (100%) were referred to a high-risk breast specialty clinic. No
participants from the usual care arm underwent assessment with cancer risk models or for
lifetime breast cancer risk and none were referred to the high-risk breast specialty clinic.

Genetic counseling and genetic testing

Among the 110 participants receiving usual care, 15 (13.6%) completed genetic counseling
vs. 34 (31.2%) of the 109 participants completing the WBT (P = 0.002). Among the
participants receiving usual care, 9 (8.2%) completed genetic testing vs. 20 (18.3%) of the
participants completing the WBT (P = 0.029).

Age, race, and ethnicity

We evaluated for any associations between patient age (less than 65 years versus 65 years
and older), race, and ethnicity, and completion of the WBT. Participant age and ethnicity
did not affect likelihood of completing the WBT. Black participants were significantly less
likely to complete the WBT compared to White participants (8 [62%] vs. 73 [89%], P =
0.022). Participants who declined to provide information on race were significantly less
likely to complete the WBT compared to participants identifying as White (14 [54%] vs. 73
[89%], P < 0.001). (Supplementary Tables 1-2)
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Among participants receiving usual care, age, race, and ethnicity were not significantly
associated with collection of an adequate CFH. Among participants completing the WBT,
those 65 years and older were less likely to have an adequate CFH compared to those who
were less than 65 years (14 [40%] vs. 49 [66%], P = 0.013). Participants who declined

to provide ethnicity information were significantly less likely to have an adequate CFH
compared to Not Hispanic/Latino participants (7 [33%] vs. 50 [63%], P < 0.025).

Patient experience with the web-based tool

Of the 109 participants completing the WBT, 68 (62%) completed surveys at the conclusion
of their office visit (42 [40%] vs. 26 [74%] in the WBT at home vs. in office arms,
respectively). There were no significant differences in patient age, race, or ethnicity among
those completing and not completing follow-up surveys. Seventeen participants (25%)
reported technical difficulties with the tool and 7 (10%) stated that lack of smartphone
accessibility was an important barrier. Twenty (29%) participants contacted at least one
relative to gather additional family information while using the tool. Participants reported
contacting a median of one relative (range 1-8) to gather information. The median amount
of time participants reported spending on the WBT was 15 minutes (range 5-180 minutes).
The median number of times participants reported opening the website to use the WBT
was one (range 1-10) (Figure 3). The patient that spent 180 minutes on the WBT reported
contacting 8 relatives and opening the tool to add information 10 separate times prior
completing the tool. This patient did not report any technical difficulty with the tool.

Among participants that completed the WBT at home versus in office, who then completed
follow-up surveys, 15 (36%) and 5 (19%) reported contacting relatives to assist with
learning about CFH, respectively (P=0.179). There were no significant differences in
reported number of relatives contacted or in the amount of time to complete the WBT
between study arms.

The majority of participants agreed or strongly agreed that the CFH tool was easy to

use (81%), that the CFH questions were easy to understand (99%), and that they would
recommend the CFH tool to others (72%). Fifty-two percent of participants agreed or
strongly agreed that the CFH tool was helpful to them, 46% that the CFH tool made them
more aware of their risk, and 35% that the CFH tool changed the way they thought about
their health (Figure 3).

Physician experience with the web-based tool

The four physicians at the gynecologic oncology office completed feedback surveys for a
convenience sample of the first 35 participants completing the WBT. Physicians agreed or
strongly agreed with the following statements: the pedigree generated by the WBT was
helpful — 29 (83%), the risk assessment was helpful — 23 (66%), the pedigree positively
affected workflow — 27 (77%), the risk assessment positively affected workflow — 24 (69%),
| agree with the risk assessment — 26 (74%) (Figure 3).
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Discussion

Our study demonstrates that incorporating health information technology to facilitate

CFH collection allows an outpatient gynecologic oncology practice to capture a more
comprehensive CFH compared to usual care whereby the process is completed by the
physician during the patient interview. The WBT resulted in collection of CFH with a
significantly greater number of included relatives and generations and a higher likelihood

of including information on first-degree relatives, second-degree relatives, maternal and
paternal family members, ethnicity, and cancers among family members, all key components
of an adequate CFH based on national guidelines. Further, participants completing the WBT
as compared to those receiving usual care were significantly more likely to undergo genetic
counseling (34 [31%] vs. 15 [14%], P=0.002) and complete genetic testing (20 [18%]

vs. 9 [8%], P=0.029). Evidence suggests that a major barrier to CFH and cancer genetic

risk assessment is clinician under-recognition of those at risk; our data suggest that health
information technology in the form of a WBT for CFH collection may be a scalable solution
[17, 56-59].

With the emergence of the COVID-19 pandemic seven months following study launch and
intentional minimization of patient time in medical facilities, the WBT office completion
arm was closed following enrollment of only 35 of the planned 50 participants. However,
the premature closure did not materially affect our ability to compare the two settings of
WBT administration. Participants offered the WBT in the office were significantly more
likely to complete the tool compared to home administration (33 [94%] vs. 76 [72%], P =
0.008). This finding was not surprising given that participants in the office were prompted
by the study team and provided with an office computer to complete the tool, minimizing
barriers to tool usability as well as access to a computer/smartphone. While both the home
and office WBT administration arms were superior to usual care for collecting a high quality
CFH, home completion of the tool resulted in collection of a more comprehensive CFH,
with significantly greater numbers of first-degree relatives and reporting of the primary site
of cancer for relatives, with an overall trend towards higher rates of ASCO/ACOG adequate
CFH collection. Our protocol did not include a reminder telephone call for those participants
that did not complete the WBT at home. Future studies could include a telephone call or
automatic email/text message reminder which may improve patient participation at home.
Additionally, several participants reported lack of smartphone accessibility for the WBT as
an important barrier to utilization. Therefore, future studies and practices should consider
prompting patients to complete the CFH at home prior to the visit but include an in-office
option to capture participants unable to complete electronic tools at home.

Among tools offering comprehensive CFH collection, non-randomized data support the
acceptability and usefulness of CFH collection tools. Nazareth ef al. retrospectively
evaluated a chatbot tool and found a completion rate of 89% and average satisfaction

rating of 4.6 on a scale of 1 to 5, with 5 indicating the highest satisfaction score [60].
[tRunsinMyFamily, a family health history tool with output that includes recommendation
for genetic consultation for participants deemed to be at risk for inherited cancers, was noted
to have promising uptake in a non-clinical population-level setting, similarly supporting the
usability of a CFH tool [61, 62]. Implementation of HughesRiskApps, a family history and
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cancer genetic risk assessment software, was associated with improvement in utilization
of genetic referral and genetic testing in an observational study [63]. While these non-
randomized data support the use of patient facing CFH collection tools, our randomized
controlled trial demonstrates the clinical impact of a CFH tool on the collection of an
adequate CFH as well as its capacity to consequently facilitate appropriate downstream
genetic services. Furthermore, unlike our tool, many of the current patient-facing CFH
collection tools do not incorporate national guideline-based cancer risk modeling for the
purpose of identifying participants who qualify for cancer genetic testing [64—73].

The American Association for Cancer Research, the American Cancer Society, the
American Society of Clinical Oncology, and the National Cancer Institute, all cite a critical
need to improve genetic cancer risk assessment and testing for underrepresented populations
[74]. Research suggests that minority participants are less likely to be identified as high-risk
for hereditary cancer, less likely to be recommended genetic testing, and less likely to
complete genetic testing when referred [36, 75-77]. Furthermore, minority participants are
more likely to utilize genetics services only after a cancer diagnosis and not based on

family history, suggesting a missed opportunity for detection of pathogenic mutations and
potentially life-saving cancer prevention in certain vulnerable populations [76]. In this study,
Black participants were less likely to complete the WBT as compared to White participants,
suggesting that future work must strive to create electronic tools that are equally accessible
to diverse patient populations. However, this study was limited by minimal racial and ethnic
diversity, and thus was not powered to address the effects of patient demographics on CFH
collection or cancer genetic risk assessment. Focus groups are needed to comprehensively
examine the user experience with the WBT and better define potential issues faced by
participants with this instrument in addition to large prospective trials of CFH collection and
cancer genetic risk assessment in diverse patient populations.

In addition to the premature closure of the office WBT tool arm, this study has several
limitations. This study was piloted in a gynecologic oncology clinic and therefore was
enriched for participants at increased risk for hereditary cancer. Future studies should
explore similar platforms of health information technology in primary care and general
gynecology settings with the goal to reach participants prior to a cancer diagnosis and
extend cancer genetic risk assessment to medical clinicians who are less comfortable with
hereditary cancer and NCCN guidelines for genetic testing. The WBT utilized in this study
was available only in English, limiting the diversity of our patient population and scalability
of this model. This is an important limitation to identify and address in future work,
whereby, we will need to identify more inclusive health information technology tools and
thoroughly evaluate contributors to disparities in use of such tools. These future initiatives
will help design tools that ultimately decrease rather than accentuate healthcare disparities.

Currently in the US, the majority of individuals meeting guideline-based criteria for genetic
testing have not been identified [1, 3, 4]. This is a critical problem as, for those with

a cancer-associated mutation, lack of identification prevents cancer-risk reduction. Health
information technology like the WBT evaluated in this study may help to overcome
commonly cited barriers to cancer genetic risk assessment including limited clinician
knowledge and time, lack of training for clinicians, and complex and dynamic criteria
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for genetic assessment [78-86]. The WBT in this randomized prospective trial resulted

in collection of an adequate CFH for a significantly greater number of participants
compared to usual care face-to-face clinician interview. Future work is needed to optimize
methods of electronic patient communication to improve equitable utilization of these tools
with integrated links to receive genetic testing. These measures will help provide those
individuals identified as high-risk for a hereditary cancer syndrome with access to genetic
testing prior to ever receiving a cancer diagnosis.

Supplementary Material

Refer to Web version on PubMed Central for supplementary material.
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. A web-based tool for cancer family history collection was offered to new

. Among 140 participants offered the web-based tool, 78% completed it.

. The web-based tool resulted in collection of higher quality cancer family

. Participants completing the web-based tool (vs. usual care) were more likely

Research Highlights

gynecologic oncology patients compared to clinician collection.

history compared to clinician collection.

to complete genetic counseling and testing.
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Figure 1.
Web-based tool for cancer family history collection
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Patient Enroliment

New patients presenting to the Weill Cornell Gynecologic Oncology Clinic (n=250 enrolled)

Randomization
(2:2:1)

!

Usual Care Arm

Web-Based Tool (at home)

!

Web-Based Tool (in office)

Usual Care Arm (n=110 patients)

Received allocated intervention (n=110)
Did not receive allocated intervention (n=0)

Web-based tool at home (n=105 patients)

Received allocated intervention (n=76)
Did not receive allocated intervention (n=29)

Web-based tool in office (n=35 patients)

Received allocated intervention (n=33)
Did not receive allocated intervention (n=2)

Completed patient experience surveys
(n=42)

Completed patient experience surveys
(n=26)

Figure 2.
CONSORT Flow Diagram
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|Patient experience with the web-based tool for cancer family history collection (CFH)]

The CFH tool was easy to use
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| was satisfied with the CFH tool
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Figure 3.

Patient and physician experience with the web-based tool for cancer family history
collection (CFH). Patient experience (Top); physician experience (Bottom).
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Patient demographics (N=250)

Table 1.
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Combined cohort (250)  Usual care (110)  Web-based tool (140) P Value

Age (median, range) 57 (20-100) 58 (29-100) 55.5 (20-88) 0.226

Race 0.849
White 141 (56.4%) 59 (53.6%) 82 (58.6%)

Black 27 (10.8%) 14 (12.7%) 13 (9.3%)
Asian 18 (7.2%) 9 (8.2%) 9 (6.4%)
Other 16 (6.4%) 7 (6.4%) 9 (6.4%)
Decline 47 (18.8%) 21 (19.1%) 26 (18.6%)
American Indian/Alaska Native 1(0.4%) 0 (0%) 1(0.7%)

Ethnicity 0.289
No answer 59 (23.6%) 31 (28.2%) 29 (20.0%)
Hispanic/Latino 14 (5.6%) 5 (4.5%) 9 (6.4%)

Not Hispanic/Latino 177 (70.8%) 74 (67.3%) 103 (73.6%)
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Quality of the collected cancer family history

Table 2.

Usual Care (110) Web-based tool (109) P value
Relatives (#) 3(0-21) 28 (0-121) <0.001
First-degree relatives (#) 2 (0-7) 5 (0-14) <0.001
Second-degree relatives (#) 0 (0-14) 12 (0-38) <0.001
Third-degree relatives (#) 0 (0-4) 8 (0-79) <0.001
Generations (#) 2(0-4) 4 (0-4) <0.001
Recommended key elements for minimum adequate cancer family history
First-degree relatives 90 (81.8%) 108 (99.1%) <0.001
Second-degree relatives 54 (49.1%) 107 (98.2%) <0.001
Both maternal and Paternal sides 72 (65.5%) 108 (99.1%) <0.001
Ethnicity 80 (72.7%) 98 (89.9%) 0.002
Proband = 1 relative with cancer 78 (70.9%) 85 (78.0%) 0.279
Relative’s age at cancer diagnosis 17 (21.8%) 53 (62.4%) <0.001
Relative’s primary type of cancer 70 (89.7%) 74 (87.1%) 0.633
Adequate cancer family history 5 (4.5%) 63 (57.8%) <0.001

Gynecol Oncol. Author manuscript; available in PMC 2024 June 01.

Page 20



1duosnuey Joyiny 1duosnuen Joyiny 1duosnuey Joyiny

1duosnuen Joyiny

Frey et al.

Table 3.

Quality of the cancer family history for the web-based tool completed at home versus in the office

Home web-based tool (76)  Office web-based tool (33) P value
Number of relatives in the pedigree 29 (6-121) 25 (0-85) 0.343
First-degree relatives 5 (2-14) 4 (0-12) 0.028
Second-degree relatives 13 (4-35) 12 (0-38) 0.637
Third-degree relatives 8.5 (0-79) 7 (0-40) 0.442
Number of generations in the pedigree 4 (3-4) 4 (0-4) 0.071
Recommended key elements for minimum adequate cancer family history
First-degree relatives 76 (100%) 32 (97.0%) 0.303
Second degree-relatives 76 (100%) 31 (93.9%) 0.09
Both maternal and Paternal sides 76 (100%) 32 (97.0%) 0.303
Ethnicity 66 (86.8%) 32 (97.0%) 0.167
Proband = 1 relative with cancer 59 (77.6%) 26 (78.8%) 1
Relative’s age at cancer diagnosis 39 (66.1%) 14 (53.8%) 0.335
Relative’s primary type of cancer 56 (94.9%) 18 (69.2%) 0.003
Adequate cancer family history 48 (63.2%) 15 (45.5%) 0.096
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