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Abstract: In contrast to the standard enzyme-replacement therapy, administered from once per
7–14 days to 2–3 times a week in patients with severe hemophilia B, as a result of a single injection,
gene therapy can restore F9 gene expression and maintain it for a prolonged time. In clinical research,
the approach of delivering a functional copy of a gene using adeno-associated viral (AAV) vectors
is widely used. The scientific community is actively researching possible modifications to improve
delivery efficiency and expression. In preclinical studies, the possibility of genome editing using
CRISPR/Cas9 technology for the treatment of hemophilia B is also being actively studied.
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1. Introduction

Hemophilia B is a rare X-linked recessive hereditary disease of the hemostasis system
resulting from abnormalities in the F9 gene, which codes for blood coagulation factor IX
and is located on the long arm of the X chromosome. Blood coagulation factor IX, also
called Christmas factor, is a serine protease proenzyme involved in the blood coagulation
cascade and dependent on vitamin K. Deficiency of the factor leads to prolonged bleeding
that occurs spontaneously or after injury. The incidence of hemophilia B in the world is
traditionally estimated at 1 in 30,000 male births worldwide, as males are the most affected,
and females serve as carriers [1]. Nevertheless, there is growing recognition that women
can also experience symptoms of hemophilia. While the severe form in women is rare, 25%
of patients with mild hemophilia B in the U.S. hemophilia-treatment centers are women [2].

The severity of the disease usually correlates with the level of factor IX activity in
the blood plasma. In mild hemophilia (>5% factor IX activity, >0.05 IU/mL), spontaneous
bleeding is absent, but increased bleeding is observed after injuries and surgical operations.
In moderate cases (1–5% activity, 0.01–0.05 IU/mL), spontaneous episodes of hemorrhage
are rare, but even minor injuries provoke prolonged bleeding, and in severe cases (<1% ac-
tivity, <0.01 IU/mL), spontaneous bleeding, hemorrhages in soft tissues or joints, and
severe subcutaneous hematomas occur. Notably, patients with severe hemophilia account
for 30–40% of all diagnosed cases of hemophilia B, according to the CDC [3].

In clinical practice, substitution therapy is used, which involves the intravenous admin-
istration of standard factor IX, obtained either from donor plasma or through recombination,
once a week for bleeding or as prophylaxis and 2–3 times a week for severe hemophilia.
Extended half-life factor IX products offer the advantage of reducing the frequency of
administration up to once every 7–14 days [4]. Clotting factor IX concentrates obtained
from human plasma, recombinant concentrates, and recombinant concentrates with an
extended half-life, in which factor IX is combined with proteins (IgG1 Fc or albumin) or
chemicals (for example, polyethylene glycol), are used [5,6].

Current prophylaxis treatment carries a notable economic burden to healthcare sys-
tems. In the CHESS II study, it was estimated that in the European Union, a mean annual
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total hemophilia-related direct medical cost per patient was EUR 235,723 [7], while in the
CHESS US+ study, it reached USD 614,886 [8].

Another treatment for hemophilia is liver transplantation, which completely eliminates
the symptoms of the disease [9]. However, this intervention is radical and carries the risk
of serious adverse reactions.

Currently, alternative therapeutic approaches are being developed: recombinant pro-
teins with an extended half-life, monoclonal antibodies directed to tissue factor pathway
inhibitor (TFPI) [10], systemic delivery of F9 mRNA [11], antithrombin-specific small inter-
fering RNAs [12], and various gene therapy options with delivery of the F9 gene or other
factors (FVII or FV) of the coagulation pathway, and genome editing of the F9 gene.

Gene therapy is a promising direction, as it can potentially provide long-term expres-
sion of factor IX after a single injection. For patients with severe disease, expression of
factor IX as low as 5% will prevent spontaneous bleeding episodes and significantly im-
prove quality of life. Among the possibilities for hemophilia B gene therapy, the following
approaches can be distinguished: (1) correction of a defective gene copy using in vivo or
ex vivo genome-editing tools, (2) control of protein translation without affecting the gene
sequence using RNA interference, and (3) delivery of a functional gene copy of the F9 gene
with the help of viral vectors in vivo or ex vivo in autologous cells of the patient, with
subsequent transplantation.

However, gene therapy has so far been used only for a small number of diseases.
An in vivo editing approach is being studied in two clinical trials for the treatment of
Leber’s amaurosis (EDIT-101, NCT03872479) and hereditary transthyretin amyloidosis
(NTLA-2001, NCT04601051). The ex vivo approach is more common, including the pos-
sibility of CRISPR/Cas editing of B-lymphocytes for CAR-T therapy of various types of
oncohematological diseases (NCT04037566, NCT04637763), hematopoietic stem cells in
sickle cell anemia (CTX001, NCT05477563), beta-thalassemia (BRL-101, NCT05577312) and
HIV infection, and pancreatic endodermal cell editing in type 1 diabetes (NCT05210530). In
the case of hemophilia B, genome editing is used mainly at the stage of preclinical studies.

A drug based on RNA interference for the treatment of hemophilia B, Fitusiran (ALN-
AT3), has been developed and is currently in phase 3 clinical trials. The FDA has approved
four small interfering RNA drugs for the treatment of rare metabolic disorders (Patisiran,
Givosiran, Lumasiran, and Inclisiran).

The vast majority of clinical studies on hemophilia B gene therapy are focused on the
systemic delivery of a functional copy of the F9 gene using AAV vectors. AAV vectors have
low immunogenicity, generally do not integrate into the genome, and more often form an
extrachromosomal structure, the episome, which remains in the cell for a long time. These
advantages of AAV make this delivery system promising for the development of gene
therapies, as evidenced by the growing number of approved drugs and drugs in clinical
trials [13,14].

Luxturna (Voretigene neparvovec, Spark Therapeutics, Philadelphia, PA, USA) and
Zolgensma (Onasemnogene abeparvovec, Novartis Gene Therapies, Bannockburn, IL,
USA), gene therapies based on AAV, have been approved by the FDA for the treatment of
Leber’s congenital amaurosis and spinal muscular atrophy, respectively. In August 2022,
the first gene therapy for hemophilia A (Roctavian, BioMarin Pharmaceutical, San Rafael,
CA, USA) was approved in the European Union. Later, in November 2022 an AAV-based
drug (Hemgenix, from UniQure, Amsterdam, The Netherlands, CSL Behring, King of
Prussia, PA, USA) was approved by the FDA for the treatment of hemophilia B, which
has become the most expensive drug in the world. Furthermore, in February 2023, the
European Commission granted conditional marketing authorization for Hemgenix.

In this review, we will consider in detail the features of the drugs under development
for gene therapy of hemophilia B as well as the model objects used for their testing.
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2. Clinical Gene Therapy Studies

Clinicaltrials.gov lists 23 clinical trials of hemophilia B gene therapies (active and
interrupted), of which most candidate drugs are AAV-based therapies, with the exception
of a study involving lentiviral delivery of the F9 gene to autologous hematopoietic and
mesenchymal stem cells (NCT03961243; see Table 1).

The general approach in these studies is to intravenously administer an AAV vector
with liver affinity carrying a transgene containing a functional copy of the F9 gene under a
liver-specific promoter. Codon optimization and elimination of immunogenic CpG motifs
from expression cassettes are frequently utilized. Several clinical studies use F9-Padua,
a variant of the F9 gene with one amino acid substitution (R338L), which is 5–10 times
more active than wild-type F9 and was initially found in patients with thrombophilia [15].
Despite the recognition of F9-Padua as a game-changer in hemophilia B gene therapy, it
is important to emphasize that there is a problem of assay discrepancies when evaluating
post injection factor IX Padua levels. It should be taken into consideration that different
assays can show varying factor IX activity values [16].

As of May 2023, two AAV-based drugs were in phase 3 clinical trials: SPK-9001 (PF-
06838435/Fidanacogene elaparvovec, Pfizer, New York, NY, USA) and AMT-061 (Etranaco-
gene dezaparvovec, UniQure), which received FDA approval.

The long-term follow-up results of patients who received an injection from phase 3
clinical trials indicate the safety and continued expression of the transgene. In Fidanacogene
elaparvovec (Pfizer), the average level of factor IX activity after 5 years was 19.8% (in the
first year, 25.4%) [17]. Four patients who underwent surgery had no observed excess
bleeding. Fidanacogene elaparvovec is a liver-specific synthetic capsid (AAV-Spark100)
AAV vector delivering a codon-optimized F9-Padua gene expressed under a liver-specific
ApoE/hAAT promoter. It has been shown to be safe, with no severe side effects observed
during phase 1/2 clinical trials and with three patients having non-drug-related side effects
in follow-up.

AMT-060 (UniQure), an AAV5 vector carrying wild-type codon-optimized F9, was
initially less effective, with a factor activity of 5.2–7.5% in phase 2 clinical trials after 3 years
following administration of the drug to 10 patients. However, after replacing wild-type
F9 with F9-Padua (AMT-061, UniQure), with the preservation of all other elements of the
vector [18] in phase 3 clinical trials (HOPE-B, NCT03569891), the average factor IX activity
18 months after injection was 34.3%. A total of 52 of the 54 participants who received the
injection stopped prophylactic substitution therapy; of the remaining two, one participant
with a low response level had a high titer of neutralizing antibodies to AAV5, and the
other received only a partial dose of the drug (10% of intended) due to an adverse event of
hypersensitivity and continued prophylactic replacement therapy [19]. In November 2022,
FDA approval was obtained for the use of this drug under the trade name Hemgenix.

The safety of AAV gene therapy for hemophilia B is also evidenced by the results of
the longest follow-up (12–15 years) of four patients who received an injection of AAV2-hFIX
(Avigen, Alameda, CA, USA): no serious side effects were detected, and patients did not
develop a stable hepatotoxicity or hepatocellular carcinoma [20].

The use of highly active F9-Padua has significantly influenced the development of
gene therapy for hemophilia B, with many companies making use of it. In general, its use is
considered safe, but a case with severe side effects has been reported. In phase 1/2 clinical
trials of FLT180A (Verbrinacogene setparvovec, Freeline, Hertfordshire, UK), one patient
experienced thrombosis of an arteriovenous fistula associated with an increase in the level
of factor IX activity up of to 310% at the 4th week after administration [21]. It should be
noted that this patient had comorbidities (renal failure, arterial hypertension, and high
body mass index). In all other patients, after 27 months, stable factor IX activity remained
at a normal level: 51–78% (five patients) and 23–43% (three patients). Approximately 10%
of adverse events were associated with FLT180a and 24% with immunosuppression.

Clinicaltrials.gov
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Table 1. Clinical trials of gene therapies for the treatment of hemophilia B presented on the website clinicaltrials.gov, accessed on 15 May 2023.

Sponsor Therapy Capsid Promoter Transgene Phase Status Identifier on
clinicaltrials.gov

UniQure, CSL Behring
AMT-060 ssAAV5 Liver-specific F9 1/2 Completed NCT02396342

AMT-061/Etranacogene
dezaparvovec ssAAV5 Liver-specific F9-Padua

2 Active, not recruiting NCT03489291

3 Active, not recruiting NCT03569891

Spark Therapeutics, Pfizer (Phase 3)
SPK-9001/PF-

06838435/Fidanacogene
elaparvovec

ssAAV-
Spark100 ApoE/hAAT F9-Padua

1/2 Completed NCT02484092

2 LTFU * Recruiting NCT03307980

3 Active, not recruiting NCT03861273

University College, London

FLT180a/Verbrinacogene
setparvovec

Synthetic,
AAV-S3 Liver-specific F9-Padua

1/2 Terminated (In 2022) NCT03369444

Freeline Therapeutics 1/2 Active, not recruiting NCT05164471

1/2 LTFU * Active, not recruiting NCT03641703

Baxalta (Shire), Takeda AskBio009/BAX 335 scAAV8 TTR F9-Padua 1 Active, not recruiting NCT01687608

Institute of Hematology and Blood Diseases
Hospital, China

BBM-H901
Synthetic,
AAV843

Liver-specific F9-Padua

1 (12–18-
year-old
patients)

Not yet recruiting NCT05709288

1 Active, not recruiting NCT04135300

Shanghai Belief-Delivery BioMed Co., Ltd. 1/2 Recruiting NCT05203679

Institute of Hematology and Blood Diseases
Hospital, China VGB-R04 Synthetic - High-specific-

activity
F9

1 Recruiting NCT05152732

Shanghai Vitalgen BioPharma Co., Ltd. 1/2 Not yet recruiting NCT05441553

Institute of Hematology and Blood Diseases
Hospital, China ZS801 Synthetic - F9

- Not yet recruiting NCT05630651

1/2 Not yet recruiting NCT05641610
St. Jude Children’s Research Hospital scAAV2/8-LP1-hFIXco ssAAV2/8 LP1 F9 1 Active, not recruiting NCT00979238

Sangamo Therapeutics SB-FIX-1501 (ZFN) ssAAV6 - - 1 Terminated (In 2022) NCT02695160

Baxalta (Shire) SHP648 ssAAV8 - F9-Padua 1/2 Terminated (In 2021) NCT04394286

Spark Therapeutics AAV8-hFIX19 ssAAV8 - F9 1 Terminated (In 2019) NCT01620801

clinicaltrials.gov
clinicaltrials.gov
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Table 1. Cont.

Sponsor Therapy Capsid Promoter Transgene Phase Status Identifier on
clinicaltrials.gov

Ultragenyx Pharmaceutical Inc. (previously
Dimension Therapeutics) DTX101 ssAAVrh10 - F9

1/2 Terminated (In 2018) NCT02618915

1/2 LTFU Completed (In 2022) NCT02971969

Avigen AAV2-hFIX ssAAV hAAT F9 1 Terminated (In 2007) NCT00076557

SGIMI YUVA-GT-F901
(Lentivirus) - - - 1 Unknown NCT03961243

Note: * long-term follow up study.

clinicaltrials.gov
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However, it is not always possible to achieve long-term stable activity of factor IX. In a
study of AskBio009/BAX 335 (Takeda, Tokyo, Japan) based on a wild-type AAV8 where
F9-Padua is used as a transgene, only one person achieved stable factor IX activity at 20%
for 4 years, while the factor IX activity of the others disappeared after 5–11 weeks. The use
of corticosteroids did not help to stabilize the loss of activity; the authors suggest that this
may be due to CpG oligonucleotides introduced into the vector during codon optimization
and activation of innate immunity. Three patients presented with serious side effects that
were not associated with the drug and did not lead to death; the occurrence of thrombosis
and inhibitors to factor IX was also not diagnosed [22].

Recombinant and modified AAV vectors continue to be developed and tested. In
November and December 2022, studies of a new drug, ZS801, based on AAV with a
synthetic capsid were registered in China (sponsored by the Institute of Hematology and
Blood Diseases Hospital). In July 2022, the results of a phase 1 trial of BBM-H901 from the
same sponsor based on AAV with a synthetic capsid carrying F9-Padua were published. The
safety of the drug was shown in 12 patients with prophylactic use of glucocorticosteroids
1 year after administration. No serious side effects associated with BBM-H901 have been
found [23]. The authors noted that the establishment of the therapeutic level of factor IX
activity occurred faster than in other studies due to more efficient transduction of AAV
hepatocytes with a synthetic capsid.

Several studies of AAV-based drugs that deliver a functional F9 variant were termi-
nated in 2021–2022, in particular, SHP648 (NCT04394286, Shire, Lexington, MA, USA) and
DTX101 (NCT02618915, Ultragenyx Pharmaceutical, Novato, CA, USA), but not due to
drug safety problems. The current status of trials of the therapy based on lentiviral delivery
of F9 gene to autologous hematopoietic and mesenchymal stem cells and their subsequent
transplantation into a patient (YUVA-GT-F901, SGIMI, and NCT03961243) is also currently
unknown. The summary of factor IX activity, administered doses, and treatment response
to gene therapy drugs, based on published data, is presented in Table 2.

Table 2. Summary of factor IX activity, administered doses, and treatment response for gene therapies
with published results.

Therapy and Sponsor Factor IX Activity Doses, vg/kg Patients Responded to
Therapy Reference

AMT-060, UniQure 7.0–7.4% at 4 years 5 × 1012, 2 × 1013 10/10 [24]

AMT-061/Etranacogene
dezaparvovec, UniQure 34.3% ± 4.8% at 18 months 2 × 1013 52/54 [19]

SPK-9001/PF-
06838435/Fidanacogene
elaparvovec, Spark
Therapeutics, Pfizer

22.9% ± 9.9% at 5 years 5 × 1011 15/15 [25]

FLT180a/Verbrinacogene
setparvovec, Freeline
Therapeutics

51–78% in 5 patients, 23–43%
in 3 patients, 1 patient with

260%

3.84 × 1011; 6.4 × 1011; 8.32
× 1011; 1.28 × 1012

9/10, 1 participant
continued prophylaxis [21]

DTX101, Ultragenyx
Pharmaceutical Inc
(previously Dimension
Therapeutics)

5–20% at 8–14 weeks but loss
of FIX levels at 32 weeks in all
patients except one with ~20%

activity

1.6 × 1012; 5.0 × 1012 6/6 [26]

AskBio009/BAX 335,
Baxalta (Shire), Takeda

2.8–58.5% in different dose
cohorts at 11 weeks 2 × 1011; 1 × 1012; 3 × 101

7/8 had measurable
factor IX activity up to

11 weeks;
only 1/7 had 20%

expression for 4 years

[22]
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Table 2. Cont.

Therapy and Sponsor Factor IX Activity Doses, vg/kg Patients Responded to
Therapy Reference

scAAV2/8-LP1-hFIXco, St.
Jude Children’s Research
Hospital

1–6% at 3.2 years; 5.1 ± 1.7% in
a high-dose cohort 2 × 1011; 6 × 1011, 2 × 1012

6/10, 90% reduction of
bleeding episodes and
in factor IX prophylaxis
use in high-dose cohort

[27,28]

AAV2-FIX, Avigen Transient at a maximum level
of 1.6% 2 × 1011 to 1.8 × 1012

All 8 participants with
a severe form had only

local factor IX
expression in muscles

[20]

3. Hemophilia B Models

In preclinical studies, the efficacy and safety of a gene therapy drug is tested in
model objects: in cell cultures, which evaluate the efficiency of transduction, the level of
transgene expression, cytotoxicity, and in animal models, which evaluate biodistribution,
tissue specificity, transgene expression, toxicity, and immunogenicity and enable dose-
administration-method selection.

To test the vectors used to deliver a functional copy of a gene or editing tools, cell
lines derived from the liver are used, particularly Huh7, PLC/PRF/5, and Hep3B, with the
necessary mutations introduced through editing [29].

A more accurate model is iPSC-derived hepatocytes from hemophilia B patients. For
example, for therapy testing, HB-iPSC (SXMUi001-A) with the c.223C>T mutation (p.R75X)
was created [30]. Mouse ESCs with the same nonsense mutation were also obtained [31].

An even more accurate in vivo model that reproduces not only the cell type from
the patient but also the effects at the level of intercellular interaction that exists in a real
organ are 3D organoids. For example, there has been research into the differentiation
of fibroblast-derived iPSCs derived from a patient with severe hemophilia B (mutation
c.1297G>A) into hepatocytes with 3D organization, for which, compared with 2D culture, a
higher level of expression of albumin, a marker of hepatocytes, was found [32]. It was also
shown that 3D culturing compared to 2D allowed iPSCs to differentiate into fully functional
hepatocytes capable of secreting factor IX with clotting activity, making organoids a more
relevant model.

Hemophilia B has not been found in wild-type mice; therefore, different variants of
transgenic mice are used to reproduce the pathology. For example, F9-knockout mice are
used to test therapies with the delivery of a healthy copy of the gene, and humanized mice
are used to test editing tools on human regions of the genome.

A popular mouse model with undetectable levels of mRNA and factor IX in blood
plasma has a knockout for the F9 gene (B6.129P2-F9tm1Dws, Jackson Laboratory, USA) [33].
Knock-in mice expressing various variants of factor IX are also frequently used, in particular,
mice carrying human F9 with a missense mutation found in patients with severe hemophilia
B (R333Q-hF9) under the mouse F9 promoter, mice with wild-type human F9-coding
sequence, and mice with mutations in mouse F9 (K5A in the Gla domain of factor IX).
Notably, in mice with R333Q-hF9, the transcript and factor IX are expressed at a level of
less than 1%, which is typical for patients with severe hemophilia B, and K5A mice have a
mild disease phenotype.

All mouse models of hemophilia B are characterized by the absence of spontaneous
bleeding. However, they die shortly due to blood loss after the tip of the tail is cut off.
In knockout mice, when hF9 is injected with AAV, antibodies are typically formed, while
knock-in mice do not form them; therefore, the former are preferable for studying immune
response to therapy and for testing therapies for the inhibitory form of the disease [34].
Immunodeficient F9-knockout mice (Rag2-KO, IL2-KO, Fah-KO, and F9-KO) were also
created for transplantation of hepatocytes obtained from iPSCs of patients [35]. Studies
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on mice have limitations in terms of translatability of their results to humans. While
mouse models are often used to study new therapies prior to human trials, the chance
of translation to humans is not always high, which is not limited to hemophilia but is a
general issue in translational research.

As an alternative animal model of hemophilia B, dogs with spontaneously acquired
mutations that were further established during breeding are used: a Cairn terrier with
a mutation leading to the amino acid substitution E379G and the absence of detectable
factor IX; a Lhasa Apso with a 5 nt deletion 772–776 and a g.777C > T substitution, also
without detectable factor IX and without development of inhibitors upon administration
of canine factor IX; and a Labrador retriever with a complete F9 deletion that developed
inhibitors [36].

Using CRISPR/Cas9 and the somatic nuclear transfer method, a porcine model of
hemophilia B with F9 knockout (117 bp deletion in the 5’-UTR and exon 1) was also created,
which is characterized by frequent episodes of spontaneous bleeding and joint damage [37].
In this model, it was shown that the insertion of hF9 facilitated bleeding, which indicates
the possibility of in situ replacement of a defective gene with a functional one.

Among primates, there are no known models of hemophilia B, but they are used
to assess the level of transgene expression, the dose and safety of the vector, as well as
the immune response to therapy in late preclinical studies since they are most similar to
humans [38].

Although hemophilia B animal models are widely used in preclinical studies, they
have some potential limitations, including differences in immune responses to AAV and
tissue tropism of AAV vectors compared to humans and immune reactions to human
factor IX.

4. Genome-Editing Studies

Various groups of researchers are actively studying the possibility of genome editing
in vivo or ex vivo by editing progenitor cells of the organ of interest to obtain a lifelong
therapeutic effect in hereditary diseases of renewable organs. Viral vectors are used not only
to deliver a healthy copy of the gene (which acts as a template for homologous replacement)
but also editing tools (CRISPR/Cas or zinc finger nuclease—ZFN).

During the early stages of preclinical in vivo genome-editing research for hemophilia B,
hemophilic mice were subjected to the administration of the AAV6-hF9 and mAlb-targeted
AAV8-ZFNs. The outcome of this study revealed notably elevated levels of circulating
human factor IX, reaching approximately 3000 ng/mL [39]. In 2022, the phase 1 clinical
trial of SB-FIX-1501 (Sangamo, Richmond, CA, USA), which was the first to use ZFN to
perform genome editing in a patient with hemophilia B, was terminated. In this study,
functional F9 was inserted into a safe albumin locus. The study involved one person, and
no adverse side effects were found. However, expression of factor IX only reached 1.1%,
and the patient had to continue with replacement therapy. Long-term follow-up of this
patient is still ongoing, partly because there are few cases of in vivo editing of the human
genome, and each of them is of interest (NCT04628871) [40].

CRISPR/Cas-based therapies for hemophilia B have only reached preclinical trials.
The primary concern is potential off-target effects, especially with in vivo editing, so the
use of the CRISPR/Cas system on patients will require constant monitoring for undesirable
off-target effects. In this regard, ex vivo editing with subsequent transplantation of edited
cells may be a safer and more controlled approach.

Viral vectors (based on AAV and adenoviruses) are typically used to deliver the editing
system into the body. In 2019, a long-term restoration of the normal phenotype was shown
after adenoviral delivery of the CRISPR/Cas9 system and a template for homologous
recombination, with the aim of inserting a normal copy of the F9 gene into a ROSA26
locus safe for insertion in hepatocytes in R333Q mice characterized by the expression of
defective hF9 and the absence of mF9 [41]. The experimental group was injected with two
AAV5 vectors (the first one with Cas and guides; the second one with the mF9 matrix) at a
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concentration of 1:3; the control group received the same adenovirus with Cas but without
guides. It was shown that the plasma concentration of mouse factor IX in the experimental
group was significantly higher after 238 days than in the group without editing. The
experimental group reached 10% factor IX activity: the same level as in mild hemophilia B.

The previously mentioned therapy design had a number of disadvantages. Firstly,
off-target integrations were found in two mice into the retrotransposon sequence and into
the gamma-secretase-activating protein locus, presumably associated with the activation of
other double-strand break-repair mechanisms. The authors suggest that the use of longer
homology arms may improve the results of in vivo therapy. Secondly, the formation of
antibodies against adenovirus particles and Cas9 nuclease (35 days after injection and up
to at least 189 days) and activation of CD8+ and CD4+ cells against them but not against
murine factor IX were detected. As a consequence, this therapy requires the preliminary
formation of immune tolerance to Cas9 in patients. Thirdly, Cas9 DNA continued to be
detected 245 days after injection, which is also a potential risk that must be eliminated
before clinical use. The authors note that adenoviruses cannot be considered a successful
vector for the delivery of gene therapy components due to the preexisting immunity to
adenoviruses in the human population and the high immunogenicity of this vector. In
another study, adenoviral delivery of CRISPR/Cas9 system components was compared to
naked DNA construct delivery (plasmid with Cas9-2A-GFP and HDR donor in the form of
ssODN or plasmid) using a hydrodynamic tail-vein injection to correct the Y371D mutation
in the F9 gene in mice with this mutation. Hemophilic mice injected with ssODN and
dsDNA showed an HDR rate of 0.56% and 1.56%, respectively, which helped to correct
hemostasis. Although adenovirus delivery showed a higher corrective efficacy, there was
no therapeutic effect due to the strong effects of hepatotoxicity. An HDR rate or 0.56%
of the F9 gene alleles in mouse hepatocytes in donor ssODN and 1.56% in donor dsDNA
contributed to the restoration of hemostasis in mice, while adenovirus delivery showed
higher corrective efficacy, but there was no therapeutic effect due to the strong effects of
hepatotoxicity [42].

The efficiency of CRISPR/Cas editing using homologous recombination in vivo or in
cell lines between different studies is about 5% [43,44]. Therefore, to achieve effective knock-
in, administration of high doses of AAV with Cas9 and donor DNA is usually required,
which is associated with off-target risks and higher production costs. An alternative method
is to edit through non-homologous end joining, which does not require the introduction of
a vector with donor DNA. Insertion of F9 into the 3’-UTR of the mouse albumin locus by
non-homologous termination with the Cas9-delivered AAV2/8 vector has been shown to
correct hemostasis in adult and neonatal mF9-knockout mice for at least 48 weeks. Germ
cell editing did not occur, and off-target effects were not detected. The use of F9-Padua and
the liver-specific LP1 promoter allowed a dose reduction of 10–100 times compared to other
studies, which resulted in insignificant titers of anti-Cas and anti-AAV2/8 antibodies [45,46].
However, with this approach, insertions of hF9 in the opposite direction and donor AAV
without ires-hF9 were observed, but this had a lower frequency and did not cause serious
side effects [47].

As an alternative in vivo editing option, lipid nanoparticles have been used to deliver
CRISPR/Cas with guides targeting the antithrombin gene. Affecting antithrombin expres-
sion, which is an endogenous negative regulator of thrombin generation, may improve
blood clotting and relieve symptoms of hemophilia. When using lipid particles, no active
off-targets, liver toxicity, and significant immune response to Cas9 were found. The use of
lipid particles made it possible to reduce the time of CRISPR/Cas action as well as carry out
repeated administration of the drug, unlike AAV [48]. A similar approach is already being
used in clinical trials in patients with transthyretin (ATTR) amyloidosis (NCT04601051).
LNP-CRISPR-Cas9 has been shown to effectively inhibit pathogenic TTR expression by
approximately 90%, with mild side effects [49]. Application of lipid nanoparticles and
AAV-based and other viral vectors for liver and non-liver delivery is also reviewed well by
Raguram et al. [50]
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Recently, a novel in vivo therapeutic strategy for hemophilia B was developed. It
included a rebalancing approach (reduction the amount of antithrombin) and hF9 gene
knock-in in Serpinc1 gene, using a hybrid system of LNP-packed CRISPR and AAV-packed
hF9-donor templates. This approach provided approximately 1000 ng/mL factor IX and
restored coagulation activity to a normal level. An advantage of LNP delivery of CRISPR is
its short-term stability of approximately 1–4 days. On the contrary, the AAV vector acts
as an episome, providing long-term expression, which may be undesirable in the case of
CRISPR/Cas gene therapies, as it may lead to more off-target double-stranded breaks [51].

An ex vivo editing approach is also being explored, in particular, autologous trans-
plantation of hepatocytes differentiated from patient iPSCs after CRISPR/Cas mutation
correction. In iPSCs obtained from a patient with severe hemophilia (mutation g.31280G>A),
a functional F9 was inserted into a safe AAVS1 locus (AAV integration site in the first intron
of the PPP1R12C gene on chromosome 19) with the help of CRISPR/Cas9 [32]. On day 11 of
differentiation, F9-KO mice were transplanted with corrected hepatocytes, and restoration
of the normal phenotype was observed. The authors suggest that this approach may be
relevant for children with severe hemophilia B, as cells in their bodies are actively dividing,
which can lead to loss of AAV. However, in another study, where two approaches were used
to correct a defect in iPSCs obtained from a patient using CRISPR/Cas9, after knock-in of
the functional F9 gene and point mutation correction, it was noted that transplanted and
corrected hepatocytes expressed less albumin and showed less recovery of factor IX levels
(10–15% versus 10–50%) compared with transplanted human hepatocytes from cadaveric
material (positive control) [35]. The limited therapeutic effect can be explained by the
peculiarities of cultivation and the heterogeneity of the cell population inherent in the
process of differentiation, which reduces the number of cells that can be transplanted. A
brief summary of the advantages and disadvantages of genome-editing and gene transfer
approaches is provided in Table 3.

Table 3. Advantages and disadvantages of gene transfer and genome-editing approaches.

Advantages Disadvantages

Gene transfer Has been shown to be
effective in clinical trials

May not provide a permanent
cure, as the transferred gene
may not be expressed at high
enough levels and may get
lost over time

Genome editing

Can be used to permanently
correct the specific genetic
mutation that causes
hemophilia B

Safety concerns and ethical
issues of editing the human
genome

5. Current Challenges and Limitations
5.1. Immune Response to Factor IX

The formation of inhibitors (antibodies to factor IX) is the most severe complication in
the treatment of hemophilia B, which can occur both with standard enzyme replacement
therapy and with the use of gene therapy approaches. During standard prophylaxis,
antibodies to factor IX in different studies were reported in only 3–5% of patients with
severe hemophilia B. However, one of the latest studies with prospective follow-up showed
a higher cumulative inhibitor incidence, namely 9.3% at 75 days after exposure and 10.2%
at 500 days after exposure [52]. While inhibitors do not affect the amount and location of
bleeding, they significantly increase the risk of acute allergic reactions and death in such
patients. There are currently no effective protocols of the induction of immune tolerance
(IIT) for hemophilia B.

A high level of inhibitors in the blood of patients is a criterion for excluding patients
from the sample of possible participants in clinical trials and future therapies. It has
been shown that delivery of F9 by AAV or a lentiviral vector can lead to the elimination
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of inhibitors and the subsequent establishment of factor IX expression at therapeutic
levels [53].

As an alternative approach to IIT, the possibility of using genetically edited B cells is
being studied. Specifically, a lentiviral vector with IgG-hF9 was developed that targeted
CD20-expressing B cells and prevented the development of inhibitory antibodies to factor
IX in a mouse model of hemophilia B [54]. Resting human B-cell receptor specificity was
achieved by mutating the envelope glycoproteins of the measles virus combined with
lentivirus (MV-LV vector) and adding a single-chain variable fragment specific for hCD20.

To address the problem of antibodies to factor IX, oral immune therapy is also being
developed to ameliorate IIT. The use of plant cells (lettuce or tobacco) producing CTB-hFIX
by a patient may help prevent the formation of inhibitors and anaphylactic reactions during
substitution therapy [55]. The plant’s thick cell walls keep antigens from being destroyed
by acid in the stomach until the cells are destroyed by intestinal bacteria, followed by
release of the antigen combined with a transmucosal transporter (CTB) for passage through
the intestinal epithelium.

Another method to get around the inhibition problem is the development of alternative
gene therapy approaches that do not involve delivery or editing of the F9 gene. Fitusiran
(ALN-AT3, Sanofi, Paris, France), which is based on RNA interference, has shown its
effectiveness in patients with hemophilia A and B regardless of the presence of inhibitors.
Fitusiran is a double-stranded small interfering RNA, with one strand binding a 23 nt
region in the SERPINC1 gene after insertion into the RISC complex. This gene encodes
antithrombin, a serine protease produced in hepatocytes and inactivating thrombin, factor
FXa, and, to a lesser extent, factors FIXa, FXIa, and FXIIa [56]. Fitusiran, unlike other gene
therapies, does not provide a long-term effect; however, in comparison with standard
replacement therapy, its administration is required much less frequently, i.e., 1 time per
month, and due to the peculiarities of the action of this drug, antithrombin activity decreases
gradually and by day 30 reaches values of five times lower than normal.

Another option is using FVIIa in gene therapy for hemophilia B as a bypassing agent
to promote blood clotting, as this factor can activate the coagulation cascade independently
of factor IX [57] or FVa, which has the capacity to enhance the rate of thrombin generation
almost 10,000 fold [58]. In hemophilia B mice, normal aPTT level was achieved over
28 weeks after AAV8/hFVa vector injection, and no risk of thrombosis has been shown.
Otherwise, the FVIIa-based gene therapy led to thrombosis and premature mortality in
hemophilia B mice. Thus, the minimal efficacy and the maximal safe level of such therapies
should be assessed.

It has also been shown that in mice with preexisting immunity to factor IX, platelet-
targeting therapy is effective, as they have the ability to absorb and accumulate plasma pro-
teins in their alpha granules (including factor IX), which, when activated, are released. For
example, in the work of Schroeder J.A. et al. (2021), Sca-1+ cells derived from hemophiliac
mice were transduced with a codon-optimized F9-Padua lentivirus under a platelet-specific
αIIb promoter and, after irradiation, transplanted into hemophiliac mice with anti-factor IX
antibodies. It has been shown that, despite the presence of exogenous factor IX in this ap-
proach, platelet-specific therapy does not cause anaphylaxis and the formation of anti-FIX
antibodies but, on the contrary, leads to the elimination of preexisting antibodies and can
provide the production of factor IX after their elimination. Notably, the combination of a
highly effective F9-Padua variant, irradiation, and a proteasome inhibitor accelerated the
elimination of antibodies [59].

5.2. AAV Immune Response

A significant limitation of all AAV therapies is the presence of AAV-neutralizing
antibodies in some patients who have had a previous infection—such patients are usually
excluded from clinical trials. Various approaches are being explored to overcome immunity
to the delivery vector, including plasmapheresis, the use of immunosuppressants, IgG
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proteases, CpG reduction, induction of regulatory T cells, capsid variant switching, the
addition of empty capsids, and the creation of synthetic capsids [60].

The presence of neutralizing antibodies to AAV may not always lead to the absence of
a therapeutic effect in gene therapy. In a study of AAV5-based AMT-060, a test with AAV5
reporter vectors with luciferase was retested for neutralizing antibodies more sensitive than
the original test with AAV5 reporter vectors with GFP. The results showed the presence
of antibodies to AAV5 in three of ten patients who were initially negative for anti-AAV5
neutralizing antibodies, and in two of them, an increase in the immune response was
confirmed after administration of the AAV5-hFIX preparation. Despite this, no correlation
was found between the level of F9 expression and the level of antibodies since one patient
had a low level of factor IX activity, and the second had the highest level of the low-dose
cohort [61]. Therefore, in phase 3 clinical trials, patients with antibodies to AAV5 were
not excluded. In the Etranacogene Dezaparvovec Hope-B clinical trial, participants with
preexisting anti-AAV5 neutralizing antibodies exhibited 31.1% mean factor IX activity,
while those without such antibodies had a mean factor IX activity level of 39.9% [19]. It
was noted that the effect of neutralizing antibodies may differ for different serotypes, a
feature of AAV5 that may be associated with high variability in the capsid sequence.

There is also the problem of the cross-reactivity of antibodies. For example, cross-
reactive antibodies to the synthetic AAV-Spark100 (Pfizer) were associated with low expres-
sion of the hF9 transgene, and such patients were also excluded from the study [25]. The
presence of antibodies to wild-type AAV2 was shown 15 years after the introduction of
the drug AAV2-hFIX (Avigen). At the same time, these antibodies also cross-reacted with
wild-type AAV5 and AAV8 [20].

In addition to antibody formation, immunological rejection of transduced cells can
also occur due to CD8+ directed against the AAV capsid. Therefore, if necessary, immuno-
suppressants such as prednisolone are used to suppress the occurrence of an immune
response when high doses of the AAV vector are administered [62].

5.3. Disadvantages of AAV as a Delivery System

AAVs are characterized by low capacity compared to other viral vectors. For example,
the capacity of a lentiviral vector is up to 9 kb, which is twice the capacity of AAV (4.7 kb).
The capacity of the AAV vector is not an obstacle in the case of the delivery of a functional
copy of the F9 gene, the coding part of which is 1386 bp; however, during genome edit-
ing, when AAVs are used to deliver the CRISPR/Cas system, the capacity of the vector
becomes critical.

AAV vectors are stored as an episome in the cell, so they are advantageously used
in non-dividing or infrequently dividing cells rather than in cells of rapidly growing
organs, such as the liver in children, where loss of transgene expression can occur. In such
cases, integration into the genome of a functional F9 sequence is an attractive approach.
At the same time, since gene integration is often associated with the risks of insertional
mutagenesis and subsequent oncogenesis, it can be advantageous to consider using more
controlled approaches of editing, such as those based on the CRISPR/Cas system.

Genome editing is developing at a rapid pace, but its use in humans is still hampered
by possible off-target effects. Even in the presence of mismatches in target sequences, Cas
nucleases can still introduce double-strand breaks outside target regions; therefore, strate-
gies are being developed to improve specificity and optimize CRISPR components [63].
In a study by He X. et al. (2022) performed in vivo, CRISPR/Cas9 editing in F9 was per-
formed in knockout mice via non-homologous end joining. As a result, deletions were
found near the target sites, but no off-target editing was detected at the genomic and tran-
scriptome levels, which means that risk minimization is possible with well-chosen guide
RNAs and target sites [47]. Additionally, off-target reduction can potentially be achieved
using engineering high-precision variants of Cas9, such as HFCas9, eCas9, HypaCas9, or
SniperCas9 [64–66].
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Another potential problem with genome editing is the insertion of AAVs, which deliver
the CRISPR/Cas or ZFN system, into double-strand break sites instead of the transgene.
One study showed a high frequency of such insertions (up to 47%) in mice after in vivo
injection [67]. A comprehensive study of all possible consequences of genomic editing is
necessary before its application at the stage of clinical trials.

6. Future Prospects

Currently, researchers are actively working on developing strategies to improve the
effectiveness of gene therapy approaches. Particularly, the creation of synthetic capsids
may help address the preexisting immune response to wild-type AAV serotypes. To date,
the primary method for obtaining synthetic capsids is an in-vivo-directed evolution. This
method involves the creation of libraries of capsids followed by selection according to spec-
ified criteria, for example, selection of capsids in the presence of human immunoglobulin
and isolation from human hepatocytes transplanted into chimeric mice [68,69].

The use of F9 gene variants with a higher coagulation efficiency of the expressed
protein makes it possible to increase the effectiveness of the drug regardless of the chosen
gene therapy strategy. The most popular naturally occurring sequence variant is F9-Padua.
Synthetic variants of F9 are also being developed, carrying various missense substitutions,
for example, CB 2679d-GT with the three mutations R318Y, R338E, and R343R; F9-E456H
with increased platelet specificity; and a number of other variants showing increased
in vitro and in vivo activity in animals [57,70,71]. The use of highly efficient gene variants
makes it possible to reduce the dose of the administered vector, which reduces the risk of
hepatotoxicity but requires careful study of their safety, as such variants carry the risk of
thrombosis when overexpressed. After injection of F9-Padua, one case of thrombosis was
described in a patient with prothrombotic diseases [21].

To reduce the injected dose of the drug and increase its effectiveness, tissue-specific
promoters are used, which makes it possible to limit the type of cells in which the transgene
is expressed. In addition, the correct selection of the AAV serotype, which is relevant for
the organ of interest, or the creation of a synthetic capsid with a given tropism can increase
the specificity of delivery. The use of glycosylation and ubiquitin-like modifications such
as SUMOylation and neddylation in AAV2 vectors increases the efficiency of transduction
in vivo and increases the expression level of factor IX (up to 2-fold) in a mouse model
of hemophilia B [72,73]. It has also been shown that FerA domains from proteins of the
Ferlin family involved in vesicle fusion and membrane transport can directly interact
with the surface of AAV, enhancing the ability of the capsid to bind to target cells. For
example, systemic injection of scAAV8/hFIX-FerA increased F9 expression 4-fold compared
to scAAV8/hFIX and improved hemostasis in F9-knockout mice [74].

The advent of newer approaches of genome-editing techniques, such as base editing
and prime editing, allows introduction of point mutations in the DNA without generating
double-stranded breaks. Base editors can convert one DNA base to another; for example,
cytidine base editors allow C > T conversions, and adenine base editors allow A > G con-
versions. Base editing using SpCas9-NG with a broad PAM flexibility has been applied for
correction of point mutation (c.947T > C; I316T) in hemophilia B patient-derived iPSCs [75].
Compared to base editors, prime editors are more flexible and allow all possible base
conversions, small insertions, deletions, as well as their combinations at target sites; thus,
it can potentially be used to correct up to 89% of known genetic variants associated with
human diseases [76]. While genome editing shows promise in treating certain diseases (e.g.,
sickle-cell disease [77]), its application in other cases can pose challenges due to a variety
of mutations to target, e.g., in solid tumors. To date, there is a limited number of clinical
trials involving genome-editing drugs, with small numbers of participants involved. The
progress of ongoing research heavily relies on the outcomes of these trials.
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7. Conclusions

Hemophilia B is a disease that can be completely cured by gene therapy, as it is caused
by single defects in the F9 gene and has a wide therapeutic window. In 2022, the first gene
therapy for hemophilia B based on the AAV vector was approved. Hemgenix (UniQure,
CSL Behring), an AAV5 vector delivering a functional, highly active copy of F9, has been
shown to be effective and safe. However, accumulating data on modifications of AAV
vectors that increase the efficiency of transgene delivery and expression as well as on the
first successes in genome editing in model animals indicate that it is necessary to continue
the development of “best in class” solutions. The use of editing based on CRISPR/Cas
technology may be a promising approach, as it can provide long-term expression of F9 in
contrast to the delivery of a healthy copy using AAV, which may lose expression in the
long term.
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Practical Aspects of Extended Half-Life Products for the Treatment of Haemophilia. Ther. Adv. Hematol. 2018, 9, 295. [CrossRef]
[PubMed]

5. Santagostino, E.; Martinowitz, U.; Lissitchkov, T.; Pan-Petesch, B.; Hanabusa, H.; Oldenburg, J.; Boggio, L.; Negrier, C.; Pabinger,
I.; Von Depka Prondzinski, M.; et al. Long-Acting Recombinant Coagulation Factor IX Albumin Fusion Protein (RIX-FP) in
Hemophilia B: Results of a Phase 3 Trial. Blood 2016, 127, 1761–1769. [CrossRef] [PubMed]

6. Carcao, M.; Kearney, S.; Lu, M.Y.; Taki, M.; Rubens, D.; Shen, C.; Santagostino, E. Long-Term Safety and Efficacy of Nonacog Beta
Pegol (N9-GP) Administered for at Least 5 Years in Previously Treated Children with Hemophilia B. Thromb. Haemost. 2020, 120,
737–746. [CrossRef] [PubMed]

7. Burke, T.; Asghar, S.; O’Hara, J.; Chuang, M.; Sawyer, E.K.; Li, N. Clinical, Humanistic, and Economic Burden of Severe
Haemophilia B in Adults Receiving Factor IX Prophylaxis: Findings from the CHESS II Real-World Burden of Illness Study in
Europe. Orphanet. J. Rare Dis. 2021, 16. [CrossRef]

8. Burke, T.; Asghar, S.; O’Hara, J.; Sawyer, E.K.; Li, N. Clinical, Humanistic, and Economic Burden of Severe Hemophilia B in the
United States: Results from the CHESS US and CHESS US+ Population Surveys. Orphanet. J. Rare Dis. 2021, 16, 143. [CrossRef]

9. Yokoyama, S.; Bartlett, A.; Dar, F.S.; Heneghan, M.; O’Grady, J.; Rela, M.; Heaton, N. Outcome of Liver Transplantation for
Haemophilia. HPB 2011, 13, 40. [CrossRef]

10. Weyand, A.C.; Pipe, S.W. New Therapies for Hemophilia. Blood 2019, 133, 389–398. [CrossRef]
11. Ramaswamy, S.; Tonnu, N.; Tachikawa, K.; Limphong, P.; Vega, J.B.; Karmali, P.P.; Chivukula, P.; Verma, I.M. Systemic Delivery of

Factor IX Messenger RNA for Protein Replacement Therapy. Proc. Natl. Acad. Sci. USA 2017, 114, E1941–E1950. [CrossRef]
12. Pasi, K.J.; Lissitchkov, T.; Mamonov, V.; Mant, T.; Timofeeva, M.; Bagot, C.; Chowdary, P.; Georgiev, P.; Gercheva-Kyuchukova, L.;

Madigan, K.; et al. Targeting of Antithrombin in Hemophilia A or B with Investigational SiRNA Therapeutic Fitusiran-Results of
the Phase 1 Inhibitor Cohort. J. Thromb. Haemost. 2021, 19, 1436–1446. [CrossRef] [PubMed]

13. Naso, M.F.; Tomkowicz, B.; Perry, W.L.; Strohl, W.R. Adeno-Associated Virus (AAV) as a Vector for Gene Therapy. BioDrugs 2017,
31, 317–334. [CrossRef] [PubMed]

14. Wang, D.; Tai, P.W.L.; Gao, G. Adeno-Associated Virus Vector as a Platform for Gene Therapy Delivery. Nat. Rev. Drug Discov.
2019, 18, 358–378. [CrossRef]

https://doi.org/10.1111/jth.12958
https://www.ncbi.nlm.nih.gov/pubmed/25851415
https://doi.org/10.1111/hae.14186
https://www.cdc.gov/ncbddd/hemophilia/communitycounts/registry-report-males/diagnosis.html
https://www.cdc.gov/ncbddd/hemophilia/communitycounts/registry-report-males/diagnosis.html
https://doi.org/10.1177/2040620718796429
https://www.ncbi.nlm.nih.gov/pubmed/30210757
https://doi.org/10.1182/blood-2015-09-669234
https://www.ncbi.nlm.nih.gov/pubmed/26755710
https://doi.org/10.1055/s-0040-1709521
https://www.ncbi.nlm.nih.gov/pubmed/32369845
https://doi.org/10.1186/s13023-021-02152-1
https://doi.org/10.1186/s13023-021-01774-9
https://doi.org/10.1111/j.1477-2574.2010.00237.x
https://doi.org/10.1182/blood-2018-08-872291
https://doi.org/10.1073/pnas.1619653114
https://doi.org/10.1111/jth.15270
https://www.ncbi.nlm.nih.gov/pubmed/33587824
https://doi.org/10.1007/s40259-017-0234-5
https://www.ncbi.nlm.nih.gov/pubmed/28669112
https://doi.org/10.1038/s41573-019-0012-9


Int. J. Mol. Sci. 2023, 24, 10766 15 of 17

15. VandenDriessche, T.; Chuah, M.K. Hyperactive Factor IX Padua: A Game-Changer for Hemophilia Gene Therapy. Mol. Ther.
2018, 26, 14–16. [CrossRef] [PubMed]

16. Robinson, M.M.; George, L.A.; Carr, M.E.; Samelson-Jones, B.J.; Arruda, V.R.; Murphy, J.E.; Rybin, D.; Rupon, J.; High, K.A.;
Tiefenbacher, S. Factor IX Assay Discrepancies in the Setting of Liver Gene Therapy Using a Hyperfunctional Variant Factor
IX-Padua. J. Thromb. Haemost. 2021, 19, 1212–1218. [CrossRef] [PubMed]

17. Samelson-Jones, B.J.; George, L.A. Adeno-Associated Virus Gene Therapy for Hemophilia. Annu. Rev. Med. 2023, 74, 231.
[CrossRef]

18. Von Drygalski, A.; Giermasz, A.; Castaman, G.; Key, N.S.; Lattimore, S.; Leebeek, F.W.G.; Miesbach, W.; Recht, M.; Long, A.; Gut,
R.; et al. Etranacogene Dezaparvovec (AMT-061 Phase 2b): Normal/near Normal FIX Activity and Bleed Cessation in Hemophilia
B. Blood Adv. 2019, 3, 3241–3247. [CrossRef]

19. Pipe, S.W.; Leebeek, F.W.G.; Recht, M.; Key, N.S.; Castaman, G.; Miesbach, W.; Lattimore, S.; Peerlinck, K.; Van der Valk, P.;
Coppens, M.; et al. Gene Therapy with Etranacogene Dezaparvovec for Hemophilia B. N. Engl. J. Med. 2023, 388, 706–718.
[CrossRef]

20. George, L.A.; Ragni, M.V.; Rasko, J.E.J.; Raffini, L.J.; Samelson-Jones, B.J.; Ozelo, M.; Hazbon, M.; Runowski, A.R.; Wellman, J.A.;
Wachtel, K.; et al. Long-Term Follow-Up of the First in Human Intravascular Delivery of AAV for Gene Transfer: AAV2-HFIX16
for Severe Hemophilia B. Mol. Ther. 2020, 28, 2073. [CrossRef] [PubMed]

21. Chowdary, P.; Shapiro, S.; Makris, M.; Evans, G.; Boyce, S.; Talks, K.; Dolan, G.; Reiss, U.; Phillips, M.; Riddell, A.; et al. Phase 1-2
Trial of AAVS3 Gene Therapy in Patients with Hemophilia B. N. Engl. J. Med. 2022, 387, 237–247. [CrossRef]

22. Konkle, B.A.; Walsh, C.E.; Escobar, M.A.; Josephson, N.C.; Young, G.; von Drygalski, A.; McPhee, S.W.J.; Samulski, R.J.; Bilic, I.;
de la Rosa, M.; et al. BAX 335 Hemophilia B Gene Therapy Clinical Trial Results: Potential Impact of CpG Sequences on Gene
Expression. Blood 2021, 137, 763–774. [CrossRef] [PubMed]

23. Xue, F.; Li, H.; Wu, X.; Liu, W.; Zhang, F.; Tang, D.; Chen, Y.; Wang, W.; Chi, Y.; Zheng, J.; et al. Safety and Activity of
an Engineered, Liver-Tropic Adeno-Associated Virus Vector Expressing a Hyperactive Padua Factor IX Administered with
Prophylactic Glucocorticoids in Patients with Haemophilia B: A Single-Centre, Single-Arm, Phase 1, Pilot Trial. Lancet Haematol.
2022, 9, e504–e513. [CrossRef] [PubMed]

24. Leebeek, F.W.G.; Meijer, K.; Coppens, M.; Kampmann, P.; Klamroth, R.; Schutgens, R.; Castaman, G.; Seifried, E.; Schwaeble, J.;
Bönig, H.; et al. AMT-060 Gene Therapy in Adults with Severe or Moderate-Severe Hemophilia B Confirm Stable FIX Expression
and Durable Reductions in Bleeding and Factor IX Consumption for up to 5 Years. Blood 2020, 136, 26. [CrossRef]

25. George, L.A.; Sullivan, S.K.; Giermasz, A.; Rasko, J.E.J.; Samelson-Jones, B.J.; Ducore, J.; Cuker, A.; Sullivan, L.M.; Majumdar, S.;
Teitel, J.; et al. Hemophilia B Gene Therapy with a High-Specific-Activity Factor IX Variant. N. Engl. J. Med. 2017, 377, 2215–2227.
[CrossRef]

26. Pipe, S.; Stine, K.; Rajasekhar, A.; Everington, T.; Poma, A.; Crombez, E.; Hay, C.R. 101HEMB01 Is a Phase 1/2 Open-Label, Single
Ascending Dose-Finding Trial of DTX101 (AAVrh10FIX) in Patients with Moderate/Severe Hemophilia B That Demonstrated
Meaningful but Transient Expression of Human Factor IX (HFIX). Blood 2017, 130, 3331. [CrossRef]

27. Nathwani, A.C.; Tuddenham, E.G.D.; Rangarajan, S.; Rosales, C.; McIntosh, J.; Linch, D.C.; Chowdary, P.; Riddell, A.; Pie, A.J.;
Harrington, C.; et al. Adenovirus-Associated Virus Vector-Mediated Gene Transfer in Hemophilia B. N. Engl. J. Med. 2011, 365,
2357–2365. [CrossRef]

28. Nathwani, A.C.; Reiss, U.M.; Tuddenham, E.G.D.; Rosales, C.; Chowdary, P.; McIntosh, J.; Della Peruta, M.; Lheriteau, E.; Patel,
N.; Raj, D.; et al. Long-Term Safety and Efficacy of Factor IX Gene Therapy in Hemophilia B. N. Engl. J. Med. 2014, 371, 1994–2004.
[CrossRef] [PubMed]

29. Gao, J.; Bergmann, T.; Zhang, W.; Schiwon, M.; Ehrke-Schulz, E.; Ehrhardt, A. Viral Vector-Based Delivery of CRISPR/Cas9 and
Donor DNA for Homology-Directed Repair in an In Vitro Model for Canine Hemophilia B. Mol. Ther. Nucleic Acids 2019, 14,
364–376. [CrossRef]

30. Ma, Y.; Sun, W.; Liu, X.; Ren, J.; Zhang, X.; Zhang, R.; Zhao, L.; Yang, L.; Wang, G. Generation an Induced Pluripotent Stem Cell
Line SXMUi001-A Derived from a Hemophilia B Patient Carries Variant F9 c.223C>T(p.R75X). Stem. Cell Res. 2022, 60. [CrossRef]

31. Ma, Y.; Sun, W.; Zhao, L.; Yao, M.; Wu, C.; Su, P.; Yang, L.; Wang, G. Generation of an MESC Model with a Human Hemophilia B
Nonsense Mutation via CRISPR/Cas9 Technology. Stem. Cell Res. Ther. 2022, 13, 1–11. [CrossRef]

32. Luce, E.; Steichen, C.; Allouche, M.; Messina, A.; Heslan, J.M.; Lambert, T.; Weber, A.; Nguyen, T.H.; Christophe, O.; Dubart-
Kupperschmitt, A. In Vitro Recovery of FIX Clotting Activity as a Marker of Highly Functional Hepatocytes in a Hemophilia B
IPSC Model. Hepatology 2022, 75, 866–880. [CrossRef] [PubMed]

33. Lin, H.F.; Maeda, N.; Smithies, O.; Straight, D.L.; Stafford, D.W. A Coagulation Factor IX-Deficient Mouse Model for Human
Hemophilia B. Blood 1997, 90. [CrossRef]

34. Zhang, T.P.; Jin, D.Y.; Wardrop, R.M.; Gui, T.; Maile, R.; Frelinger, J.A.; Stafford, D.W.; Monahan, P.E. Transgene Expression Levels
and Kinetics Determine Risk of Humoral Immune Response Modeled in Factor IX Knockout and Missense Mutant Mice. Gene
Ther. 2007, 14. [CrossRef] [PubMed]

35. Ramaswamy, S.; Tonnu, N.; Menon, T.; Lewis, B.M.; Green, K.T.; Wampler, D.; Monahan, P.E.; Verma, I.M. Autologous and
Heterologous Cell Therapy for Hemophilia B toward Functional Restoration of Factor IX. Cell Rep. 2018, 23, 1565–1580. [CrossRef]

36. Yen, C.T.; Fan, M.N.; Yang, Y.L.; Chou, S.C.; Yu, I.S.; Lin, S.W. Current Animal Models of Hemophilia: The State of the Art. Thromb.
J. 2016, 14, 22. [CrossRef]

https://doi.org/10.1016/j.ymthe.2017.12.007
https://www.ncbi.nlm.nih.gov/pubmed/29274719
https://doi.org/10.1111/jth.15281
https://www.ncbi.nlm.nih.gov/pubmed/33636038
https://doi.org/10.1146/annurev-med-043021-033013
https://doi.org/10.1182/bloodadvances.2019000811
https://doi.org/10.1056/NEJMoa2211644
https://doi.org/10.1016/j.ymthe.2020.06.001
https://www.ncbi.nlm.nih.gov/pubmed/32559433
https://doi.org/10.1056/NEJMoa2119913
https://doi.org/10.1182/blood.2019004625
https://www.ncbi.nlm.nih.gov/pubmed/33067633
https://doi.org/10.1016/S2352-3026(22)00113-2
https://www.ncbi.nlm.nih.gov/pubmed/35598604
https://doi.org/10.1182/blood-2020-139225
https://doi.org/10.1056/NEJMoa1708538
https://doi.org/10.1182/BLOOD.V130.SUPPL_1.3331.3331
https://doi.org/10.1056/NEJMoa1108046
https://doi.org/10.1056/NEJMoa1407309
https://www.ncbi.nlm.nih.gov/pubmed/25409372
https://doi.org/10.1016/j.omtn.2018.12.008
https://doi.org/10.1016/j.scr.2022.102684
https://doi.org/10.1186/s13287-022-03036-2
https://doi.org/10.1002/hep.32211
https://www.ncbi.nlm.nih.gov/pubmed/34687060
https://doi.org/10.1182/blood.V90.10.3962
https://doi.org/10.1038/sj.gt.3302881
https://www.ncbi.nlm.nih.gov/pubmed/17066096
https://doi.org/10.1016/j.celrep.2018.03.121
https://doi.org/10.1186/s12959-016-0106-0


Int. J. Mol. Sci. 2023, 24, 10766 16 of 17

37. Chen, J.; An, B.; Yu, B.; Peng, X.; Yuan, H.; Yang, Q.; Chen, X.; Yu, T.; Wang, L.; Zhang, X.; et al. CRISPR/Cas9-Mediated Knockin
of Human Factor IX into Swine Factor IX Locus Effectively Alleviates Bleeding in Hemophilia B Pigs. Haematologica 2020, 105.
[CrossRef]

38. Nathwani, A.C.; Rosales, C.; McIntosh, J.; Rastegarlari, G.; Nathwani, D.; Raj, D.; Nawathe, S.; Waddington, S.N.; Bronson,
R.; Jackson, S.; et al. Long-Term Safety and Efficacy Following Systemic Administration of a Self-Complementary AAV Vector
Encoding Human FIX Pseudotyped with Serotype 5 and 8 Capsid Proteins. Mol. Ther. 2011, 19. [CrossRef]

39. Sharma, R.; Anguela, X.M.; Doyon, Y.; Wechsler, T.; DeKelver, R.C.; Sproul, S.; Paschon, D.E.; Miller, J.C.; Davidson, R.J.; Shivak,
D.; et al. In Vivo Genome Editing of the Albumin Locus as a Platform for Protein Replacement Therapy. Blood 2015, 126, 1777–1784.
[CrossRef]

40. Harmatz, P.; Prada, C.E.; Burton, B.K.; Lau, H.; Kessler, C.M.; Cao, L.; Falaleeva, M.; Villegas, A.G.; Zeitler, J.; Meyer, K.; et al.
First-in-Human in Vivo Genome Editing via AAV-Zinc-Finger Nucleases for Mucopolysaccharidosis I/II and Hemophilia B. Mol.
Ther. 2022, 30, 3587–3600. [CrossRef]

41. Stephens, C.J.; Lauron, E.J.; Kashentseva, E.; Lu, Z.H.; Yokoyama, W.M.; Curiel, D.T. Long-Term Correction of Hemophilia B
Using Adenoviral Delivery of CRISPR/Cas9. J. Control Release 2019, 298, 128–141. [CrossRef]

42. Guan, Y.; Ma, Y.; Li, Q.; Sun, Z.; Ma, L.; Wu, L.; Wang, L.; Zeng, L.; Shao, Y.; Chen, Y.; et al. CRISPR/Cas9-mediated Somatic
Correction of a Novel Coagulator Factor IX Gene Mutation Ameliorates Hemophilia in Mouse. EMBO Mol. Med. 2016, 8, 477.
[CrossRef]

43. Wang, Q.; Zhong, X.; Li, Q.; Su, J.; Liu, Y.; Mo, L.; Deng, H.; Yang, Y. CRISPR-Cas9-Mediated In Vivo Gene Integration at the
Albumin Locus Recovers Hemostasis in Neonatal and Adult Hemophilia B Mice. Mol. Ther. Methods Clin. Dev. 2020, 18, 520–531.
[CrossRef] [PubMed]

44. Bergmann, T.; Ehrke-Schulz, E.; Gao, J.; Schiwon, M.; Schildgen, V.; David, S.; Schildgen, O.; Ehrhardt, A. Designer Nuclease-
Mediated Gene Correction via Homology-Directed Repair in an in Vitro Model of Canine Hemophilia B. J. Gene Med. 2018, 20.
[CrossRef] [PubMed]

45. Wang, L.; Yang, Y.; Breton, C.A.; White, J.; Zhang, J.; Che, Y.; Saveliev, A.; McMenamin, D.; He, Z.; Latshaw, C.; et al. CRISPR/Cas9-
Mediated in Vivo Gene Targeting Corrects Hemostasis in Newborn and Adult Factor IX-Knockout Mice. Blood 2019, 133, 2745–2752.
[CrossRef]

46. Suzuki, K.; Tsunekawa, Y.; Hernandez-Benitez, R.; Wu, J.; Zhu, J.; Kim, E.J.; Hatanaka, F.; Yamamoto, M.; Araoka, T.; Li, Z.; et al.
In Vivo Genome Editing via CRISPR/Cas9 Mediated Homology-Independent Targeted Integration. Nature 2016, 540, 144–149.
[CrossRef] [PubMed]

47. He, X.; Zhang, Z.; Xue, J.; Wang, Y.; Zhang, S.; Wei, J.; Zhang, C.; Wang, J.; Urip, B.A.; Ngan, C.C.; et al. Low-Dose AAV-CRISPR-
Mediated Liver-Specific Knock-in Restored Hemostasis in Neonatal Hemophilia B Mice with Subtle Antibody Response. Nat.
Commun. 2022, 13, 1–17. [CrossRef]

48. Han, J.P.; Kim, M.J.; Choi, B.S.; Lee, J.H.; Lee, G.S.; Jeong, M.; Lee, Y.; Kim, E.A.; Oh, H.K.; Go, N.; et al. In Vivo Delivery of
CRISPR-Cas9 Using Lipid Nanoparticles Enables Antithrombin Gene Editing for Sustainable Hemophilia A and B Therapy. Sci.
Adv. 2022, 8, 6901. [CrossRef]

49. Gillmore, J.D.; Gane, E.; Taubel, J.; Kao, J.; Fontana, M.; Maitland, M.L.; Seitzer, J.; O’Connell, D.; Walsh, K.R.; Wood, K.; et al.
CRISPR-Cas9 In Vivo Gene Editing for Transthyretin Amyloidosis. N. Engl. J. Med. 2021, 385, 493–502. [CrossRef]

50. Raguram, A.; Banskota, S.; Liu, D.R. Therapeutic in Vivo Delivery of Gene Editing Agents. Cell 2022, 185, 2806–2827. [CrossRef]
[PubMed]

51. Lee, J.H.; Han, J.P.; Song, D.W.; Lee, G.S.; Choi, B.S.; Kim, M.J.; Lee, Y.; Kim, S.; Lee, H.; Yeom, S.C. In Vivo Genome Editing for
Hemophilia B Therapy by the Combination of Rebalancing and Therapeutic Gene Knockin Using a Viral and Non-Viral Vector.
Mol. Ther. Nucleic Acids 2023, 32, 161–172. [CrossRef]

52. Male, C.; Andersson, N.G.; Rafowicz, A.; Liesner, R.; Kurnik, K.; Fischer, K.; Platokouki, H.; Santagostino, E.; Chambost, H.;
Nolan, B.; et al. Inhibitor Incidence in an Unselected Cohort of Previously Untreated Patients with Severe Haemophilia B: A
PedNet Study. Haematologica 2021, 106, 123–129. [CrossRef] [PubMed]

53. Arruda, V.R.; Samelson-Jones, B.J. Gene Therapy for Immune Tolerance Induction in Hemophilia with Inhibitors. J. Thromb.
Haemost. 2016, 14, 1121. [CrossRef]

54. Wang, X.; Herzog, R.W.; Byrne, B.J.; Kumar, S.R.P.; Zhou, Q.; Buchholz, C.J.; Biswas, M. Immune Modulatory Cell Therapy
for Hemophilia B Based on CD20-Targeted Lentiviral Gene Transfer to Primary B Cells. Mol. Ther. Methods Clin. Dev. 2017, 5.
[CrossRef] [PubMed]

55. Daniell, H.; Kulis, M.; Herzog, R.W. Plant Cell-Made Protein Antigens for Induction of Oral Tolerance. Biotechnol. Adv. 2019, 37,
107413. [CrossRef] [PubMed]

56. Sehgal, A.; Barros, S.; Ivanciu, L.; Cooley, B.; Qin, J.; Racie, T.; Hettinger, J.; Carioto, M.; Jiang, Y.; Brodsky, J.; et al. An RNAi
Therapeutic Targeting Antithrombin to Rebalance the Coagulation System and Promote Hemostasis in Hemophilia. Nat. Med.
2015, 21, 3847. [CrossRef]

57. Samelson-Jones, B.J.; Arruda, V.R. Protein-Engineered Coagulation Factors for Hemophilia Gene Therapy. Mol. Ther. Methods
Clin. Dev. 2018, 12, 184–201. [CrossRef] [PubMed]

58. Sun, J.; Chen, X.; Chai, Z.; Niu, H.; Dobbins, A.L.; Nichols, T.C.; Li, C. Adeno-Associated Virus-Mediated Expression of Activated
Factor V (FVa) for Hemophilia Phenotypic Correction. Front. Med. 2022, 9, 880763. [CrossRef]

https://doi.org/10.3324/HAEMATOL.2019.224063
https://doi.org/10.1038/mt.2010.274
https://doi.org/10.1182/blood-2014-12-615492
https://doi.org/10.1016/j.ymthe.2022.10.010
https://doi.org/10.1016/j.jconrel.2019.02.009
https://doi.org/10.15252/emmm.201506039
https://doi.org/10.1016/j.omtm.2020.06.025
https://www.ncbi.nlm.nih.gov/pubmed/32775489
https://doi.org/10.1002/jgm.3020
https://www.ncbi.nlm.nih.gov/pubmed/29608237
https://doi.org/10.1182/blood.2019000790
https://doi.org/10.1038/nature20565
https://www.ncbi.nlm.nih.gov/pubmed/27851729
https://doi.org/10.1038/s41467-022-34898-y
https://doi.org/10.1126/sciadv.abj6901
https://doi.org/10.1056/NEJMoa2107454
https://doi.org/10.1016/j.cell.2022.03.045
https://www.ncbi.nlm.nih.gov/pubmed/35798006
https://doi.org/10.1016/j.omtn.2023.03.008
https://doi.org/10.3324/haematol.2019.239160
https://www.ncbi.nlm.nih.gov/pubmed/31919092
https://doi.org/10.1111/jth.13331
https://doi.org/10.1016/j.omtm.2017.03.005
https://www.ncbi.nlm.nih.gov/pubmed/28480307
https://doi.org/10.1016/j.biotechadv.2019.06.012
https://www.ncbi.nlm.nih.gov/pubmed/31251968
https://doi.org/10.1038/nm.3847
https://doi.org/10.1016/j.omtm.2018.12.007
https://www.ncbi.nlm.nih.gov/pubmed/30705923
https://doi.org/10.3389/fmed.2022.880763


Int. J. Mol. Sci. 2023, 24, 10766 17 of 17

59. Schroeder, J.A.; Chen, J.; Chen, Y.; Cai, Y.; Yu, H.; Mattson, J.G.; Monahan, P.E.; Shi, Q. Platelet-Targeted Hyperfunctional FIX
Gene Therapy for Hemophilia B Mice Even with Preexisting Anti-FIX Immunity. Blood Adv. 2021, 5. [CrossRef]

60. Li, X.; Wei, X.; Lin, J.; Ou, L. A Versatile Toolkit for Overcoming AAV Immunity. Front. Immunol. 2022, 13. [CrossRef]
61. Majowicz, A.; Nijmeijer, B.; Lampen, M.H.; Spronck, L.; de Haan, M.; Petry, H.; van Deventer, S.J.; Meyer, C.; Tangelder, M.;

Ferreira, V. Therapeutic HFIX Activity Achieved after Single AAV5-HFIX Treatment in Hemophilia B Patients and NHPs with
Pre-Existing Anti-AAV5 NABs. Mol. Methods Clin. Dev. 2019, 14. [CrossRef]

62. Ertl, H.C.J. T Cell-Mediated Immune Responses to AAV and AAV Vectors. Front. Immunol. 2021, 12. [CrossRef] [PubMed]
63. Manghwar, H.; Li, B.; Ding, X.; Hussain, A.; Lindsey, K.; Zhang, X.; Jin, S. CRISPR/Cas Systems in Genome Editing: Methodologies

and Tools for SgRNA Design, Off-Target Evaluation, and Strategies to Mitigate Off-Target Effects. Adv. Sci. 2020, 7. [CrossRef]
[PubMed]

64. Naeem, M.; Majeed, S.; Hoque, M.Z.; Ahmad, I. Latest Developed Strategies to Minimize the Off-Target Effects in CRISPR-Cas-
Mediated Genome Editing. Cells 2020, 9, 1608. [CrossRef] [PubMed]

65. Lee, J.K.; Jeong, E.; Lee, J.; Jung, M.; Shin, E.; Kim, Y.; Lee, K.; Jung, I.; Kim, D.; Kim, S.; et al. Directed Evolution of CRISPR-Cas9
to Increase Its Specificity. Nat. Commun. 2018, 9, 3048. [CrossRef] [PubMed]

66. Chen, J.S.; Dagdas, Y.S.; Kleinstiver, B.P.; Welch, M.M.; Sousa, A.A.; Harrington, L.B.; Sternberg, S.H.; Joung, J.K.; Yildiz, A.;
Doudna, J.A. Enhanced Proofreading Governs CRISPR-Cas9 Targeting Accuracy. Nature 2017, 550, 407–410. [CrossRef]

67. Hanlon, K.S.; Kleinstiver, B.P.; Garcia, S.P.; Zaborowski, M.P.; Volak, A.; Spirig, S.E.; Muller, A.; Sousa, A.A.; Tsai, S.Q.; Bengtsson,
N.E.; et al. High Levels of AAV Vector Integration into CRISPR-Induced DNA Breaks. Nat. Commun. 2019, 10. [CrossRef]

68. Paulk, N.K.; Pekrun, K.; Zhu, E.; Nygaard, S.; Li, B.; Xu, J.; Chu, K.; Leborgne, C.; Dane, A.P.; Haft, A.; et al. Bioengineered
AAV Capsids with Combined High Human Liver Transduction In Vivo and Unique Humoral Seroreactivity. Mol. Ther. 2018, 26,
289–303. [CrossRef]

69. Pei, X.; Shao, W.; Xing, A.; Askew, C.; Chen, X.; Cui, C.; Abajas, Y.L.; Gerber, D.A.; Merricks, E.P.; Nichols, T.C.; et al. Development
of AAV Variants with Human Hepatocyte Tropism and Neutralizing Antibody Escape Capacity. Mol. Ther. Methods Clin. Dev.
2020, 18, 259–268. [CrossRef]

70. Almeida-Porada, G. A New “FIX” for Hemophilia B Gene Therapy. Blood 2021, 137, 2860–2861. [CrossRef]
71. Le Quellec, S.; Dane, A.P.; Barbon, E.; Bordet, J.C.; Mingozzi, F.; Dargaud, Y.; Marais, T.; Biferi, M.G.; Négrier, C.; Nathawani, A.C.;

et al. Recombinant Adeno-Associated Viral Vectors Expressing Human Coagulation FIX-E456H Variant in Hemophilia B Mice.
Thromb. Haemost. 2019, 119, 1956–1967. [CrossRef]

72. Mary, B.; Maurya, S.; Kumar, M.; Bammidi, S.; Kumar, V.; Jayandharan, G.R. Molecular Engineering of Adeno-Associated Virus
Capsid Improves Its Therapeutic Gene Transfer in Murine Models of Hemophilia and Retinal Degeneration. Mol. Pharm. 2019, 16,
4738–4750. [CrossRef] [PubMed]

73. Maurya, S.; Mary, B.; Jayandharan, G.R. Rational Engineering and Preclinical Evaluation of Neddylation and SUMOylation Site
Modified Adeno-Associated Virus Vectors in Murine Models of Hemophilia B and Leber Congenital Amaurosis. Hum. Gene Ther.
2019, 30, 1461–1476. [CrossRef] [PubMed]

74. Zhang, X.; Anthony, B.; Chai, Z.; Lee Dobbins, A.; Sutton, R.B.; Li, C. Membrane Fusion FerA Domains Enhance Adeno-Associated
Virus Vector Transduction. Biomaterials 2020, 241, 119906. [CrossRef]

75. Hiramoto, T.; Kashiwakura, Y.; Hayakawa, M.; Baatartsogt, N.; Kamoshita, N.; Abe, T.; Inaba, H.; Nishimasu, H.; Uosaki, H.;
Hanazono, Y.; et al. PAM-Flexible Cas9-Mediated Base Editing of a Hemophilia B Mutation in Induced Pluripotent Stem Cells.
Commun. Med. 2023, 3, 1–12. [CrossRef]

76. Anzalone, A.V.; Randolph, P.B.; Davis, J.R.; Sousa, A.A.; Koblan, L.W.; Levy, J.M.; Chen, P.J.; Wilson, C.; Newby, G.A.; Raguram, A.;
et al. Search-and-Replace Genome Editing without Double-Strand Breaks or Donor DNA. Nature 2019, 576, 149–157. [CrossRef]

77. Kanter, J.; Walters, M.C.; Krishnamurti, L.; Mapara, M.Y.; Kwiatkowski, J.L.; Rifkin-Zenenberg, S.; Aygun, B.; Kasow, K.A.;
Pierciey, F.J.; Bonner, M.; et al. Biologic and Clinical Efficacy of LentiGlobin for Sickle Cell Disease. N. Engl. J. Med. 2022, 386,
617–628. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1182/bloodadvances.2020004071
https://doi.org/10.3389/fimmu.2022.991832
https://doi.org/10.1016/j.omtm.2019.05.009
https://doi.org/10.3389/fimmu.2021.666666
https://www.ncbi.nlm.nih.gov/pubmed/33927727
https://doi.org/10.1002/advs.201902312
https://www.ncbi.nlm.nih.gov/pubmed/32195078
https://doi.org/10.3390/cells9071608
https://www.ncbi.nlm.nih.gov/pubmed/32630835
https://doi.org/10.1038/s41467-018-05477-x
https://www.ncbi.nlm.nih.gov/pubmed/30082838
https://doi.org/10.1038/nature24268
https://doi.org/10.1038/s41467-019-12449-2
https://doi.org/10.1016/j.ymthe.2017.09.021
https://doi.org/10.1016/j.omtm.2020.06.003
https://doi.org/10.1182/blood.2021011753
https://doi.org/10.1055/s-0039-1697658
https://doi.org/10.1021/acs.molpharmaceut.9b00959
https://www.ncbi.nlm.nih.gov/pubmed/31596095
https://doi.org/10.1089/hum.2019.164
https://www.ncbi.nlm.nih.gov/pubmed/31642343
https://doi.org/10.1016/j.biomaterials.2020.119906
https://doi.org/10.1038/s43856-023-00286-w
https://doi.org/10.1038/s41586-019-1711-4
https://doi.org/10.1056/NEJMoa2117175
https://www.ncbi.nlm.nih.gov/pubmed/34898139

	Introduction 
	Clinical Gene Therapy Studies 
	Hemophilia B Models 
	Genome-Editing Studies 
	Current Challenges and Limitations 
	Immune Response to Factor IX 
	AAV Immune Response 
	Disadvantages of AAV as a Delivery System 

	Future Prospects 
	Conclusions 
	References

