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ABSTRACT
Coronavirus disease 2019 (COVID-19) cases in China has grown rapidly after adjustment of the dynamic zero-COVID-19
strategy. However, how different vaccination states affect symptoms, severity and post COVID conditions was unclear.
Here, we used an online questionnaire to investigate the infection status of severe acute respiratory syndrome
coronavirus 2 (SARS-CoV-2) among 11,897 participants, with 55.55% positive and 28.42% negative. The common
COVID-19 symptoms were fatigue (73.31%), cough (70.02%), fever (65.25%) and overall soreness (58.64%); self-
reported asymptomatic infection accounted for 0.7% of participants. The persistent symptoms at 1 month after
infection included fatigue (48.7%), drowsiness (34.3%), cough (30.1%), decreased exercise ability (23.1%) and
pharyngeal discomfort (19.4%), which was reduced by more than 200% at 2 months. Participants with complications
such as chronic obstructive pulmonary disease, respiratory diseases, diabetes, hypertension, etc. have a higher
proportion of hospitalization and longer recovery time (p < = 0.01). Multiple vaccination statuses reduced
the infection (p < 0.001) and severity rates (p = 0.022) by varying degrees as well as reduced the risk of high fever
(>39.1 °C), chills, diarrhea and ageusia/anosmia, respectively (p < 0.05). Vaccination may enhance some upper
respiratory symptoms, including sore throat, nasal congestion and runny nose, respectively (p < 0.05). Participants
who had been vaccinated within 3 months were better protected by helping reduce their risk of overall soreness,
chills and ageusia/anosmia, respectively (p < 0.05). In conclusion, our work has updated the epidemic characteristics
of the breakthrough infection (BTI) wave after the dynamic zero-COVID-19 strategy, providing data and insights on
how different vaccination statuses affect COVID-19 symptoms and disease prognosis.
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1. Introduction

Over 693 millions of infected cases and approximately
6.9 million deaths, severe acute respiratory syndrome
coronavirus 2 (SARS-CoV-2) continues to challenge
and breakthrough host immunity in its unique muta-
tional way [1–3]. Since China adjusted its dynamic
zero-coronavirus disease 2019 (zero-COVID-19)
strategy in December 2022, the number of infections
in China has experienced grown rapidly [4–6]. Most
infected Chinese people complain that the symptoms
of COVID-19 are much more uncomfortable than
those of common viruses with colds, leading to wide-
spread panic. The widespread symptoms of torture
have raised concerns among infected individuals in
China about the previously reported contradictory

asymptomatic COVID-19 infection rate [7–11]. In
addition, many infected people personally realize
that mild symptoms are not actually easy and bearable.
Some explanations suggest that infection symptoms
are related to one’s infection period, virus variants
and immunity statuses [12–14].

The Chinese infection peak dominated by BF.7 and
BA.5.2 may provide a good research model for BTI
[15], because the vast majority of them have not
been infected before, with clean immune background.
Although there were reports on the symptoms after
infection with BF.7 or BA.5.2 [16,17], few were associ-
ated with symptoms and vaccination statuses. Thus,
the characteristics of BTI remain unclear, particularly
after the adjustment of the zero-COVID-19 strategy.

© 2023 The Author(s). Published by Informa UK Limited, trading as Taylor & Francis Group, on behalf of Shanghai Shangyixun Cultural Communication Co., Ltd
This is an Open Access article distributed under the terms of the Creative Commons Attribution-NonCommercial License (http://creativecommons.org/licenses/by-nc/4.0/), which
permits unrestricted non-commercial use, distribution, and reproduction in any medium, provided the original work is properly cited. The terms on which this article has been
published allow the posting of the Accepted Manuscript in a repository by the author(s) or with their consent.

CONTACT George F. Gao gaof@im.ac.cn CAS Key Laboratory of Pathogen Microbiology and Immunology, Institute of Microbiology, Chinese
Academy of Sciences (CAS), Beijing, 100101, People’s Republic of China International Institute of Vaccine Research and Innovation, University of Chinese
Academy of Sciences (UCAS), Beijing, 101408, People’s Republic of China
*Contributed equally.

Supplemental data for this article can be accessed online at https://doi.org/10.1080/22221751.2023.2258232.

Emerging Microbes & Infections
2023, VOL. 12, 2258232 (14 pages)
https://doi.org/10.1080/22221751.2023.2258232

http://crossmark.crossref.org/dialog/?doi=10.1080/22221751.2023.2258232&domain=pdf&date_stamp=2023-09-16
http://creativecommons.org/licenses/by-nc/4.0/
mailto:gaof@im.ac.cn
https://doi.org/10.1080/22221751.2023.2258232
http://www.iom3.org/
http://www.tandfonline.com


Moreover, the symptoms and severity of people with
different vaccine immunity statuses and the specific
impact on human life safety need to be investigated.

Driving factors for the adjustment of domestic epi-
demic strategies comprise 1) the immune barrier
against SARS-CoV-2 established by universal vacci-
nation and 2) variants with gradually weakened patho-
genicity [6,18]. Nonetheless, the performance of the
protective barrier established by previous vaccinations
remains to be supported by real-world data in the
widespread BTI following the implementation of the
zero-COVID-19 strategy. On the one hand, the vacci-
nation times of infected people are highly hetero-
geneous and their vaccinations’ protective effects
against SARS-CoV-2 may differ; these factors may
lead to asynchronous symptoms and varying severity
[19]. On the other hand, the association between
different vaccination statuses and acute symptoms
after infection needs further investigation. Impor-
tantly, the proportion and patterns of persistent
post-COVID-19 conditions (long COVID) after BTI
caused by new SARS-CoV-2 sub-variants also require
investigation and evaluation. It has been reported that
long COVID caused by Omicron variant is character-
ized by cardiovascular system, respiratory system, ner-
vous system and so on [20–22] reported that the main
long-term symptoms after BA.2 BTI were neuropsy-
chiatric problems, such as pain, fatigue and sleep
difficulties [22]. In addition, some residents have
received a 4th or even 5th vaccine dose as a booster
shot prior to infection. Whether these booster shots
offer better protection is worth investigating epide-
miologically, which will inform subsequent scientific
prevention and control measures and vaccination
management protocols.

Here, we conducted a survey on SARS-CoV-2
infection soon after the adjustment of China’s
dynamic zero-COVID-19 strategy. Our goal was to
characterize the relationship among different vacci-
nation statuses and infection rates, improvement
rates, acute symptoms and post-infection symptoms.

2. Methods

2.1. Research objective

An online questionnaire survey was conducted in all
provinces of China from January 22 to February 21,
2023. The respondent voluntarily filled out the “Ques-
tionnaire on SARS-CoV-2 infection among Chinese
residents.” At the end of the survey, 12,806 question-
naires were collected. We filtered out potential dupli-
cate samples according to IP address, sex, age.
Abnormal questionnaires were also filtered according
to the notes and the completion times of SARS-CoV-
2–negative and SARS-CoV-2–positive personnel. A
small number of participants who were located

abroad, infected too early (before 2022) or could not
determine their own infection status were also filtered
out. Finally, a total of 909 samples were filtered and
11,897 samples were included in the subsequent analy-
sis. All participants voluntarily participated in the
online survey and gave their informed consent. This
study was approved by the Institute of Microbiology,
Chinese Academy of Sciences of Research Ethics
Committee (No.: APIMCAS2023006-1)

2.2. Research methods

The questionnaire survey included the following ques-
tions: location, sex, age, number of vaccinations,
SARS-CoV-2 infection status, underlying medical
conditions, smoking and drinking habits, etc. (Table
S1). SARS-CoV-2–positive participants were further
asked about the date of infection, infection symptoms,
timing of significant symptom improvement, medical
treatments and family vaccination history and symp-
tom similarity. According to the date of infection in
the positive participants, the symptoms at 1–4 months
after infection were collected. All participants can fill
in basic information such as age, region, gender, vac-
cination history and underlying disease. In order to
exclude the impact of SARS-CoV-2 negative and
uncertain infection status on symptom statistics, we
have set question associations and jumps to ensure
that only participants with nucleic acid and/or antigen
confirmed SARS-CoV-2 positive can fill in infection
symptom related questions. As of the end of question-
naire collection, due to the small number of partici-
pants who had been infected for more than 4
months, this data was not included in the analysis
results. The “Questionnaire Star” platform (https://
www.wjx.cn) was used to distribute the questionnaire
links. The survey platform automatically recorded the
IP address (city) and completion times of the respon-
dents when they submitted their information.

2.3. Statistical analysis

R software (Version 4) was used for data quality con-
trol and statistical analysis. Logistic regression analysis
was used to calculate the contribution or impact of
each grouping factor on prognosis compared to the
reference group (odds ratio: OR). Compared with
reference factors, the larger the OR value, the greater
the impact and contribution of grouping factors and
the stronger the correlation between grouping factors
and prognosis results. OR = 1 means that there is no
correlation between grouping factors and disease
prognosis. OR > 1 indicates a positive correlation
between grouping factors and disease prognosis. OR
< 1 means that grouping factors are negatively corre-
lated with infection or symptoms (protective factors).
The chi-square (χ2) test was used to calculate the
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significance of the frequency differences between the
groups and p-values≤ 0.05 were considered statisti-
cally significant.

3 Results

3.1. Baseline characteristics of participants

The survey included 11,897 participants from seven
regions across China (p < 0.001) (Table 1 and Figure
1A). A total of 6728 (55.55%) participants reported
positive results for SARS-CoV-2 antigen and/or
nucleic acid tests and 1788 (15.03%) were self-sus-
pected to be positive (Table 1 and Figure S1A). This
was consistent with the public statistical data that
positive rate of SARS-CoV-2 between about 3%
−60% from December 9, 2022 to February 25, 2023
and reached its peak around December 25 (https://
www.chinacdc.cn/jkzt/crb/zl/szkb_11803/jszl_13141/).
The proportion of female participants was

significantly higher than that of male participants
(7074 versus 4823, p < 0.001) (Table 1 and Figure
S1B). Participants were mainly between 18 and 29
years old, 30–39 years old and 40–49 years old, with
significant differences in age (p < 0.001) (Table 1 and
Figure S1C). Among the participants, 8479 were vacci-
nated with 3 doses of the COVID-19 vaccine, 2111
were vaccinated with 2 doses, 749 were vaccinated
with 4 doses and only 350 were unvaccinated (Figure
S1D), indicating that most of the participants had an
immunity status established by the vaccine. The over-
all smoking rate in the SARS-CoV-2–positive group
was only less than 1% higher than that in the SARS-
CoV-2–negative group (Table 1 and Figure S1E) indi-
cating a slight association between smoking and
SARS-CoV-2 infection. An association between drink-
ing and SARS-CoV-2 infection was observed, as the
proportion of non-drinkers in the SARS-CoV-2–nega-
tive group was higher than that in the SARS-CoV-2–
positive group (53.18% vs. 47.9%) (p < 0.001)

Table 1. Baseline characteristics of the questionnaire participants.
Baseline category SARS-CoV-2–negative SARS-CoV-2–positive Suspected positive p-value

Region
East China 781 (23.1%) 1953 (29.03%) 318 (17.79%) p < 0.001
South China 267 (7.9%) 461 (6.85%) 120 (6.71%)
Central China 1279 (37.83%) 1864 (27.71%) 852 (47.65%)
North China 608 (17.98%) 1565 (23.26%) 252 (14.09%)
Northeast China 61 (1.8%) 169 (2.51%) 36 (2.01%)
Northwest China 120 (3.55%) 283 (4.21%) 77 (4.31%)
Southwest China 265 (7.84%) 433 (6.44%) 133 (7.44%)
Sex
Male 1486 (43.95%) 2736 (40.67%) 601 (33.61%) p < 0.001
Female 1895 (56.05%) 3992 (59.33%) 1187 (66.39%)
Age
Under 18 years 53 (1.57%) 58 (0.86%) 23 (1.29%) p < 0.001
18–29 years 1878 (55.55%) 2899 (43.09%) 1161 (64.93%)
30–39 years 398 (11.77%) 1162 (17.27%) 145 (8.11%)
40–49 years 338 (10%) 1099 (16.33%) 161 (9%)
50–59 years 343 (10.14%) 839 (12.47%) 153 (8.56%)
60–69 years 259 (7.66%) 491 (7.3%) 94 (5.26%)
70–80 years 82 (2.43%) 142 (2.11%) 44 (2.46%)
Over 80 years 30 (0.89%) 38 (0.56%) 7 (0.39%)
Smoking
Non-smoker 3037 (89.83%) 6147 (91.36%) 1677 (93.79%) p < 0.001
1–5 cigarettes every month 41 (1.21%) 120 (1.78%) 17 (0.95%)
1–5 cigarettes per day 63 (1.86%) 134 (1.99%) 23 (1.29%)
6–10 cigarettes per day 64 (1.89%) 130 (1.93%) 29 (1.62%)
11–20 cigarettes per day 112 (3.31%) 134 (1.99%) 22 (1.23%)
More than cigarettes 20 per day 64 (1.89%) 63 (0.94%) 20 (1.12%)
Drinking
Non-drinker 1798 (53.18%) 3223 (47.9%) 1007 (56.32%) p < 0.001
1–3 times a year 1021 (30.2%) 2175 (32.33%) 560 (31.32%)
1–3 times a month 363 (10.74%) 925 (13.75%) 156 (8.72%)
1–3 times a week 144 (4.26%) 338 (5.02%) 38 (2.13%)
Once a day or more 55 (1.63%) 67 (1%) 27 (1.51%)
Medical condition
Chronic obstructive pulmonary disease 18 (0.53%) 46 (0.68%) 14 (0.78%) 0.518
Emphysema 7 (0.21%) 33 (0.49%) 10 (0.56%) 0.071
Respiratory diseases (asthma, chronic bronchitis, etc.) 93 (2.75%) 304 (4.52%) 72 (4.03%) p < 0.001
Diabetes 87 (2.57%) 207 (3.08%) 47 (2.63%) 0.29
Hypertension 235 (6.95%) 576 (8.56%) 103 (5.76%) p < 0.001
Cardio-cerebrovascular disease 67 (1.98%) 164 (2.44%) 34 (1.9%) 0.205
Chronic nephrosis 12 (0.35%) 37 (0.55%) 8 (0.45%) 0.399
Chronic liver disease 23 (0.68%) 47 (0.7%) 11 (0.62%) 0.93
Pregnancy 13 (0.38%) 70 (1.04%) 1 (0.06%) p < 0.001
Malignant tumor in treatment 8 (0.24%) 18 (0.27%) 2 (0.11%) 0.483
Malignant tumor after treatment 22 (0.65%) 69 (1.03%) 12 (0.67%) 0.1
Benign tumor 17 (0.5%) 57 (0.85%) 15 (0.84%) 0.147
Autoimmune disease 46 (1.36%) 113 (1.68%) 19 (1.06%) 0.12
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(Table 1 and Figure S1F). Finally, the common under-
lying medical conditions of the participants mainly
included hypertension and diabetes (Table 1). The
SARS-CoV-2–positive participants have a higher pro-
portion of respiratory diseases (asthma, chronic bron-
chitis, etc.), hypertension and pregnancy (p < 0.001)
(Table 1).

Furthermore, we compared the impact of different
comorbidities on the prognosis of COVID-19 partici-
pants. The statistical results showed that multiple

comorbidities were significantly associated with the
severity of COVID-19 (Table S2, p < 0.001), including
chronic obstructive pulmonary disease (1.05% versus
8.7%), respiratory diseases (1% versus 3.44%), diabetes
(1% versus 4.46%), hypertension (0.79% versus
4.46%), cardio-cerebrovascular disease (0.79% versus
13.75%). In addition, the statistical results also showed
that comorbidities had significantly delayed improve-
ment time in symptoms, such as chronic obstructive
pulmonary disease, respiratory diseases, hypertension,

Figure 1. Symptom distribution of positive participants. A: Map showing the provincial distribution of the participants in China.
The top five provinces with the most participants were Hubei, Beijing, Anhui, Shanxi and Guangdong. B: Diagram showing the
proportion of hospitalizations (severe COVID-19) of infected participants. C: Diagram showing the timing of when participants’
symptoms improved significantly. D: Diagram illustrating the proportion of infected individuals reporting similarities in symptoms
and vaccination status with at least one family member, indicating the potential role of close family contact in contributing to the
spread of the virus. E: Bar chart showing the symptom frequencies of infected subjects. F: Word frequency map showing the other
symptoms most commonly reported by the infected participants. The data comes from symptom frequency statistics filled out by
participants themselves. When participants feel that the symptom options in the questionnaire do not match their own situation,
they can choose other options and supplement their own symptoms. G: Bar chart showing participants’ symptom frequencies at
1–3 months.
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cardio-cerebrovascular disease, chronic nephrosis,
tumor and autoimmune (Table S3, p < = 0.01). Par-
ticipants with these comorbidities had a lower pro-
portion of significant improvement in symptoms
within a week (Table S3). These data suggest that
COVID-19 patients with comorbidities may need
more recovery time and medical monitoring.

3.2. Common symptoms and persistent
symptoms of SARS-CoV-2–positive participants

A total of 6728 participants tested positive for SARS-
CoV-2, of whom 98.47% were infected after October
2022 (Figure S1G) and 73 people required hospitaliz-
ation (1.1%), while the rest were considered to have
mild symptoms (Figure 1B). After infection, about
83% of participants reported significant symptom
improvement within 1 week and about 6% improved
significantly after more than two weeks (Figure 1C).
Interestingly, about 78% reported that at least one
family member had a vaccination status and symp-
toms that were similar to their own (Figure 1D), indi-
cating a high incidence of contact infection among
family members.

The most common infectious symptoms among
COVID-19 participants were fatigue (73.31%), cough
(70.02%), fever (65.25%), overall soreness (58.64%),
headache/dizziness (57.61%), sore throat (52.53%),
expectoration (44.68%), nasal congestion (42.91%),
chills (38.87%), runny nose (38.83%), ageusia/anosmia
(34.77%) and high fever > 39.1 °C (34.48%) (Figure
1E). Uncommon symptoms included conjunctivitis
(2.18%) and abdominal pain (3.64%) (Figure 1E). In
addition, the other commonly self-reported symptoms
were mainly lumbago and insomnia (Figure 1F). It is
worth noting that only 0.7% of the positive partici-
pants self-reported themselves as asymptomatically
infected, (Figure 1E); however, this proportion may
have been an underestimate due to low-frequency test-
ing of asymptomatic individuals.

Next, we analyzed the symptoms of positive partici-
pants during the 1–3-month period after infection to
assess persistent symptoms (medium and long-term
symptoms). The results showed that many partici-
pants reported the following symptoms one month
after infection: fatigue (48.7%), drowsiness (34.3%),
cough (30.1%), decreased exercise ability (23.1%),
pharyngeal discomfort (19.4%), sleep disorders
(14%), headache/dizziness (11.8%), arrhythmia/palpi-
tation (10.4%) and so on (Figure 1G). Notably, most
long-term symptoms were significantly reduced by
more than 200% within 2 months after infection, leav-
ing only a higher proportion of fatigue (17.7%) and
drowsiness (12.6%) (Figure 1F). By 3 months post-
infection, the proportion of fatigue (7%) and drowsi-
ness (5%) symptoms further decreased to less than
10% or 5%, respectively (Figure 1G). The data

illustrates the prevalence of long COVID triggered
by SARS-CoV-2 infection, with many people requir-
ing 1–2 months to recover and a small portion requir-
ing more time for full recovery.

3.3. Effect of vaccine dose on breakthrough
infection

We analyzed the relationship between vaccine doses
and infection rates, the time of significant symptom
improvement and disease severity. Significant differ-
ences between these factors (p < 0.001, p < 0.001, p
= 0.006) were observed (Figure 2A–C). Among
these, the positive rate of SARS-CoV-2 in participants
with one vaccine dose was comparable to that in
unvaccinated participants; however, the positive rate
of participants with 2–3 doses was reduced (p <
0.001) (Figure 2A). Notably, the positive rate of
SARS-CoV-2 was the lowest in participants vacci-
nated with 4–5 doses (Figure 2A). Participants who
received 1–5 doses of vaccine had a higher proportion
of significant improvement in symptoms within 1
week than unvaccinated ones who had a higher pro-
portion of improvement for more than 2 weeks and
had not improved (p < 0.001) (Figure 2B). This indi-
cates that vaccination accelerates the improvement of
COVID-19 symptoms by varying degrees. Finally, the
results showed that unvaccinated participants had a
higher proportion of hospitalizations (p = 0.006)
(Figure 2C).

In subsequent analyses, we employed multivariate
logistic regression to assess the relationship between
vaccination doses and infection symptoms. After
adjusting for age, sex, medical condition, smoking
and drinking habits, region and recent date of vacci-
nation, the results showed that different vaccine
doses were associated with different symptoms.
Specifically, compared to unvaccinated status, 2–3
doses of vaccine significantly reduced the occurrence
of palpitations (OR = 0.46 p = 0.007 and OR = 0.471
p = 0.012) (Figure 2D). Additionally, the OR of diar-
rhea in the 4-dose vaccine group was significantly
reduced (OR = 0.543, p = 0.02) and the 2-dose vaccine
group had a significantly reduced proportion of chills
(OR = 0.605 p = 0.021) (Figure 2D). Moreover, 4–5
doses of vaccine significantly decreased the incidence
of high fever (>39.1 °C; OR = 0.635 p = 0.026; OR =
0.078 p = 0.014) (Figure 2D). However, vaccination
also increased the ORs of some symptoms. For
example, the OR for sore throat in participants who
received 1–5 doses of vaccine was significantly high
(OR = 2.027, OR = 2.002, OR = 2.103, OR = 2.775,
OR = 4.323, respectively; p < 0.05) and the ORs of
nasal congestion (OR = 1.563, OR = 1.972, OR =
2.566, respectively; p < 0.05) and cough (OR = 1.566,
OR = 1.971, OR = 1.94, respectively; p < 0.05) in the
2–4-dose group were significantly increased (Figure
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Figure 2. Breakthrough infections in participants with different vaccine doses. A: Stacked bar chart showing the proportion of
SARS-CoV-2–positive participants in the unvaccinated group and different vaccine dose groups. B: Stacked bar chart showing
the proportion of participants demonstrating significant symptom improvement within one week in the unvaccinated group
and the different vaccine dose groups. C: Stacked bar chart showing the proportion of hospitalized participants in the unvacci-
nated group and the different vaccine dose groups. D: Forest plot showing the effects of different vaccine doses on symptom
frequencies. Unvaccinated participants were used as control variables. OR > 1 represents an increased risk of symptoms, OR <
1 represents a reduced risk of symptoms, which is a potential protective factor and OR = 1 represents no correlation with
symptoms.
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2D). In addition, in participants who received 3–4
doses of vaccine, the ORs of runny nose (OR = 1.74,
p = 0.013, OR = 2.208, p < 0.001) and expectoration
(OR = 1.555, p = 0.034) were significantly increased
in participants (Figure 2D).

3.4. Impact of recent date of vaccination on
breakthrough infection

We analyzed the relationship between the recent date
of vaccination of the participants and their infection
rates, as well as their symptom improvement time
and symptom severity data. The results showed that
the longer the time since vaccination, the higher the
infection rate (p < 0.001). Participants who had been
vaccinated within 3 months had the lowest positive
rate of SARS-CoV-2 (Figure 3A). No overall signifi-
cant difference in the time of significant symptom
improvement between the different groups based on
their recent vaccination times (p = 0.094) was
observed; however, it was still observed that a higher
proportion of participants who had been vaccinated
over 6 months prior required over 2 weeks to alleviate
their symptoms (Figure 3B). No overall significant
difference in the proportion of severe cases among
the different groups based on their recent vaccination
timings (p = 0.257) was observed (Figure 3C), which
may be due to the limited number of severe cases in
the dataset.

We used multivariate logistic regression to adjust
for vaccine doses and other factors to assess the
relationship between vaccination time and symptoms.
The results showed that in participants who had been
vaccinated over 12 months previously, compared with
participants who had been vaccinated within 3
months, the ORs of various symptoms increased sig-
nificantly, including palpitation (OR = 1.83, p =
0.009), ageusia/anosmia (OR = 1.38, p = 0.044), chills
(OR = 1.407, p = 0.028) and overall soreness (OR =
1.353, p = 0.04) (Figure 3D).

3.5. Effects of different COVID-19 vaccination
statuses on infection

We found that there were significant overall differ-
ences in infection rates among groups with different
vaccination combinations and unvaccinated groups
(p < 0.001) (Figure 4A). In detail, compared to unvac-
cinated participants, individuals who received a 3-dose
protein subunit vaccine or a combination of a 2-dose
inactivated vaccine and 1 protein subunit vaccine
had a lower infection rate compared to unvaccinated
participants. Importantly, the infection rate was lowest
among participants who received 4-dose COVID-19
vaccinations (4-dose protein subunit vaccines or 3-
dose inactivated + 1 protein subunit vaccines or 3-
dose inactivated + 1-adenovirus-vectored vaccine)

(Figure 4A). Overall, significant differences in the
improvement time between participants with different
vaccine combinations and unvaccinated participants
were observed (p < 0.001) (Figure 4B). For instance,
the proportion of participants who received more
than 2 doses of vaccines and those who improved
within 1 week was higher than that of unvaccinated
participants. In contrast, the proportion of slow
improvement (persistent symptoms for more than 2
weeks or no improvement) was higher in the unvacci-
nated group (Figure 4B). Participants vaccinated with
2 doses of adenovirus-vectored vaccines had the high-
est proportion of rapid improvement within 3 days
(Figure 4B).

We found that participant vaccination status was
significantly associated with COVID-19 severity (p =
0.022) (Figure 4C), as the unvaccinated population
had a higher proportion of hospitalizations. Next,
after adjusting for multiple covariate factors and
recent vaccination timing, the correlation between
vaccination status and symptoms was revealed (Figure
4D and Figure S2). The results showed that compared
with being unvaccinated, the combination of 2 or
more doses of vaccine reduced the OR of high fever
(>39.1 °C) (OR < 1, p < 0.25), especially in the 3-inac-
tivated + 1 protein subunit vaccine group (OR =
0.428, p = 0.01) (Figure 4D). In addition, receipt of
3-inactivated + 1 adenovirus-vectored vaccines signifi-
cantly reduced the OR of overall soreness (OR = 0.463,
p = 0.006) and ageusia/anosmia (OR = 0.46, p = 0.024),
which was also significantly negatively correlated with
two-shot adenovirus-vectored vaccines (OR = 0.279, p
= 0.006) (Figure 4D). The results also demonstrated
that multiple vaccine combinations reduced the OR
of palpitation overall, including 1-shot inactivated
vaccines (OR = 0.41, p = 0.049), 2-shot inactivated vac-
cines (OR = 0.443, p = 0.018), 2-shot adenovirus-vec-
tored vaccines (OR = 0.293, p = 0.036) and 3-shot
inactivated vaccines (OR = 0.422, p = 0.01) (Figure
4D).

Different vaccine combinations were also posi-
tively correlated with certain symptoms. Among
these, the risk of sore throat in participants with
different vaccine combinations was significantly
higher than that in unvaccinated participants (OR
> 1.5, p < 0.05). At the same time, some vaccine com-
binations increased the risk of nasal congestion,
runny nose, cough and expectoration (OR > 1, p <
0.05), such as 3-inactivated vaccines, 2-inactivated
+ 1 protein subunit vaccines and 3-inactivated + 1
protein subunit vaccines (Figure 4D). The results
also demonstrated that participants who received 4
shots of inactivated vaccines had higher ORs for
nausea (OR = 2.941, p < 0.012) and shortness of
breath (OR = 2.156, p = 0.026) (Figure 4D). Interest-
ingly, these symptoms appear to be primarily upper
respiratory symptoms.
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3.6. Association between different vaccination
statuses and medium- to long COVID-19
symptoms

We calculated the relationship between different vac-
cination statuses and medium- to long-term symp-
toms after infection. The results showed that 2-shot
adenovirus-vectored vaccines significantly reduced
the OR of fatigue 1 month after infection (OR =

0.418, p = 0.027). In addition, 2-shot inactivated vac-
cines (OR = 0.42, p = 0.024), 2-shot adenovirus-vec-
tored vaccines (OR = 0.185, p = 0.039), 2-inactivated
+ 1 protein subunit vaccines (OR = 0.338, p = 0.034)
and 3-inactivated + 1 adenovirus-vectored vaccines
(OR = 0.2, p = 0.033) led to significantly reduced head-
ache/dizziness symptoms 1 month after infection
(Figure 5A and Figure S3). In addition, 2-shot

Figure 3. Vaccination timing is associated with breakthrough infection. A: Stacked bar chart showing the proportion of SARS-CoV-
2–positive cases among the different vaccination timing groups. B: Stacked bar chart showing the timing of significant improve-
ment of symptoms in the different vaccination timing groups. C: Stacked bar chart showing the proportion of hospitalization
among the different vaccination timing groups. D: Forest plot showing the effect of vaccination timing on the prevalence of
COVID-19 symptoms across different groups. The group of participants who received vaccinations within 3 months served as
the control group in this analysis. OR > 1 represents an increased odds ratio of symptoms, OR < 1 represents a reduced risk of
symptoms, which is a potential protective factor, and OR = 1 represents no correlation with symptoms.
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inactivated vaccines (OR = 0.463, p = 0.037), 2-shot
adenovirus-vectored vaccines (OR = 0.17, p = 0.028)
and 3-shot inactivated vaccines (OR = 0.435, p =
0.019) significantly reduced the OR of arrhythmia/pal-
pitation at 1 month (Figure 5A). In contrast, we found
that 3-inactivated + 1 protein subunit vaccines

increased the OR of chest pain symptoms at 1
month (OR = 4.681, p = 0.021). Further results showed
that 1-shot inactivated vaccines, 2-shot adenovirus-
vectored vaccines and 3-shot protein subunit vaccines
significantly reduced the risk of fatigue at 2 months
(OR < 0.5, p < 0.05) and 1-shot inactivated vaccines

Figure 4. Correlation between vaccination status and breakthrough infection. A: Stacked bar chart showing the proportion of
SARS-CoV-2–positive cases in the unvaccinated group and among the different vaccination status groups. B: Stacked bar chart
showing the proportion of time for significant improvement of symptoms in both the unvaccinated group and in groups with
different vaccination statuses. C: Stacked bar chart showing the proportion of hospitalizations in the unvaccinated group and
the different vaccination status groups. D: Forest plot showing the effects of different vaccination statuses on different symptoms
compared to unvaccinated individuals, who were used as controls. OR > 1 represents an increased risk (odds ratio) of symptoms,
OR < 1 represents a reduced risk of symptoms, which is a potential protective factor, and OR = 1 represents no association with
symptoms. Only results with p < 0.25 are shown in the figure, complete results and significance are shown in Figures S2.
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Figure 5. Effect of vaccination background and vaccination time on medium- to long-term symptoms. A: Forest plot showing the
effects of unvaccinated status and different vaccine combinations on symptoms at 1 month. B: Forest plot showing the effects of
unvaccinated status and different vaccine combinations on symptoms at 2 months. C–E: Forest plot showing the effects of differ-
ent vaccination timings on symptoms at 1–3 months. Those with vaccine combinations were compared to unvaccinated subjects.
The recent vaccination time was compared with vaccination within 3 months. OR > 1 represents an increased risk of symptoms,
OR < 1 represents a reduced risk of symptoms, which is a potential protective factor, and OR = 1 represents no association with
symptoms. Only results with p < 0.05 are shown in the figure, complete results and significance are shown in Figures S3–S6.
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and 2-shot adenovirus-vectored vaccines significantly
reduced drowsiness (OR < 0.5, p < 0.05) (Figure 5B
and Figure S3). Furthermore, participants that
received 4-shot inactivated vaccines had a significant
risk of ageusia/anosmia 2 months after infection
(OR = 6.92, p = 0.014).

Overall, symptoms tended to be reduced within 1–2
months after infection. In addition, there was no sig-
nificant relationship between symptoms and vaccine
status at 3 months (Figure S4). The effect of vacci-
nation time on medium and long-term symptoms
was also analyzed (Figure S5–S6). The results showed
that compared with recent vaccination timings within
3 months, participants whose last vaccination shot was
7–12 months prior had a significantly higher risk of
headache/dizziness (OR = 1.7, p = 0.037), cough (OR
= 1.416, p = 0.041), anxiety (OR = 2.648, p = 0.015)
and sleep disorders (OR = 1.723, p = 0.022) 1 month
after infection (Figure 5C and Figure S5). Addition-
ally, participants vaccinated over 12 months pre-
viously had a significantly increased risk of cough
(OR = 1.432, p = 0.031), anxiety (OR = 2.843, p =
0.009) and sleep disorders (OR = 1.796, p = 0.012) 1
month after infection (Figure 5C) and the same was
true for anxiety (OR = 2.77, p = 0.017) in those vacci-
nated 3–6 months prior. Further results showed that
COVID-19 positive participants vaccinated 7–12
months prior and greater than 12 months prior had
a significantly increased risk of fatigue and drowsiness
(OR > 1, p < 0.05) at 2 months and these symptoms
persisted until 3 months after infection (Figure 5D–
E and Figure S6). Taken together, these results suggest
that the interval between one’s most recent vaccine
dose and the time of infection may contribute to the
persistence of symptoms (long COVID).

4. Discussion

Extensive SARS-CoV-2 infections in China mainly
occurred after the adjustment of the dynamic zero-
COVID-19 strategy. Previous studies reported that
the immune barrier established by COVID-19 vacci-
nation reduces the proportion of severe cases [23–
25] and even the positive rate of SARS-CoV-2 to a cer-
tain extent [26,27], while the evolution of the virus
into new variants rarely causes lower respiratory
symptoms [7,8]. Nevertheless, during the most recent
infection wave in China, the rapid spread of infection
has caused panic in the public and led to an excessive
strain on medical resources. As a result, reevaluating
whether the epidemiological characteristics of
COVID-19 after the adjustment of the dynamic
zero-COVID-19 strategy are the same as those
observed previously is crucial. Currently, a large pro-
portion of residents in China have been vaccinated
with inactivated vaccines and some have been vacci-
nated with adenovirus-vectored vaccines and/or

protein subunit vaccines. Prior to this, there was also
heterogeneity in the time and frequency of vaccination
in the Chinese population. Studies on the relationship
between different vaccination statuses and BTI in the
real world after the zero-COVID-19 strategy are still
lacking.

This study determined a key correlation between
vaccination statuses, BTI symptoms and symptom
persistence. Following our statistical analysis, only
1.1% of the positive participants reported that they
required hospitalization (Figure 1), which was a sig-
nificant reduction from the proportion of severe
cases in the early stages of COVID-19 [28,29]. Con-
sistent with previous reports, comorbidities related
to COVID-19 severity include hypertension, diabetes,
chronic obstructive pulmonary disease, respiratory
diseases, cardiovascular disease and tumors, etc.
(Table S2) [22,30]. The proportion of self-reported
asymptomatic participants in positive participants
was only 0.7%, which was significantly lower than pre-
vious reports [7–11]. We speculate that this pro-
portion may be underestimated as it is not directly a
statistical result of detecting SARS-CoV-2 in healthy
individuals and the detection rate is usually lower in
asymptomatic infected individuals [7–11]. In addition,
questionnaire participants may be vulnerable to
psychological and environmental influences when
choosing certain symptoms, such as fatigue and drow-
siness. Although about 83% of participants with BTI
exhibit significant improvements in their symptoms
within a week, a large proportion of subjects still
have a variety of medium and long-term symptoms
at 1–2 months, especially fatigue, drowsiness, cough,
decreased exercise ability, pharyngeal discomfort,
sleep disorders and headache/dizziness (Figure 1).
These medium to long-term symptoms are basically
consistent with the previously reported high frequency
of long COVID symptoms [22], but the proportion of
persistent symptoms caused by BA. 5 and BF. 7 is
lower than that caused by previous variants, ranging
from 8.89% to 20% three months after infection [31–
33]. Overall, complete physical recovery still takes
longer than expected, which is significantly different
from the time required to recuperate from the com-
mon viral cold [34]. Symptom recovery after SARS-
CoV-2 infection and its mechanism requires further
study and this research may provide insights into
social life and work management strategies to promote
more humane care and sick leave procedures after
infection.

Our data support some hypothesized conclusions,
including that vaccination can significantly reduce
the positive rate of SARS-CoV-2, the proportion of
severe cases and the time to significant symptom
improvement and these protective effects are
enhanced when the number of vaccine doses increases
[35,36]. In general, our data show that four or five
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vaccine doses exhibit the best protective effects.
Although the sample size for this analysis was small,
it may provide evidence to support subsequent booster
vaccines, particularly for elderly and immunocompro-
mised individuals. In addition, our results showed that
different vaccine doses and vaccine combinations
could significantly reduce the risk of extreme fever
(>39.1 °C), chills, diarrhea, ageusia/anosmia and
other symptoms (Figures 2 and 4). On the other
hand, vaccination may increase the frequency of
symptoms such as sore throat, nasal congestion,
runny nose and expectoration (Figures 2 and 4). It is
noteworthy that these increased symptoms were
mainly discomforts of the nasal cavity and throat,
which are parts of the upper respiratory tract, while
the reduced symptoms were mainly lower respiratory
symptoms or other symptoms (such as extreme high
fever and palpitation). We speculate that increased
upper respiratory symptoms may be necessary to acti-
vate respiratory immunity to eliminate the virus.
Overall, our results also supported the fact that differ-
ent vaccination combinations significantly reduced
mid- and long-term symptoms such as fatigue, drow-
siness and headache (Figure 5).

In addition to vaccination doses and vaccine com-
binations, our findings suggest that the interval
between one’s recent vaccine shot and BTI contributes
to the mitigation of COVID-19. This is evidenced by
the fact that the group of participants who were vacci-
nated within 3 months had a lower positive rate than
the group vaccinated 7–12 months prior and the time
to improvement in the former group was also shorter
(Figure 3). In addition, participants who had been vac-
cinated for 3 months before infection also had a sig-
nificantly lower risk of overall soreness, chills and
ageusia/anosmia (Figure 3), as well as long-term
symptoms including fatigue, drowsiness, headache,
cough, anxiety and sleep disorders at 1–3 months
(Figure 5). These results indicate that timely booster
shots may reduce the disease severity and duration
of symptoms.

Overall, this study offers important insights and
data regarding the relationship between vaccination
statuses and BTI after zero-COVID-19 strategy.
Nevertheless, this research has several limitations.
First, our questionnaire survey focused on the infec-
tion wave after China’s dynamic zero-COVID-19
strategy adjustment and the conclusion was mainly
aimed at the prevailing BA.5 and BF.7. Second, the
effectiveness of the information in online survey
depends on the participants’ self-perception, so some
participants may have some deviations in symptom
recall and we cannot give a real clinical objective
assessment. Third, a large number of participants
were mainly vaccinated with inactivated vaccines,
while the population samples vaccinated with protein
subunit vaccine, adenovirus-vectored vaccine and

mixed vaccination were limited. Fourth, although
our survey covered the whole China to assess BTI
across the country, the number of participants in
different provinces was not balanced. Fifth, the inves-
tigation timing was not long enough to assess long
COVID longer than three months, six months or
even more post infection. In the future, we hope that
more diverse samples and more comprehensive and
systematic investigations using more diverse samples
will be carried out to gain a better understanding of
the relationship between COVID-19 vaccination and
SARS-CoV-2 BTI.
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