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The activities of six new fluoroquinolones (moxifloxacin, grepafloxacin, gatifloxacin, trovafloxacin, clinaflox-
acin, and levofloxacin) compared with those of sparfloxacin and ciprofloxacin with or without reserpine (20 pg/
ml) were determined for 19 Streptococcus pneumoniae isolates, 5 Haemophilus sp. isolates, and 10 Pseudomonas
aeruginosa isolates with decreased susceptibility to ciprofloxacin from patients with clinically confirmed lower
respiratory tract infections. Based upon the MICs at which 50% of isolates were inhibited (MIC;,s) and MIC,,s, the
most active agent was clinafloxacin, followed by (in order of decreasing activity) trovafloxacin, moxifloxacin,
gatifloxacin, sparfloxacin, and grepafloxacin. Except for clinafloxacin (and gatifloxacin and trovafloxacin for
H. influenzae), none of the new agents had improved activities compared with that of ciprofloxacin for P. aeru-
ginosa and H. influenzae. A variable reserpine effect was observed for ciprofloxacin and S. prneumoniae; however,
for 9 of 19 (47%) isolates the MIC of ciprofloxacin was decreased by at least fourfold, suggesting the presence
of an efflux pump contributing to the resistance phenotype. The laboratory parC (Ser79) mutant strain of S. pneu-
moniae required eightfold more ciprofloxacin for inhibition than the wild-type strain, but there was no change
in the MIC of sparfloxacin and only a 1-dilution increase in the MICs of the other agents. For eflux pump mutant
S. pneumoniae the activities of all the newer agents, except for levofloxacin, were reduced. Except for clinafloxacin,

all second-step laboratory mutants required at least 2 pg of all fluoroquinolones per ml for inhibition.

Infections of the lower respiratory tract continue to be a sig-
nificant cause of morbidity and mortality, particularly in pa-
tients with underlying lung disease (24). Increasingly, fluoro-
quinolones are seen as drugs of choice for such infections,
and there has been rapid development of new agents with im-
proved in vitro activities against gram-positive bacteria, includ-
ing pneumococci, compared to older agents such as ciproflox-
acin. Clinafloxacin (CI-960, AM-1091, PD127391), gatifloxacin
(AM-1155), grepafloxacin (OPC 17116), moxifloxacin (BAY
12-8039), and trovafloxacin (CP 99,219) all have excellent in
vitro activities for pathogens that cause community-acquired
respiratory tract infections, including activity for Streptococcus
pneumoniae resistant to erythromycin and B-lactams (5, 8, 9,
11-13, 16, 17, 27, 29, 35, 37, 38, 41).

The pharmacokinetic properties of many of these new agents,
in particular the concentration of fluoroquinolones within the
bronchial mucosa, suggest that once-daily dosing will be suffi-
cient to allow concentrations of the agent to be in excess of the
MIC:s for the majority of pathogens causing respiratory tract
infection (Table 1). Although some new fluoroquinolones, such
as levofloxacin (HR355) (L-ofloxacin), have in vitro activities
similar to those of older agents, it has been proposed that their
pharmacokinetic properties give rise to greater concentration
within the bronchial mucosa such that these agents would be
effective in the treatment of respiratory tract infections (2).

Clinical failure of older fluoroquinolones such as ciprofloxa-
cin and ofloxacin has already been reported for pneumococci
(4,5, 19, 22), Pseudomonas aeruginosa (20, 25, 34, 42), and Hae-
mophilus influenzae (14). In addition, there have also been sev-
eral reports of the selection and characterization of fluoroqui-
nolone-resistant S. pneumoniae (15, 18, 23, 28, 30, 31, 36, 43).
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It is likely that the population of respiratory tract pathogens
that these new fluoroquinolones will encounter will include
those already exposed, and possibly resistant, to older agents
such as ciprofloxacin and ofloxacin. Therefore, in this investi-
gation we sought to compare the activities of six new fluoro-
quinolones (clinafloxacin, gatifloxacin, grepafloxacin, levoflox-
acin, moxifloxacin, and trovafloxacin) with those of sparfloxacin
and ciprofloxacin in the presence and absence of the gram-
positive bacterial efflux inhibitor reserpine. In vitro susceptibil-
ities to new antibiotics are typically determined with a wide
range of clinical isolates from culture collections; many of
these isolates are historical and were isolated prior to the wide-
spread clinical use of fluoroquinolones and so do not reflect
the current bacterial population infecting community and hos-
pital patients. The isolates in the present study were from pa-
tients with clinically confirmed lower respiratory tract infection
within the last two years.

MATERIALS AND METHODS

Bacteria and growth conditions. From our culture collection 19 S. pneumoniae
isolates, 3 H. influenzae isolates, six Haemophilus parainfluenzae isolates, and 10
P. aeruginosa isolates with decreased susceptibilities to ciprofloxacin (cutoff for
Haemophilus spp., =0.03 pg/ml; cutoff for S. pneumoniae and P. aeruginosa, =0.5
wg/ml) from patients with clinically confirmed lower respiratory tract infections
were selected. Five clinical isolates of ciprofloxacin-resistant H. influenzae were
also obtained from two other hospitals, in Aberdeen (22) and London (33),
United Kingdom. Control strains were S. pneumoniae M3 (NCTC 7466; capsu-
lated) and M4 (NCTC 7465; no capsule), H. influenzae N4 (NCTC 8466), and P.
aeruginosa G1 (NCTC 10662). Mutants of M3 and M4 were selected and char-
acterized in a parallel study (Table 2) (32). The mutant pneumococci were stably
resistant without antibiotic pressure and were selected, after a single exposure to
fluoroquinolone, with mutation frequencies suggestive of a mutation in a single
gene. The quinolone resistance-determining region of gyrA, gyrB, parC, and parE
of each mutant was analyzed by PCR and DNA sequencing. The concentration
of ciprofloxacin with or without reserpine accumulated was also determined for
each mutant. Second-step mutants were obtained by exposing the first-step
mutant to fluoroquinolone. All mutants and clinical isolates were maintained at
—70°C on Protect beads without antibiotic and grown overnight in in brain heart
infusion broth supplemented with NAD (10 pg/ml; Sigma) and hemin (10 pg/ml)
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TABLE 1. Pharmacokinetic properties of fluoroquinolones®

Concn in:
Cnax
Agent Dosage (pg/ml) fi2 () Bronchial mucosa Epithelial lining fluid  Alveolar macrophage Reference
(mg/kg of body weight) (rg/ml) (pg/ml)

Ciprofloxacin 500 mg, twice daily 3.01 5-7 4.4 ND ND 39
Sparfloxacin 200 mg, single dose 1.4 ND 33 11.9 41.3 40
Clinafloxacin 400 mg, single dose 4.9 6.1 ND ND ND Parke-Davis file
Gatifloxacin 400 mg, single dose 34 8-10 ND ND ND 26
Grepafloxacin 400 mg, for 4 days 1.2 12 1.4 5.04 87.3 10
Levofloxacin 500 mg, single dose 7.19 6 4 10.1 38.4 2
Moxifloxacin 400 mg, single dose 3.1 12-14 1.56 5.9 36.8 Bayer file
Trovafloxacin 200 mg, multiple dose 3.1 11 1.1 5.8 24.1 Pfizer file

“ Abbreviations: C,,,,, maximum concentration of drug in serum; ¢,,,, half-life; ND, not determined.

for the Haemophilus spp. and incubated at 37°C in 5% CO,. The solid medium
was Isosensitest agar supplemented with 5% defibrinated horse blood.

Antibiotics, and susceptibility determination. The MIC of each antibiotic for
each strain was determined by the agar doubling-dilution method. All of the
following antibiotics were gifts and were made up and used according to the
manufacturers’ instructions: ciprofloxacin and moxifloxacin (Bayer AG) spar-
floxacin (Rhone DPC Europe, Paris, France), grepafloxacin (Glaxo Wellcome),
gatifloxacin (Gruenthal GmbH) trovafloxacin (Pfizer, New York, N.Y.), clina-
floxacin (Parke-Davis Warner Lambert, Ann Arbor, Mich.), and levofloxacin
(Hoechst Marion Roussel). Plates containing doubling dilutions of antibiotic
were inoculated by transferring 1 pl of the undiluted overnight culture to the
surface of the agar with a multipoint inoculator (DenleyTech, Billingshurst,
United Kingdom) to give a final inoculum size of 10° CFU. All plates were
incubated in 5% CO, at 37°C overnight. The MIC of the antibiotic was defined
as the lowest concentration of antibiotic (in micrograms per milliliter of agar) at
which no more than 10 colonies were detected; a slight haze of growth was
ignored. Reserpine (Sigma) was added to ciprofloxacin to a final concentration
of 20 pwg/ml. For the laboratory mutants, decimal dilutions of ciprofloxacin were
used as previously described (31), to reflect the small but reproducible differ-
ences in susceptibility. All determinations were performed for all strains and
agents in parallel on at least three separate occasions, until three identical values
for each strain and agent were obtained. This allowed discrimination between
MIC:s of different agents to within 1 dilution, typically the normal error of MIC
determination experiments.

RESULTS

Activities for characterized mutant S. pneumoniae. Table
2 shows the susceptibilities of selected laboratory mutants.
S. pneumoniae M26 had a mutation in parC, and this conferred
an eightfold increase in the MIC of ciprofloxacin and a four-
fold increase in the MIC of levofloxacin but no change in the
MIC of sparfloxacin and only a 1-dilution increase in the MICs
of the other agents tested.

Reserpine had no effect upon the MIC of ciprofloxacin for
the wild-type quinolone-susceptible S. pneumoniae M3 and
M4, and for the parC mutant of M3 (M26), the MIC of cipro-

floxacin was only slightly reduced when reserpine was added.
All mutants of M4 were efflux mutants (cross-resistant to un-
related agents such as erythromycin and ethidium bromide)
and accumulated lower concentrations of ciprofloxacin than
did M26 and M3 (wild-type concentrations were accumulated
in the presence of reserpine [32]); consequently, the MIC of
ciprofloxacin was reduced by reserpine. Except for levofloxa-
cin, the activities of all the newer agents were reduced for these
mutants, with a two- to fourfold decrease in activity for the
most ciprofloxacin-resistant mutant (M22). However, clina-
floxacin, moxifloxacin, and trovafloxacin were least affected.

All second-step mutants derived from the parC mutant M26
were also efflux mutants but varied in susceptibility to reser-
pine, suggesting variations in expression of the efflux gene(s).
Clinafloxacin was most active against the second-step mutants
and retained good activity. For the remainder of the agents, all
second-step mutants required at least a 2-pg/ml concentration
of all newer fluoroquinolones for inhibition. The differences in
the MICs of each agent were only 1 to 2 doubling dilutions,
with the order of activity (from greatest to least) being clina-
floxacin, sparfloxacin, trovafloxacin, moxifloxacin, levofloxacin,
gatifloxacin, and grepafloxacin.

Activities for clinical isolates from the respiratory tract with
decreased susceptibility to ciprofloxacin. Table 3 shows the
susceptibilities of the clinical isolates. All new agents, except
for levofloxacin, had improved activities for all S. pneumoniae
isolates compared with those of ciprofloxacin. The most active
agent was clinafloxacin, followed by (in order of decreasing
activity) trovafloxacin, moxifloxacin, gatifloxacin, sparfloxacin,
and grepafloxacin. Three of the 19 clinical isolates of S. preu-
moniae required 32 pg of ciprofloxacin per ml for inhibition
and showed phenotypes resembling those of the second-step

TABLE 2. Susceptibilities of selected S. pneumoniae mutants to fluoroquinolones®

MIC (pg/ml) of:

Strain Generation Description
CIP CIP-RES SPAR CLIN GAT GREP LEV MOX TROV

M3 Parent Wild type 0.5 0.5 0.25 0.06 0.5 0.5 0.5 0.25 0.12
M26 First step ParC Ser79—Ala” mutant 4 2.5 0.25 0.12 1 1 2 0.5 0.25
M27 Second step ParC Ser79—Ala efflux mutant 64 32 4 0.5 8 16 16 0.5 4
M30 Second step ParC Ser79—Ala efflux mutant 64 16 2 0.5 8 16 4 8 4
M31 Second step ParC Ser79—Ala efflux mutant 16 16 4 0.5 8 16 8 4 4
M4 Parent Wild type© 1 1 0.12 0.12 0.5 0.5 2 0.25 0.12
M16 First step Efflux mutant 6 2.5 0.5 0.12 1 1 2 0.25 0.25
M22 First step Efflux mutant 12 1 0.5 0.25 1 1 2 0.5 0.25

“ Abbreviations: CIP, ciprofloxacin; RES, reserpine; SPAR, sparfloxacin; CLIN, clinafloxacin; GAT, gatifloxacin; GREP, grepafloxacin; LEV, levofloxacin; MOX,

moxifloxacin; and TROV, trovafloxacin.
? Ser-to-Ala mutation at position 79.
¢ Silent mutations at Vall57 and Asp159 in gyrB.
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TABLE 3. Susceptibility (pg/ml) of clinical isolates of
S. pneumoniae, Haemophilus spp., and P. aeruginosa

MIC (pg/ml) of MIC (pg/ml)*

SpeICIes and NCTC control
agent strain 50% 90% Range
S. pneumoniae (n = 19)
Ciprofloxacin 0.5 1 32 2-32
Ciprofloxacin + reserpine 0.5 0.5 8 0.5-8
Sparfloxacin 0.25 0.5 16 0.03-32
Clinafloxacin 0.06 0.12 1 0.06-1
Gatifloxacin 0.5 0.25 4 0.03-8
Grepafloxacin 0.5 0.5 16 0.06-64
Levofloxacin 0.5 1 32 0.06-32
Moxifloxacin 0.5 0.25 4 0.06-4
Trovafloxacin 0.25 0.12 4 0.06-4
Haemophilus spp. (n = 5)
Ciprofloxacin 0.008 0.5-8
Sparfloxacin 0.008 0.5-8
Clinafloxacin 0.004 0.12-1
Gatifloxacin 0.06 0.25-2
Grepafloxacin 0.12 1-8
Levofloxacin 0.06 1-16
Moxifloxacin 0.06 1-4
Trovafloxacin 0.06 0.25-1
P. aeruginosa (n = 10)
Ciprofloxacin 1 2 8 0.25-8
Sparfloxacin 4 8 32 8-32
Clinafloxacin 1 1 4 0.06-4
Gatifloxacin 4 4 16 0.5-16
Grepafloxacin 8 8 32 0.5-32
Levofloxacin 1 4 16 0.5-16
Moxifloxacin 16 16 32 16-32
Trovafloxacin 0.5 4 32 0.5-32

“50% and 90%, MICs at which 50 and 90% of the isolates are inhibited,
respectively.

mutants, suggesting that these strains possessed mutations in
more than one gene.

Except for clinafloxacin, gatifloxacin, and trovafloxacin, none of
the new agents had improved activities compared with that of
ciprofloxacin for the H. influenzae isolates.

For the P. aeruginosa isolates, except for clinafloxacin none
of the new agents had improved activities compared with that
of ciprofloxacin. The order of activity (from greatest to least)
was levofloxacin, gatifloxacin, trovafloxacin, sparfloxacin, gre-
pafloxacin, and moxifloxacin.

Affect of putative efflux pump on activity of clinical isolates
of ciprofloxacin-resistant S. pneumoniae. A variable reserpine
effect was observed for ciprofloxacin and the clinical isolates of
S. pneumoniae: for 1 of 19 clinical isolates reserpine had no
effect, for 9 of 19 clinical isolates there was a 1-dilution differ-
ence (twofold decrease in the MIC), for 6 of 19 clinical isolates
there was a 2-dilution difference (fourfold decrease in the
MIC), and for 3 of 19 clinical isolates there was a 3-dilution
difference (eightfold decrease in the MIC). It is of interest that
the three clinical isolates for which the MIC of ciprofloxacin
was most affected by reserpine were not the most resistant to
ciprofloxacin (data not shown), and there was no clear corre-
lation between the MIC of any agent and the effect of reser-
pine. However, for the most-resistant clinical isolates, reser-
pine reduced the MIC of ciprofloxacin from 32 to 4 to 8 pg/ml.

DISCUSSION

Clinical failures have occurred when ciprofloxacin or ofloxa-
cin has been used to treat pneumococcal respiratory tract in-
fections (4, 19, 21), and so the purpose of the present study was
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to determine whether such resistant clinical isolates would be
susceptible to the newer fluoroquinolones. These new agents
have been shown in vitro to be so active against quinolone-
susceptible S. pneumoniae that it has been suggested that older
agents no longer be used (1). In addition, with the new fluo-
roquinolones it is far more difficult to select resistant strains
from wild-type quinolone-susceptible bacteria than from cip-
rofloxacin- or ofloxacin-resistant bacteria (32). Therefore, it is
possible that replacing older agents with newer agents will slow
down the selection of fluoroquinolone-resistant mutants in the
clinical setting and retain a predominantly sensitive, antibiotic-
treatable population.

In many respects the clinical isolates described in the present
study are the worst of the worst and present a challenge to any
new fluoroquinolone. It should also be noted that such isolates
are rare in our hospital unit; indeed, from the ~350 patients
seen by physicians in specialist respiratory clinics per year
(yielding approximately 1,500 specimens per year) about 90
S. pneumoniae isolates are obtained. Only 19 fluoroquinolone-
resistant S. pneumoniae isolates (MIC of ciprofloxacin > 0.5
pg/ml) have been obtained since 1990, and for only two pa-
tients was treatment seriously affected.

In the present study, for comparison with the clinical iso-
lates, mutant S. pneumoniae strains were also investigated,
having been characterized in a parallel study (32). The first-
step mutant strains had MICs greater than the typical serum
and bronchial levels of ciprofloxacin attained in humans (Table
1). While the mutant strains were also less susceptible to newer
fluoroquinolones, the increases in the MICs were small. It has
been proposed that topoisomerase IV of S. pneumoniae is the
primary target of fluoroquinolones; however, it is clear that the
parC mutation of S. pneumoniae (M26) confers very little re-
sistance to sparfloxacin, clinafloxacin, gatifloxacin, grepafloxa-
cin, moxifloxacin, and trovafloxacin. These data suggest that
these agents have similar activities for topoisomerase IV and
DNA gyrase, so only a mutation in both genes would confer
high-level resistance, whereas ciprofloxacin has preferential
activity for topoisomerase IV and a lesser affinity for DNA
gyrase, such that mutation in parC is sufficient to render a
strain resistant. The second-step mutants were highly resistant
to ciprofloxacin, and the decrease in susceptibility conferred to
the other fluoroquinolones would probably define these mu-
tants as clinically resistant to all of them except clinafloxacin.

Reserpine is an inhibitor of several gram-positive bacterial
efflux pumps, including the putative efflux pump of S. preu-
moniae, and in the presence of reserpine the MICs of norfloxa-
cin and ciprofloxacin were decreased (3, 6). Efflux of fluoro-
quinolones by S. pneumoniae has been demonstrated by Zeller
et al. (43), although the precise identification of the gene(s)
and protein(s) involved has yet to be described. Brenwald et al.
(7) showed that of 273 clinical isolates of S. pneumoniae with
MIC:s of ciprofloxacin of >1 pg/ml, in the presence of 10-pg/ml
reserpine 124 isolates had an increase in susceptibility to nor-
floxacin or ciprofloxacin of fourfold or more.

In the present study 20-ug/ml reserpine was used for com-
parison with data from accumulation experiments by this lab-
oratory and others. A variable reserpine effect was observed
for ciprofloxacin and the clinical isolates of S. pneumoniae;
however, for 47% of the isolates the MIC of ciprofloxacin was
decreased by at least fourfold, suggesting the presence of an
efflux pump contributing to the resistance phenotype. How-
ever, there was no clear correlation between the MIC of any
agent and the reserpine effect. It is probable that several efflux
pumps exist in S. pneumoniae, and experiments with genetically
defined mutants are required to determine precisely which
fluoroquinolones are most affected.
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If the recommended breakpoint concentrations for these
newer fluoroquinolones are set at concentrations similar to
those for other quinolones, at 1 to 8 wg/ml, then only clina-
floxacin would be defined as clinically active against all the
mutants and clinical isolates described in this study. However,
at 1 pg/ml all of the new fluoroquinolones inhibited at least
50% of the clinical isolates of S. pneumoniae. Some of the
ciprofloxacin-resistant S. pneumoniae isolates would also be
resistant to some of the new agents, but based purely upon in
vitro data the most likely to be affected are grepafloxacin and
levofloxacin. With the active search for fluoroquinolones with
improved activities against gram-positive bacteria, especially
S. pneumoniae, there has been some loss of activity for gram-
negative bacteria, and this is clearly shown for the ciprofloxa-
cin-resistant P. aeruginosa isolates, for which all of the agents
investigated in this study had poor activity. Two of the H. in-
fluenzae isolates studied would be considered to be clinically
resistant to all of the fluoroquinolones studied.

It may well be that the recommended breakpoint concentra-
tions for these new agents are higher than 4 pg/ml, especially
as the calculation of these values in some countries, such as
the United Kingdom, takes into account the pharmacokinetic
properties of an antibiotic. All the new agents had substantially
improved pharmacokinetics and concentrated to greater levels
in the lungs compared with ciprofloxacin (Table 1). For those
agents that accumulate to high concentrations and can be given
in doses higher than 800 mg/day, the activity for ciprofloxacin-
resistant S. pneumoniae may well be improved.

It is clear that the clinical judgement as to which new fluo-
roquinolone to use in the treatment of respiratory tract infec-
tions will be based upon several factors, including the preva-
lence of fluoroquinolone-resistant bacteria, pharmacokinetics
(frequency of dosing and concentration within the lungs), tox-
icity, adverse reactions, and patient type. In general, the newer
fluoroquinolones had enhanced activity for ciprofloxacin-resis-
tant S. pneumoniae, but for the ciprofloxacin-resistant P. aeru-
ginosa and H. influenzae isolates with decreased susceptibility
to ciprofloxacin there was little improvement. Therefore, it is
important to establish the bacterial etiology of lower respira-
tory tract infection and/or the patient population treated be-
fore using empiric fluoroquinolone treatment. For patients in
the community, this information may not be readily available,
and so knowledge of the prevalence of antibiotic-resistant bac-
teria in the community would be useful before treatment.

ACKNOWLEDGMENTS

This study was supported in part by Bayer AG, Glaxo Wellcome, and
Hoechst Marion Roussel.

REFERENCES

1. Acar, J. F., and F. W. Goldstein. 1997. Trends in bacterial resistance to
fluoroquinolones Clin. Infect. Dis. 24:S67-S73.

2. Andrews, J. M., D. Honeybourne, G. Jevons, N. P. Brenwald, B. Cunning-
ham, and R. Wise. 1997. Concentrations of levofloxacin (HR 355) in the
respiratory tract following a single oral dose in patients undergoing fibre-
optic bronchoscopy. J. Antimicrob. Chemother. 40:573-577.

3. Baranova, N. N,, and A. A. Neyfakh. 1997. Apparent involvement of a multi-
drug transporter in the fluoroquinolone resistance of Streptococcus pneu-
moniae. Antimicrob. Chemother. 41:1396-1398.

4. Bernard, L., J.-C. Ngyen Van, and J. L. Mainardi. 1995. In vivo selection of
Streptococcus pneumoniae resistant to quinolones including sparfloxacin.
Clin. Microbiol. Infect. 1:60-61.

5. Bauernfeind, A. 1997. Comparison of the antibacterial activities of the quino-
lones Bay 12-8039, gatifloxacin (AM 1155), trovafloxacin, clinafloxacin, levo-
floxacin and ciprofloxacin. J. Antimicrob. Chemother. 40:639-651.

6. Brenwald, N. P., M. J. Gill, and R. Wise. 1997. The effect of reserpine, an
inhibitor of multi-drug efflux pumps, on the in vitro susceptibilities of fluo-
roquinolone-resistant strains of Streptococcus pneumoniae to norfloxacin.
J. Antimicrob. Chemother. 40:458-460.

NEW FLUOROQUINOLONES AGAINST RESPIRATORY PATHOGENS 2959

7. Brenwald, N. P., M. J. Gill, and R. Wise. 1998. Prevalence of a putative efflux
mechanism among fluoroquinolone-resistant clinical isolates of Streptococ-
cus pneumoniae. Antimicrob. Agents Chemother. 42:2032-2035.

8. Brueggemann, A. B., K. C. Kugler, and G. V. Doern. 1997. In vitro activity of
BAY 12-8039, a novel 8-methoxyquinolone, compared to activities of six
fluoroquinolones against Streptococcus pneumoniae, Haemophilus influenzae,
and Moraxella catarrhalis. Antimicrob. Agents Chemother. 41:1594-1597.

9. Cohen, M. A., M. D. Huband, J. W. Gage, S. L. Yoder, G. E. Roland, and S. J.
Gracheck. 1997. In-vitro activity of clinafloxacin, trovafloxacin and cipro-
floxacin. J. Antimicrob. Chemother. 40:205-211.

10. Cook, P. J., J. M. Andrews, R. Wise, D. Honeybourne, and H. Mougdil. 1995.
Concentrations of OPC-17116, a new fluoroquinolone antibacterial, in se-
rum and lung compartments. J. Antimicrob. Chemother. 35:317-326.

11. Dalhoff, A., U. Petersen, and R. Endermann. 1996. In vitro activity of BAY
12-8039, a new 8-methoxyquinolone. Chemotherapy 42:410-425.

12. Fas, R. J. 1997. In vitro activity of Bay 12-8039, a new 8-methoxyquinolone.
Antimicrob. Agents Chemother. 41:1818-1824.

13. Fuchs, P. C., A. J. Barry, and S. D. Brown. 1997. Susceptibility of multi-
resistant Streptococcus pneumoniae to ciprofloxacin, ofloxacin and levofloxa-
cin. J. Antimicrob. Chemother. 39:671-672.

14. Georgiou, M., R. Munoz, F. Roman, R. Canton, R. Gomezlus, J. Campos,
and A. G. Delacampa. 1996. Ciprofloxacin-resistant Haemophilus influenzae
strains possess mutations in analogous positions of gyr4 and parC. Antimi-
crob. Agents Chemother. 40:1741-1744.

15. Goldsmith, C. E., J. E. Moore, P. G. Murphy, and J. E. Ambler. 1998.
Increased incidence of ciprofloxacin resistance in penicillin-resistant pneu-
mococci in Northern Ireland. J. Antimicrob. Chemother. 41:420-421.

16. HoogkampKorstanje, J. A. A. 1997. In-vitro activities of ciprofloxacin, levo-
floxacin, lomefloxacin, ofloxacin, pefloxacin, sparfloxacin and trovafloxacin
against Gram positive and Gram negative pathogens from the respiratory
tract. J. Antimicrob. Chemother. 40:427-431.

17. Imada, T., S. Miyazaki, M. Nishida, K. Yamaguchi, and S. Goto. 1992. In
vitro and in vivo antimicrobial activities of a new quinolone, OPC-17116.
Antimicrob. Agents Chemother. 36:573-579.

18. Janoir, C., V. Zeller, M. D. Kitzis, N. J. Moreau, and L. Gutmann. 1996.
High-level fluoroquinolone resistance in Streptococcus pneumoniae requires
mutations in parC and gyrA. Antimicrob. Agents Chemother. 40:2760-2764.

19. Korner, R. J., D. S. Reeves, and A. P. MacGowen. 1994. Dangers of oral
fluoroquinolone treatment in community acquired upper respiratory tract
infections. Br. Med. J. 308:191-192.

20. Kureishi, A., J. M. Diver, B. Beckthold, T. Schollaardt, and L. E. Bryan.
1994. Cloning and nucleotide sequence of Pseudomonas aeruginosa DNA
gyrase gyrA gene from strain PAO1 and quinolone-resistant clinical isolates.
Antimicrob. Agents Chemother. 38:1944-1952.

21. Lee, B. L., A. M. Padula, R. C. Kimbrough, S. R. Jones, R. E. Chaisson,
J. Mills, and M. A. Sandy. 1991. Infection complications with respiratory
pathogens despite ciprofloxacin therapy. N. Engl. J. Med. 325:520.

22. Gould, I. M., K. J. Forbes, and G. S. Gordon. 1994. Quinolone resistant
Haemophilus influenzae. J. Antimicrob. Chemother. 33:187-188.

23. Muioz, R., and A. G. De La Campa. 1996. ParC subunit of DNA topoisom-
erase IV of Streptococcus pneumoniae is a primary target of fluoroquinolones
and cooperates with DNA gyrase A subunit in forming resistance phenotype.
Antimicrob. Agents Chemother. 40:2252-2257.

24. Murray, C. J. L., and A. D. Lopez. 1996. Evidence-based health policy—
lessons from the global burden of disease study. Science 5288:740.

25. Nakano, M., T. Deguchi, T. Kawamura, M. Yasuda, M. Kimura, Y. Okano,
and Y. Kawada. 1997. Mutations in the gyr4 and parC genes in fluoroquin-
olone-resistant clinical isolates of Pseudomonas aeruginosa. Antimicrob.
Agents Chemother. 41:2289-2291.

26. Nakashima, M., T. Uematsu, K. Kosuge, H. Kusajima, T. Ooie, Y. Masuda,
R. Ishida, and H. Uchida. 1995. Single- and multiple-dose pharmacokinetics
of AM-1155, a new 6-fluoro-8-methoxy quinolone, in humans. Antimicrob.
Agents Chemother. 39:2635-2640.

27. Neal, T. J., M. A. O’Donaghue, E. J. Ridgway, and K. D. Allen. 1992. In vitro
activity of ten antimicrobial agents against penicillin-resistant Streptococcus
pneumoniae. J. Antimicrob. Chemother. 30:39-46.

28. Pan, X.-S., and L. M. Fisher. 1996. Cloning and characterization of the parC
and parE genes of Streptococcus pneumoniae encoding DNA topoisomerase
IV: role in fluoroquinolone resistance. J. Bacteriol. 178:4060-4069.

29. Pankuch, G. A., M. R. Jacobs, and P. C. Appelbaum. 1995. Activity of
CP99,219 compared with DU-6859a, ciprofloxacin, ofloxacin, levofloxacin,
lomefloxacin, tosufloxacin, sparfloxacin and grepafloxacin against penicillin-
susceptible and -resistant pneumococci. J. Antimicrob. Chemother. 35:230—
232.

30. Piddock, L. J. V., and Y. F. Jin. 1992. Selection of quinolone-resistant
mutants of Haemophilus influenzae and Streptococcus pneumoniae. J. Anti-
microb. Chemother. 30:109-110.

31. Piddock, L. J. V., Y.-F. Jin, and M. J. Everett. 1997. Non-gyrA mediated
ciprofloxacin resistance in laboratory mutants of Streptococcus pneumoniae.
J. Antimicrob. Chemother. 39:609-615.

32. Piddock, L. J. V., Y. F. Jin, and V. Ricci. Characterisation of mutant Strep-



2960

33.
34

35.

36.

37.

PIDDOCK ET AL.

tococcus pneumoniae with decreased susceptibility to moxifloxacin and cip-
rofloxacin. Unpublished data.

Prentice, M. 1997. Unpublished data.

Pumbwe, L., M. J. Everett, R. E. W. Hancock, and L. J. V. Piddock. 1996.
Role of gyr4 mutation and loss of OprF in the multiple antibiotic-resistance
phenotype of Pseudomonas aeruginosa G49. FEMS Microbiol. Lett. 143:25—
28.

S J., J. H. Jorg M. J. Ferraro, and F. C. Tenover. 1997. Activity
of newer fluoroquinolones against recent clinical isolates of ofloxacin-resis-
tant Streptococcus pneumoniae, abstr. E-62, p. 124. In Proceedings of the 37th
Interscience Conference on Antimicrobial Agents and Chemotherapy.
American Society for Microbiology, Washington, D.C.

Tankovic, J., B. Perichon, J. Duval, and P. Courvalin. 1997. Contribution of
mutations in gyr4 and parC genes to fluoroquinolone resistance of mutants
of Streptococcus pneumoniae obtained in vivo and in vitro. Antimicrob.
Agents Chemother. 40:2505-2510.

Thomson, K. S., S. A. Chartrand, C. C. Sanders, and S. L. Block. 1997.
Trovafloxacin, a new fluoroquinolone with potent activity against Streptococ-

38.

39.

40.

41.

43.

ANTIMICROB. AGENTS CHEMOTHER.

cus pneumoniae. Antimicrob. Agents Chemother. 41:478-480.
Wakabayashi, E., and S. Mitsuhashi. 1994. In vitro antibacterial activity of
AM-1155, a novel 6-fluoro-8-methoxy quinolone. Antimicrob. Agents Che-
mother. 38:594-601.

Wise, R. 1991. Comparative penetration of selected fluoroquinolones into
respiratory tract fluids and tissues. Am. J. Med. 91:675-705.

Wise, R., and D. Honeybourne. 1996. A review of the penetration of spar-
floxacin into the lower respiratory tract and sinuses. J. Antimicrob. Chemo-
ther. 37(Suppl. A):57-63.

Woodcock, J. M., J. M. Andrews, F. J. Boswell, N. P. Brenwald, and R. Wise.
1997. In vitro activity of moxifloxacin, a new fluoroquinolone. Antimicrob.
Agents Chemother. 41:101-106.

. Yonezawa, M., M. Takahata, N. Matsubara, Y. Watanabe, and H Narita.

1995. DNA gyrase gyr4 mutations in quinolone-resistant clinical isolates of
Pseudomonas aeruginosa. Antimicrob. Agents Chemother. 39:1970-1972.
Zeller, V., C. Janoir, M.-D. Kitzis, L. Gutmann, and N. J. Moreau. 1997.
Active efflux as a mechanism of resistance to ciprofloxacin in Streptococcus
pneumoniae. Antimicrob. Agents Chemother. 41:1973-1978.



