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Background: To develop precision medicine for atopic dermatitis
(AD), it is critical to establish relevant biomarkers. However, the
characteristics of various biomarkers have not been fully
understood. We previously carried out the Biomarkers to Predict
Clinical Improvement of AD in Patients Treated with Dupilumab
From athe Department of Dermatology, Graduate School of Medical Sciences, Kyushu

University, Fukuoka; bthe Department of Oral Microbe Control and kthe Department

of Dermatology, Course of Integrated Medicine, Graduate School of Medicine, Osaka

University; cthe Division of Medical Biochemistry, Department of Biomolecular Sci-

ences, Saga Medical School; dthe Department of Dermatology, Nippon Medical

School, Tokyo; ethe Department of Dermatology, Graduate School of Biomedical Sci-

ences, Nagasaki University; fthe Department of Dermatology, Osaka Habikino Medi-

cal Center; gthe Department of Dermatology, ShimaneUniversity Faculty ofMedicine,

Shimane; hthe Department of Dermatology, Graduate School of Biomedical and

Health Sciences, Hiroshima University; ithe Department of Dermatology, St. Ma-

rianna University School of Medicine, Kanagawa; jthe Department of Dermatology,

Kochi Medical School, Kochi University; lthe Department of Dermatology, Graduate

School of Medical Science, Kyoto Prefectural University of Medicine; mthe Depart-

ment of Dermatology, Nagoya University Graduate School of Medicine, Aichi; nthe

Department of Dermatology, The Jikei University School of Medicine, Tokyo; othe

Department of Dermatology, OsakaMetropolitan University Graduate School ofMed-

icine; pthe Department of Geriatric and Environmental Dermatology, Nagoya City

University Graduate School of Medical Sciences, Aichi; qthe Department of Derma-

tology, Faculty of Medicine, Oita University; rthe Department of Dermatology, School

of Medicine, Keio University, Tokyo; sthe Department of Dermatology, Jichi Medical

University, Tochigi; tthe Division of Dermatology, Niigata University Graduate School

of Medical and Dental Sciences; and uthe Department of Dermatology, Faculty of

Medicine, University of Yamanashi.

Received for publication April 22, 2023; revised August 3, 2023; accepted for publication

August 29, 2023.

Available online September 27, 2023.

Corresponding author: Kenji Izuhara, MD, PhD, Division of Medical Biochemistry,

Department of Biomolecular Sciences, Saga Medical School, 5-1-1, Nabeshima,

Saga, 849-8501, Japan. E-mail: kizuhara@cc.saga-u.ac.jp.

The CrossMark symbol notifies online readers when updates have been made to the

article such as errata or minor corrections

2772-8293

� 2023 The Author(s). Published by Elsevier Inc. on behalf of the American Academy of

Allergy, Asthma & Immunology. This is an open access article under the CC BY li-

cense (http://creativecommons.org/licenses/by/4.0/).

https://doi.org/10.1016/j.jacig.2023.100175
(B-PAD) study, a comprehensive nationwide study in Japan, to
explore biomarkers for AD.
Objective: The aim of this study is to find biomarkers associated
with objective and subjective clinical findings in patients with
moderate-to-severe AD based on the B-PAD study and to identify
biomarkers sensitive enough to assess the severity of AD.
Methods: We performed the B-PAD study as a consortium
composed of 19 medical facilities in Japan, enrolling 110
patients with moderate-to-severe AD. We evaluated the Eczema
Area and Severity Index (EASI) for objective assessment as well
as the Patient-Oriented Eczema Measure (POEM) and a
numeric rating scale for pruritus (pruritis-NRS) for subjective
assessment, measuring 19 biomarkers at baseline.
Results: We found that 12, 6, and 7 biomarkers showed
significant and positive associations with the EASI, POEM, and
pruritis-NRS, respectively. Most of the biomarkers associated
with either the POEM or the pruritis-NRS were included among
the biomarkers associated with EASI. Of the biomarkers
examined, CCL26/eotaxin-3 and SCCA2 were the most capable
of assessing severity for EASI, as shown by the 2 kinds of
receiver operating characteristic analyses, respectively, whereas
lactate dehydrogenase was the best for both the POEM and
pruritis-NRS, again using the 2 analyses.
Conclusion: We found biomarkers associated with the EASI,
POEM, and pruritis-NRS, respectively, based on the B-PAD
study. Moreover, we identified CCL26/eotaxin-3 and/or SCCA2
as the biomarkers having the greatest ability to assess severity in
the EASI; lactate dehydrogenase did the same for the POEM
and pruritis-NRS. These findings will be useful in treating
patients with moderate-to-severe AD. (J Allergy Clin Immunol
Global 2024;3:100175.)

Key words: Atopic dermatitis, biomarker, B-PAD, Biomarkers to
Predict Clinical Improvement of AD in Patients Treated With Dupi-
lumab, EASI, eotaxin-3, LDH, POEM, pruritus-NRS, precision med-
icine, SCCA2
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Abbreviations used

AD: Atopic dermatitis

AUC: Area under the curve

B-PAD: Biomarkers to Predict Clinical Improvement of AD in

Patients Treated with Dupilumab

EASE: Patient-Oriented Eczema Measure

LDH: Lactase dehydrogenase

POEM: Patient-oriented eczema measure

pruritus-NRS: Numeric rating scale for pruritus

ROC: Receiver operating characteristic
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INTRODUCTION
Atopic dermatitis (AD) is a chronic relapsing skin disease

accompanied by recurrent itching.1 AD is highly heterogenous,
with backgrounds of various genetic environmental factors.2

Because several novel molecularly targeted drugs have recently
become available, treatment for AD has been moving from the
‘‘one drug fits all’’ approach to an approach that is ‘‘patient endo-
type–specific.’’3

To develop precision medicine for AD, establishment of
relevant biomarkers is essential. Many biomarkers, mainly
reflecting the type 2 inflammation dominant in the pathogenesis
of AD, have been listed; some of them are in use for routine
treatments of AD.4 However, the comprehensive characteristics
of these biomarkers depending on their purposes––assessing
risk of susceptibility, severity, and prognosis, as well as predicting
drug efficacy and possible side effects—have not been sufficiently
well understood to make comparisons among them.

We previously explored such biomarkers in a broad-based
study titled Biomarkers to Predict Clinical Improvement of AD in
Patients Treated with Dupilumab (B-PAD).5,6 To do so, we
assembled a consortium of 19 medical facilities in Japan, all of
which were actively grappling with treatments for patients with
AD, and enrolled 110 patients with moderate-to-severe AD. We
evaluated objective clinical findings according to the Eczema
Area and Severity Index (EASI) and subjective clinical findings
by 2 different parameters, the Patient-Oriented Eczema Measure
(POEM) and the numeric rating scale for pruritus (pruritus-NRS).
We measured 19 biomarkers at baseline and regularly after the
start of dupilumab injection.

In this investigation, we looked for biomarkers associated with
the EASI, POEM, and pruritus-NRS, in patients with moderate-
to-severe AD by using the B-PAD study. Moreover, we compared
the abilities of the biomarkers that turned out to be associatedwith
the EASI, POEM, and pruritus-NRS to assess severity, and we
identified those biomarkers that do it best.
RESULTS AND DISCUSSION
The backgrounds and overall clinical findings for the subjects,

as well as the biomarkers in the B-PAD study, are described in the
Online Repository (available at www.jaci-global.org). We first
examined associations between levels of 19 biomarkers and 3
clinical assessments—the EASI, POEM, and pruritis-NRS
—before administration of dupilumab. We set the values below
the lower limits often observed in IL-24, IL-25, IL-31, IL-33,
and TSLP, which are shown in the Online Repository to be
zero. Linear regression analyses showed that 12 biomarkers
—lactase dehydrogenase (LDH), eosinophils, total IgE, soluble
IL-2R, CCL17/TARC, CCL22/MDC, CCL26/eotaxin-3, IL-22,
CCL27/CTACK, CCL18/MIP-4/PARC, periostin, and SCCA2
—were significantly and positively correlated with the EASI,
whereas IL-13 and ET1 were not associated with the EASI
(Figs 1 and 2, A). As for the POEM, 7 biomarkers—LDH, eosin-
ophils, soluble IL-2R, CCL17/TARC, CCL22/MDC, IL-13, and
CCL27/CTACK—showed significant and positive associations
(Figs 2, B and 3). Moreover, as for the pruritis-NRS, 6 bio-
markers—LDH, eosinophils, soluble IL-2R, CCL17/TARC,
CCL26/eotaxin-3, and periostin—showed significant and positive
associations (Figs 2, C and 4). These results suggest that relevant
biomarkers are different depending on the clinical outcomes;
however, all biomarkers associated with either the POEM or the
pruritis-NRS, with the exception of IL-13 for the POEM, are
included in the biomarkers associated with the EASI (Fig 2, D).
Therefore, the 12 biomarkers associated with the EASI are cate-
gorized into 4 groups (Fig 2, D): (1) biomarkers associated with
the EASI, the POEM, and the pruritis-NRS (ie, LDH, eosinophils,
soluble IL-2R, and CCL17/TARC); (2) biomarkers associated
with the EASI and the POEM but not with the pruritis-NRS (ie,
CCL22/MDC and CCL27/CTACK); (3) biomarkers associated
with the EASI and the pruritis-NRS but not with the POEM (ie,
CCL26/eotaxin-3 and periostin); and (4) biomarkers associated
with the EASI only and not with the POEM or the pruritis-NRS
(ie, total IgE, IL-22, CCL18/MIP-4/PARC, and SCCA2).

We next compared the ability of each biomarker to assess
clinical severity in the EASI, POEM, and pruritis-NRS by using 2
methods: receiver operating characteristic (ROC) analyses based
on logistic regression analysis and on backward stepwise linear
regression model. Compared with the simple ROC analysis based
on the logistic regression analysis, the ROC analysis based on the
stepwise regressionmodel is useful to find the best combination of
independent variables, simplify the model, reduce overfitting, and
improve prediction accuracy.7 For the ROC analyses, we divided
the subjects into 2 groups, severe and nonsevere, for 3 clinical
findings—EASI score of 21.1 or higher versus less than 21.1,
POEM score of 17 or higher versus less than 17, and pruritis-
NRS score of 4 or higher versus less than 4. next, we examined
the abilities of the biomarkers identified in Fig 2, A-C to assess
the severities of each clinical finding by the ROC analysis based
on the logistic regression analysis. A total of 12 biomarkers
showed areas under the curve (AUCs) of 0.507 to 0.670, with
the highest AUC value found in the case of CCL26/eotaxin-3
for the EASI; 6 biomarkers showed AUCs of 0.636 to 0.708,
with the highest AUC value found in the case of LDH for the
POEM; and 7 biomarkers showed AUCs of 0.649 to 0.854, with
the highest AUC value found in the case of LDH for the
pruritis-NRS (Fig 5, A-C). We then found that 6, 2, and 4
biomarkers are associated with the EASI, POEM, and pruritis-
NRS, respectively, according to backward stepwise linear regres-
sion analysis (Fig 5,D-F). SCCA2 showed the highest association
for the EASI (b5 0.376; P5 .009), and LDH showed the highest
associations for the POEM (b5 0.457; P <.001) and the pruritis-
NRS (b5 0.551; P <.001). The ROC analysis based on the back-
ward stepwise linear regression model, using the same definitions
of the severe and nonsevere groups, as Fig 5, A-C, shows AUC
values of 0.680 for SCCA2 for the EASI, 0.701 for LDH for the
POEM, and 0.856 for LDH for the pruritis-NRS (Fig 5, G-I).
No other combination of the other biomarkers with SCCA2 or
LDH significantly upregulated the AUCs compared with either
SCCA2 or LDH alone (the AUCs for the EASI ranged from
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FIG 1. Association of 14 biomarkers with the EASI. Dot plot analysis of the correlation between each

biomarker and EASI in the subjects (N 5 110) is depicted.
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FIG 2. Summary of the associations of 14 biomarkers with clinical findings. Summaries of the associations

of each biomarker with EASI (A), the POEM (B), and the pruritis-NRS (C) are depicted. Biomarkers high-

lighted in gray show significant statistical difference. (D) The relationships of the biomarkers associated

with the EASI that are also associated with the POEM or the pruritis-NRS are depicted.
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0.642 to 0.680, the AUC for the POEM was 0.710, and the AUCs
for the pruritis-NRS ranged from 0.858 to 0.877 [described in the
Online Repository]). These results demonstrate that CCL26/
eotaxin-3 and/or SCCA2 can assess severity of AD according to
the EASI most sensitively, whereas LDH is most sensitive
biomarker for the POEM and the pruritis-NRS.

It is of great interest that (1) most of the biomarkers associated
with the POEM or the pruritis-NRS are included among those of
the EASI and (2) the biomarkers associated with the POEM or the
pruritis-NRS overlap, although there are distinct biomarkers
associated with either finding. These results would suggest that
the EASI, which is the representative evaluation method yielding
objective findings for patients with AD, reflects well the subjective
findings for patients with AD evaluated by the POEM or the
pruritis-NRS. The results also suggest that 2 methods yielding
subjective findings, namely, the POEM and the pruritis-NRS,
reflect clinical outcomes of patients with AD common in some part
but distinct in some part. CCL26/eotaxin-3, a member of the CC
chemokine family, is known to be produced in dermal fibroblasts
and endothelial cells by stimulation of IL-4 and IL-13.8 It has been
previously shown that CCL26/eotaxin-3 levels in blood are
elevated in both infant and adult patients with AD.9,10 SCCA2, a
member of the ovalbumin serpin/clade B serpin family, is a down-
stream molecule of IL-4 and IL-13 produced in keratinocytes.11 It
has been shown that serum SCCA2 levels are upregulated in both
adult and child patients with AD according to clinical severity as
well.12,13 Thus, CCL26/eotaxin-3 and SCCA2, the biomarkers
that are most capable of assessing severity in the EASI, are surro-
gate biomarkers of IL-4 and IL-13, which are signature cytokines
of type 2 inflammation. In contrast, LDH is a long-known
biomarker for general inflammation4 and its levels are also elevated
in patients with AD.14 It is of note that nevertheless, LDH has
higher abilities to assess severity based on the POEM and the
pruritis-NRS than various type 2 biomarkers are.

One limitation of this investigation is that the subjects were
limited to patients with moderate-to-severe AD and did not
include patients with mild AD, because the B-PAD study did not
include such patients. Therefore, no information about them is
shown in the present study. Further studies covering patients with
mild AD are needed. Another limitation is that we could not find a
combination of biomarkers with SCCA2 or LDH to enhance the
abilities to diagnose severity of the EASI, POEM, and pruritis-
NRS. It may be due to our having investigated only biomarkers
having similar characteristics. Further studies including other
biomarkers that are assumed to have characteristics different from
those of the listed biomarkers with SCCA2 or LDH are awaited.

In conclusion, we identified biomarkers associated with the
EASI, POEM, and pruritis-NRS, respectively, based on the
B-PAD study, which was a comprehensive nationwide study in
Japan to explore biomarkers for AD. Moreover, we found that
CCL26/eotaxin-3 and/or SCCA2 has the greatest ability to assess
severity of AD according to the EASI, whereas LDH does so on
the basis of the POEMand pruritis-NRS. The present findings will
be of great use in developing treatments for patients with
moderate-to-severe AD; moreover, it gives us clues to clarify
the pathogenesis behind moderate-to-severe AD.
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FIG 3. Association of 14 biomarkers with the POEM. Dot plot analysis of the correlation between each

biomarker and POEM in the subjects (N 5 110) is depicted.
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FIG 4. Association of 14 biomarkers with the pruritis-NRS. Dot plot analysis of the correlation between each

biomarker and the pruritis-NRS in the subjects (N 5 110) is depicted.
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FIG 5. Abilities of the biomarkers to assess clinical severity of AD. The abilities of the biomarkers associated

with the EASI (A and D), the POEM (B and E), and the pruritis-NRS (C and F) to assess the severity of each

clinical finding by the ROC analysis based on the logistic regression analysis (A-C) or by backward stepwise

linear regression analysis (D-F). G-I, AUCs according to the ROC analysis based on the backward stepwise

linear regression model, using the data from the backward stepwise linear regression analysis (D-F).
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