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In the original version of this article, the given and family
name of all the authors were incorrectly swapped as “Sol-
dati Giulia, Turrina Stefania, Treccani Mirko, Saccardo Chi-
ara, Ausania Francesco, De Leo Domenico”.

The correct given and family name of the authors should
have been “Giulia Soldati, Stefania Turrina, Mirko Treccani,
Chiara Saccardo, Francesco Ausania, Domenico De Leo”.

The original article has been corrected.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

The online version of the original article can be found at https://doi.
org/10.1007/s11033-023-08808-4.

' Department of Diagnostics and Public Health, Section of
Forensic Medicine, Forensic Genetics Lab, University of
Verona, Verona, Italy

GM Lab, Department of Neurosciences, Biomedicine and
Movement Sciences, University of Verona, Verona, Italy

Department of Radiology, National Cancer Center, National
Clinical Research Center for Cancer/Cancer Hospital &
Shenzhen Hospital, Chinese Academy of Medical Sciences,
Peking Union Medical College, Shenzhen 518116, China

adaptation, distribution and reproduction in any medium or format,
as long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons licence, and indicate
if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons licence and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this licence, visit http://creativecommons.
org/licenses/by/4.0/.

Publisher’s Note Springer Nature remains neutral with regard to juris-
dictional claims in published maps and institutional affiliations.

@ Springer


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1007/s11033-023-08808-4
https://doi.org/10.1007/s11033-023-08808-4
https://doi.org/10.1007/s11033-023-08808-4
http://crossmark.crossref.org/dialog/?doi=10.1007/s11033-023-08908-1&domain=pdf&date_stamp=2023-11-9

	﻿Correction: Concordance study on Y-STRs typing between SeqStudio™ genetic analyzer for HID and MiSeq™ FGx forensic genomics system

