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Correction: BMC Genomics23, 339 (2022)
https://doi.org/10.1186/s12864-022-08573-x

Following publication of the original article [1], it was 
reported that there was a typographical error in the 
Given name of the first author, Hongfang Liu.
 
Hongfang Liu’s name was incorrectly published as Hon-
fang Liu.
 
The original article has been updated.
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†Hongfang Liu and Wei Zhao contributed equally to this work.

The online version of the original article can be found at https://doi.
org/10.1186/s12864-022-08573-x.
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