Zhang et al. BMC Bioinformatics

(2024) 25:14

BMC Bioinformatics

https://doi.org/10.1186/512859-024-05635-7

®

Correction: Bayesian kinetic modeling R
for tracer-based metabolomic data

Xu Zhang'", Ya Su?, Andrew N. Lane**°, Arnold J. Stromberg', Teresa W. M. Fan**° and Chi Wang'*%"

The original article can be found
online at https://doi.org/10.1186/

$12859-023-05211-5.

*Correspondence:
xu.zhang0131@gmail.com;
wang@uky.edu

' Dr. Bing Zhang Department
of Statistics, University

of Kentucky, Lexington 40536,
USA

2 Department of Statistical
Sciences and Operations
Research, Virginia
Commonwealth University,
Richmond 23220, USA

3 Markey Cancer Center,
University of Kentucky,
Lexington 40536, USA

“ Center for Environmental
and Systems Biochemistry,
University of Kentucky,
Lexington 40536, USA

® Department of Toxicology
and Cancer Biology, University
of Kentucky, Lexington 40536,
USA

© Division of Cancer Biostatistics,
Department of Internal

Medicine, University of Kentucky,

Lexington 40536, USA

B BMC

Correction to:BMC Bioinformatics (2023) 24:108
https://doi.org/10.1186/s12859-023-05211-5

Following the publication of the original article [1], the authors identified that the fund-
ing note was incorrect. The correct funding note is given below.

The incorrect funding is:

This work was supported by National Institutes of Health [IR03CA211835,
5P20GM103436-15, 1P01CA163223-01A1], the Biostatistics and Bioinformatics and
Redox Metabolism Shared Resource Facilities of the University of Kentucky Mar-
key Cancer Center [P30CA177558] and University of Kentucky Center for Cancer and
Metabolism [1P20GM121327-01].

The correct funding is:

This work was supported by National Institutes of Health [IR03CA211835, 5P20GM103436-
15, 1P01CA163223-01A1], the Biostatistics and Bioinformatics and Redox Metabolism Shared
Resource Facilities of the University of Kentucky Markey Cancer Center [P30CA177558] and
University of Kentucky Center for Cancer and Metabolism [P20GM121327].

The original article [1] has been corrected.

Published online: 10 January 2024

Reference
1. Zhang et al. BMC Bioinformatics (2023) Bayesian kinetic modeling for tracer-based metabolomic data (2023) 24:108
DOI: https://doi.org/10.1186/512859-023-05211-5

Publisher’s Note

Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.

©The Author(s) 2024. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which permits
use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the original
author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or other third
party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the mate-
rial. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory regulation or
exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this licence, visit http://
creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativecommons.org/publicdo-
main/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://crossmark.crossref.org/dialog/?doi=10.1186/s12859-024-05635-7&domain=pdf
https://doi.org/10.1186/s12859-023-05211-5
https://doi.org/10.1186/s12859-023-05211-5
https://doi.org/10.1186/s12859-023-05211-5
https://doi.org/10.1186/s12859-023-05211-5
https://doi.org/10.1186/s12859-023-05211-5

	Correction: Bayesian kinetic modeling for tracer-based metabolomic data
	References


