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Abstract

SORCS2 rs73208473 was recently associated with decreased atazanavir (ATV) concentration in 

the hair of women with seropositive HIV. Herein, we report on a pharmacogenetic study of women 

with seropositive HIV demonstrating a similar association between rs73208473 and dose-adjusted 

plasma ATV concentration in African Americans.

Drug exposure is a major determinant of therapeutic or toxic response. A variety of 

environmental (e.g., diet, smoking, and concurrent medications), physiologic (e.g., age, 

disease, sex, and pregnancy), as well as enzyme and transporter phenotypes influence the 

absorption, distribution, metabolism, and excretion of a medication determining exposure.
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In a recent genomewide association study (GWAS), we reported a statistically significant 

association between rs73208473 (P = 1.71 × 10−8) in intron 1 of SORCS2 and ATV hair 

concentration where a single copy of the A allele was associated with a 0.46-fold change 

(95% confidence interval (CI) = 0.35–0.61) in ATV hair concentration.1 Although discussed 

previously,1 in intron 1 of SORCS2 lies the MIR4798 microRNA, which among its many 

targets includes NR1I2 mRNA, the protein product of which is known to regulate both 

CYP3A and ABCB1 expression that are involved in metabolism of ATV. We, therefore, 

investigated whether rs73208473, along with previously reported ABCB1,2–4 NR1I2,5,6 

and CYP3A57,8 variants associated with oral clearance and plasma concentration of ATV, 

influence ATV exposure in plasma under conditions of routine clinical use in the Women’s 

Interagency HIV Study, a multicenter longitudinal observational cohort study of women 

with and at risk for HIV infection. In the current study, over a period of 5 years (2003–

2008), 123 ATV recipients participated in an intensive pharmacokinetic (iPK) study of serial 

plasma ATV measurements over a 24-hour period (i.e., 0, 4, 8, 16, and 24 hours). Of these 

123 participants, only 3 individuals did not contribute to our original hair GWAS for ATV. 

Plasma ATV levels were determined by high-performance liquid chromatography tandem 

mass spectrometry with exposure estimated by area under the concentration-time curve 

(AUC) using the trapezoidal rule. The primary outcome was dose adjusted AUC normalized 

using a natural log transformation. Genotyping, which was coupled with imputation,1 was 

performed by microarray (i.e., Illumina Omni2.5, San Diego, CA) in 116 of 123 participants. 

In addition to genotypes (coded as the number of rare alleles: 0–2), we assessed a variety 

of nongenetic factors that could influence ATV concentration in plasma (Table 1). A list 

of medications known to impact plasma ATV concentration was constructed using the HIV 

InSite database (http://hivinsite.ucsf.edu/) and assessed for association with plasma ATV 

concentration.

The first three principal components (PCs), calculated from genomewide genotype data 

using PLINK 1.9 (https://www.cog-genomics.org/plink2), were included as covariates in the 

multiple regression models to control for population admixture and stratification. We used 

the same approach to statistical modeling as was described previously.1 Briefly, association 

analyses were performed in three strata (i.e., African American (AA), white (WT), and 

Hispanic (HIS) participants) with correction for the first three PCs and following nongenetic 

predictors: ritonavir, diarrhea, heroin use (AA only), and orange juice consumption. Given 

the existence of linkage disequilibrium between ABCB1 rs1045642 and rs2032582 (r2 = 

0.31) and between SORCS2 rs73208473 and rs73208470 (r2 = 0.77), a Bonferroni-adjusted 

significance threshold of 0.05/6 = 0.008 was applied.

The majority of the participants were self-reported AA participants (64.2%), followed by 

HIS (18.7%), then WT (13%) with < 5% identifying themselves as Asians, Pacific Islanders, 

or others. The median AUC, peak plasma concentration (Cmax), trough plasma concentration 

(Ctrough), and time of maximum plasma concentration (Tmax) for plasma ATV from the iPK 

study were 32,272 ng hour/mL, 2,300 ng/mL, and 549 ng/mL, 4 hours, respectively. Of 

123 individuals who participated in the iPK, 73.8% reported a 300 mg and 18.9% reported 

a 400 mg daily dose of ATV. The dose range for ATV in the sample was 150–800 mg. 

The final multivariable models fit for nongenetic predictors, unstratified and stratified, are 

presented in Table 1. There are 123 samples that contributed data to the unstratified model, 
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but stratification based on PCs resulted in three major subgroups with smaller sample sizes 

(nAA = 69, nHIS = 14, and nWT = 14). The use of ritonavir was associated with higher ATV 

exposure (fold effect: 2.3; P = 5.4 × 10−8) and this effect held true in all strata. Consumption 

of orange juice during the 5 days that preceded the iPK visit was associated with increased 

ATV exposure (fold effect: 1.37; P = 0.0055) and the increase in exposure was also observed 

in the AA participant (fold effect: 1.30) and HIS participant (fold effect: 1.65) groups, 

although the effect did not reach statistical significance in the subgroups. Other covariates 

included in the model were history of diarrhea (fold effect: 0.64; 95% CI = 0.47–0.88; P = 

0.045) and use of heroin (fold effect: 3.00; 95% CI = 1.35–6.7; P = 0.007). The association 

of decreased ATV concentration with recent diarrhea was statistically significant in AA 

and HIS participants (P < 0.05), and heroin use was too rare to evaluate except in AA 

participants (P = 0.0070).

Of the two variants in the SORCS2, only rs73208473 had a statistically significant 

association with decrease in ATV exposure in plasma in AA participants (fold effect: 0.54; 

P = 0.0015; Table 2). The median oral clearances in AA participants’ homozygous and 

heterozygous for the reference allele of rs73208473 were 8.73 and 14.3 L/hour, respectively. 

Although rs73208470 was in high linkage disequilibrium with rs73208473 (r2 = 0.77 across 

the entire multi-ethnic sample) and was also associated with a decrease in ATV exposure 

among AA participants (fold effect: 0.73; P = 0.028), it did not meet our a priori criterion 

(P < 0.008). Meta-analysis did not identify associations between ATV plasma levels and the 

single nucleotide polymorphisms evaluated that met the P < 0.008 criterion.

Although impractical for routine clinical application, iPK protocols for plasma remain the 

“gold standard” for determining drug PK and AUC, the measure used in this study, is a more 

robust estimate of exposure to medications than single plasma levels commonly used in ATV 

studies. In this study, we demonstrate that ATV plasma exposure under conditions of actual 

use in women representative of US women living with HIV is associated with novel genetic 

and nongenetic predictors. Our analysis provides evidence for the first time that SORCS2 
rs73208473 is associated with decreased plasma concentration of ATV in AA participants. 

Additionally, ATV combination with ritonavir, diarrhea, heroin use, and recent orange juice 

consumption were also associated with plasma exposure of ATV.

In a GWAS of ATV concentration measured in hair, combining the data across three 

different strata, our group identified an association between SORCS2 rs73208473 (P = 1.71 

× 10−8) and ATV hair concentration where a single copy of the A allele was associated 

with a 0.46-fold change (95% CI = 0.35–0.61) in ATV hair concentration.1 Whereas 

the effect size resulting from combining the three strata for this variant in plasma was 

small and not statistically significant (fold effect: 0.96; 95% CI = 0.92–1; P = 0.91), this 

variant was associated with 0.54-fold change (95% CI = 0.38–0.78; P = 0.0015) of ATV 

concentration in plasma among AAs, a nearly identical estimate to what we observed with 

ATV concentrations in hair (fold effect in hair: 0.54; 95% CI = 0.37–0.80; P = 0.0025). 

Lack of an association among HIS participants between SORCS2 rs73208473 and ATV in 

plasma (fold effect: 1.02; 95% CI = 0.52–1.99; P = 0.95) is comparable to our findings in 

hair (fold effect: 0.91; 95% CI = 0.34–2.37; P = 0.84). However, the plasma findings for WT 
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participants (1.91; 95% CI = 0.89–4.09; P = 0.15) are different from our findings in hair for 

this variant (fold effect: 0.34; 95% CI = 0.24–0.51; P = 3.09 × 10−6).

Notably, with the exception of our SORCS2 findings, all other genetic variants reported 

in previous ATV pharmacogenetic studies for ABCB1,2–4 NR1I2,5,6 and CYP3A57,8 to 

impact oral clearance or plasma concentrations did not reach statistical significance for their 

association with ATV exposure in plasma, but CIs were too wide to rule out the possibility 

of an effect. We observed similar trends as in prior studies7,8 where CYP3A5 expressers 

(i.e., *1/*1, *1/*3, *1/*6, and *1/*7) had an increase in oral clearance of ATV compared 

with nonexpressers (i.e., *3/*6, *3/*7, *6/*6, and *7/*7), and the difference was more 

pronounced in WT participants (fold effect change in oral clearance for WT: 1.39; 95% 

CI = 0.38–5.1), AA participants 1.02 (95% CI = 0.73–1.44), and HIS participants: 0.92 

(95% CI = 0.40–2.12) but the results did not reach statistical significance. In addition to 

demographic and clinical differences between participants of published studies, our study 

used dose-adjusted AUC as the primary outcome for ATV exposure (oral clearance,6,7 

steady-state concentration,4 or trough concentration2,5,8) adjusted for novel predictors (e.g., 

consumption of orange juice and diarrhea).

Among the nongenetic predictors, the effects of concurrent ritonavir use and diarrhea on 

higher and lower plasma exposure of ATV, respectively, were as expected and intuitive. 

Orange juice consumption has previously been associated with increased efavirenz9 or 

sildenafil10 exposures, and its consumption was also associated with increased ATV 

exposure, presumably due to inhibition of intestinal first pass (inhibition of intestinal 

CYP3A enzymes) or pH effects. The mechanism for association of heroin with increased 

plasma concentration of ATV remains unknown. Heroin use and plasma ATV exposure were 

inversely associated in this study compared with previous results from hair1 (fold effect: 3.0 

in plasma vs. 0.23 in hair). Opiates are not known to affect any metabolizing enzymes or 

drug transporters in general or those relevant to ATV kinetics, specifically. Rather than a 

direct kinetic effect, nonphysiological factors are likely to confound the relationship between 

heroin use and ATV exposure, such as heroin effect on behavior, and socioeconomic or 

demographic factors.

There are potential limitations that need to be acknowledged. First, given that the observed 

associations are novel, they should be treated as preliminary until replicated in another 

independent study. Second, our results are based on a small sample, which is particularly 

true for the smaller ethnic strata in our analysis. All of the power from this analysis is 

derived from the individuals of African ancestry. Third, the analysis depends on accurate 

self-reporting of participants on factors such as diet, use of illicit drugs, adherence, other 

prescribed and nonprescribed medications, alcohol consumption, and diarrhea, which are 

subject to recall bias.

In summary, this is the first iPK analysis of ATV exposure in plasma of women who are 

representative of HIV patients in the United States. The observation of an SORCS2 effect 

on hair concentration of ATV and now in plasma in the AA population is exciting given the 

plausible mechanistic basis for this effect, which warrants evaluation. To better understand 

the relationship between plasma and hair exposure for ATV, a population PK model is 
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necessary. Although specific genetic polymorphisms hitherto reported to impact ATV PKs 

exist, the effect of these polymorphisms on ATV exposure in our population did not result in 

a statistically significant effect.

FUNDING

University of California San Francisco (UCSF) -Gladstone Center For AIDS Research Grant: Bani Tamraz P30 
A1027763; National Institute of Allergy and Infectious Diseases (NIAID): Kathryn Anastos U01-AI-035004; 
NIAID: Deborah R. Gustafson U01-AI-031834; NIAID: Audrey L. French U01-AI-034993; NIAID: Seble Kassaye 
U01-AI-034994; NIAID: Ruth M. Greenblatt, Bradley E. Aouizerat U01-AI-034989; NIAID: Stephen J. Gange 
U01-AI-042590; National Institute of Child Health and Human Development (NICHD): Marek J. Nowicki U01-
HD-032632; and UCSF Clinical and Translational Science Institute: Peter Bacchetti UL1-TR000004.

References

1. Tamraz B et al. A genome-wide association study identifies a candidate gene associated with 
atazanavir exposure measured in hair. Clin. Pharmacol. Ther. 104, 949–956 (2018). [PubMed: 
29315502] 

2. Bonora S et al. Successful pharmacogenetics-based optimization of unboosted atazanavir plasma 
exposure in HIV-positive patients: a randomized, controlled, pilot study (the REYAGEN study). J. 
Antimicrob. Chemother. 70, 3696–3699 (2015).

3. D’Avolio A et al. Intracellular accumulation of atazanavir/ritonavir according to plasma 
concentrations and OATP1B1, ABCB1 and PXR genetic polymorphisms. J. Antimicrob. 
Chemother. 69, 3061–3066 (2014). [PubMed: 24997317] 

4. Rodriguez-Novoa S et al. Genetic factors influencing atazanavir plasma concentrations and the risk 
of severe hyperbilirubinemia. AIDS 21, 41–46 (2007). [PubMed: 17148966] 

5. Siccardi M et al. Association of a single-nucleotide polymorphism in the pregnane X receptor (PXR 
63396C–>T) with reduced concentrations of unboosted atazanavir. Clin. Infect. Dis. 47, 1222–1225 
(2008). [PubMed: 18831695] 

6. Schipani A et al. Population pharmacokinetic modeling of the association between 63396C->T 
pregnane X receptor polymorphism and unboosted atazanavir clearance. Antimicrob. Agents 
Chemother. 54, 5242–5250 (2010). [PubMed: 20921307] 

7. Savic RM et al. Effect of adherence as measured by MEMS, ritonavir boosting, and CYP3A5 
genotype on atazanavir pharmacokinetics in treatment-naive HIV-infected patients. Clin. Pharmacol. 
Ther. 92, 575–583 (2012). [PubMed: 23033116] 

8. Anderson PL et al. Atazanavir pharmacokinetics in genetically determined CYP3A5 expressors 
versus non-expressors. J. Antimicrob. Chemother. 64, 1071–1079 (2009). [PubMed: 19710077] 

9. Gandhi M et al. A single-nucleotide polymorphism in CYP2B6 leads to >3-fold increases in 
efavirenz concentrations in plasma and hair among HIV-infected women. J. Infect. Dis. 206, 1453–
1461 (2012). [PubMed: 22927450] 

10. Abdelkawy KS, Donia AM, Turner RB & Elbarbry F Effects of lemon and Seville orange juices on 
the pharmacokinetic properties of Sildenafil in healthy subjects. Drugs R. D. 16, 271–278 (2016). 
[PubMed: 27550653] 

Tamraz et al. Page 5

Clin Pharmacol Ther. Author manuscript; available in PMC 2024 January 25.

A
uthor M

anuscript
A

uthor M
anuscript

A
uthor M

anuscript
A

uthor M
anuscript



A
uthor M

anuscript
A

uthor M
anuscript

A
uthor M

anuscript
A

uthor M
anuscript

Tamraz et al. Page 6

Ta
b

le
 1

N
on

ge
ne

tic
 p

re
di

ct
or

s 
as

so
ci

at
ed

 w
ith

 a
ta

za
na

vi
r 

co
nc

en
tr

at
io

n 
in

 p
la

sm
a

P
re

di
ct

or

To
ta

l (
N

 =
 1

23
)

A
A

 (
N

 =
 6

9)
W

T
 (

N
 =

 1
4)

H
IS

 (
N

 =
 1

4)

E
st

im
at

ed
 fo

ld
 e

ff
ec

t 
(9

5%
 

C
I)

P
 v

al
ue

a
E

st
im

at
ed

 fo
ld

 e
ff

ec
t 

(9
5%

 
C

I)
P

 v
al

ue
a

E
st

im
at

ed
 fo

ld
 e

ff
ec

t 
(9

5%
 C

I)
P

 v
al

ue
a

E
st

im
at

ed
 fo

ld
 e

ff
ec

t 
(9

5%
 C

I)
P

 v
al

ue
a

R
ito

na
vi

r
2.

29
 (

1.
73

–3
.0

3)
5.

4 
×

 1
0−

8
2.

36
 (

1.
53

–3
.6

3)
0.

00
02

1.
84

 (
0.

67
–5

.0
4)

0.
26

2.
33

 (
1.

32
–4

.1
0)

0.
01

D
ia

rr
he

aa
0.

64
 (

0.
47

–0
.8

8)
0.

00
58

0.
64

 (
0.

43
–0

.9
6)

0.
03

4
0.

50
 (

0.
12

–2
.0

2)
0.

35
0.

24
 (

0.
09

–0
.6

7)
0.

02

H
er

oi
n 

us
e

3.
08

 (
1.

38
–6

.8
7)

0.
00

70
3.

13
 (

1.
32

–7
.4

5)
0.

01
2

—
—

—
—

O
ra

ng
e 

ju
ic

e 
co

ns
um

pt
io

n 
(p

as
t 5

 
da

ys
)

1.
37

 (
1.

10
–1

.7
0)

0.
00

55
1.

30
 (

0.
97

–1
.7

6)
0.

08
9

0.
98

 (
0.

45
–2

.1
6)

0.
97

1.
65

 (
0.

89
–3

.0
7)

0.
14

A
dd

iti
on

al
 c

ov
ar

ia
te

s 
ev

al
ua

te
d 

th
at

 w
er

e 
no

t s
ig

ni
fi

ca
nt

ly
 a

ss
oc

ia
te

d 
w

ith
 a

ta
za

na
vi

r 
(A

T
V

) 
co

nc
en

tr
at

io
n 

in
 p

la
sm

a:
 a

ge
, a

la
ni

ne
 a

m
in

ot
ra

ns
fe

ra
se

, a
sp

ar
ta

te
 a

m
in

ot
ra

ns
fe

ra
se

, b
od

y 
m

as
s 

in
de

x,
 

cr
ea

tin
in

e 
cl

ea
ra

nc
e,

 d
ie

ta
ry

 f
at

 c
on

te
nt

, a
nd

 d
ru

g 
in

te
ra

ct
io

n 
va

ri
ab

le
s 

(i
.e

., 
m

ed
ic

at
io

ns
 th

at
 d

ec
re

as
e 

A
T

V
 e

xp
os

ur
e,

 A
T

V
 a

nd
 a

nt
ac

id
 u

se
, a

nd
 A

T
V

 a
nd

 r
ito

na
vi

r)
, e

st
im

at
ed

 g
lo

m
er

ul
ar

 f
ilt

ra
tio

n 
ra

te
, 

ga
m

m
a-

gl
ut

am
yl

 tr
an

sf
er

as
e,

 g
ra

pe
fr

ui
t j

ui
ce

 c
on

su
m

pt
io

n 
in

 th
e 

pa
st

 5
 d

ay
s,

 h
ep

at
iti

s 
B

 v
ir

us
 a

nt
ig

en
 p

os
iti

ve
, h

ep
at

iti
s 

C
 v

ir
us

, R
N

A
 p

os
iti

ve
, s

el
f-

re
po

rt
ed

 e
th

ni
ci

ty
, s

el
f-

re
po

rt
ed

 a
dh

er
en

ce
, s

m
ok

in
g 

st
at

us
, s

ub
st

an
ce

 u
se

 (
i.e

., 
cr

ac
k,

 c
oc

ai
ne

, a
lc

oh
ol

 u
se

),
 a

nd
 to

ta
l b

ili
ru

bi
n.

A
A

, A
fr

ic
an

 A
m

er
ic

an
; C

I,
 c

on
fi

de
nc

e 
in

te
rv

al
; H

IS
, H

is
pa

ni
c;

 W
T,

 W
hi

te
.

a D
ia

rr
he

a 
is

 d
ef

in
ed

 a
s 

ha
vi

ng
 th

re
e 

or
 m

or
e 

so
ft

 s
to

ol
s 

pe
r 

da
y 

in
 th

e 
30

 d
ay

s 
pr

io
r 

to
 in

te
ns

iv
e 

ph
ar

m
ac

ok
in

et
ic

 s
tu

dy
.

Clin Pharmacol Ther. Author manuscript; available in PMC 2024 January 25.



A
uthor M

anuscript
A

uthor M
anuscript

A
uthor M

anuscript
A

uthor M
anuscript

Tamraz et al. Page 7

Ta
b

le
 2

R
es

ul
ts

 f
ro

m
 c

an
di

da
te

 g
en

e 
an

al
ys

is
 f

or
 a

ss
oc

ia
tio

n 
w

ith
 A

T
V

 p
la

sm
a 

le
ve

ls

G
en

e
rs

ID
G

en
ot

yp
ed

 o
r 

im
pu

te
d

C
hr

:P
os

it
io

na
A

1/
A

2 
al

le
le

M
A

F
E

th
ni

c 
gr

ou
p 

(n
)

F
ol

d 
di

ff
er

en
ce

 (
95

%
 C

I)
P

 b

SO
R

C
S2

rs
73

20
84

73
Im

pu
te

d
4:

73
24

59
6

A
/C

0.
09

A
A

 (
66

)
0.

54
 (

0.
38

–0
.7

8)
0.

00
15

0.
36

W
T

 (
14

)
1.

91
 (

0.
89

–4
.0

9)
0.

15

0.
14

H
IS

 (
14

)
1.

02
 (

0.
52

–1
.9

9)
0.

95

M
et

a-
an

al
ys

is
0.

96
 (

0.
92

–1
.0

0)
0.

91

rs
73

20
84

70
G

en
ot

yp
ed

4:
73

23
91

3
G

/C
0.

14
A

A
 (

66
)

0.
73

 (
0.

55
–0

.9
6)

0.
02

8

0.
36

W
T

 (
14

)
1.

91
 (

0.
89

–4
.0

9)
0.

15

0.
18

H
IS

 (
14

)
0.

95
 (

0.
46

–1
.9

5)
0.

89

M
et

a-
an

al
ys

is
1.

01
 (

1.
0–

1.
02

)
0.

98

C
Y

P3
A

5
rs

77
67

46
G

en
ot

yp
ed

7:
99

67
29

16
T

/C
0.

75
A

A
 (

66
)

0.
79

 (
0.

63
–0

.9
9)

0.
04

9

0.
1

W
T

 (
14

)
0.

90
 (

0.
43

–1
.9

0)
0.

79

0.
32

H
IS

 (
14

)
0.

88
 (

0.
19

–4
)

0.
87

M
et

a-
an

al
ys

is
0.

8 
(0

.6
3–

1.
02

)
0.

04
5

rs
10

26
42

72
G

en
ot

yp
ed

7:
99

66
52

12
T

/C
0.

16
A

A
 (

66
)

0.
89

 (
0.

68
–1

.1
7)

0.
42

0
W

T
 (

14
)

N
A

N
A

0
H

IS
 (

14
)

N
A

N
A

M
et

a-
an

al
ys

is
N

A
N

A

rs
41

30
33

43
Im

pu
te

d
7:

99
65

27
70

-/
A

0.
09

A
A

 (
66

)
0.

87
 (

0.
61

–1
.2

4)
0.

45

0
W

T
 (

14
)

N
A

N
A

0
H

IS
 (

14
)

N
A

N
A

M
et

a-
an

al
ys

is
N

A
N

A

N
R

1I
2

rs
24

72
67

7
Im

pu
te

d
3:

11
97

99
57

T
/C

0.
47

A
A

 (
66

)
1.

05
 (

0.
86

–1
.2

9)
0.

62

0.
5

W
T

 (
14

)
0.

68
 (

0.
29

–1
.5

7)
0.

40

0.
5

H
IS

 (
14

)
1.

02
 (

0.
58

–1
.7

9)
0.

95

M
et

a-
an

al
ys

is
1.

03
 (

0.
64

–1
.6

4)
0.

78

A
B

C
B

1
rs

10
45

64
2

G
en

ot
yp

ed
7:

87
50

93
29

A
/G

0.
18

A
A

 (
66

)
1.

11
 (

0.
86

–1
.4

3)
0.

41

0.
39

W
T

 (
14

)
0.

79
 (

0.
38

–1
.6

4)
0.

55

Clin Pharmacol Ther. Author manuscript; available in PMC 2024 January 25.



A
uthor M

anuscript
A

uthor M
anuscript

A
uthor M

anuscript
A

uthor M
anuscript

Tamraz et al. Page 8

G
en

e
rs

ID
G

en
ot

yp
ed

 o
r 

im
pu

te
d

C
hr

:P
os

it
io

na
A

1/
A

2 
al

le
le

M
A

F
E

th
ni

c 
gr

ou
p 

(n
)

F
ol

d 
di

ff
er

en
ce

 (
95

%
 C

I)
P

 b

0.
32

H
IS

 (
14

)
0.

57
 (

0.
36

–0
.8

9)
0.

04
9

M
et

a-
an

al
ys

is
0.

82
 (

0.
23

–2
.9

6)
0.

40

rs
20

32
58

2
G

en
ot

yp
ed

7:
87

53
13

02
A

/C
0.

04
A

A
 (

66
)

1.
49

 (
0.

90
–2

.4
7)

0.
13

0.
25

W
T

 (
14

)
1.

31
 (

0.
48

–3
.5

8)
0.

61

0.
18

H
IS

 (
14

)
0.

51
 (

0.
31

–0
.8

2)
0.

03
0

M
et

a-
an

al
ys

is
0.

96
 (

0.
85

–1
.0

9)
0.

92

A
1/

A
2,

 m
in

or
/m

aj
or

 a
lle

le
s;

 A
A

, A
fr

ic
an

 A
m

er
ic

an
; A

T
V

, a
ta

za
na

vi
r;

 C
hr

, c
hr

om
os

om
e;

 C
I,

 c
on

fi
de

nc
e 

in
te

rv
al

; H
IS

, H
is

pa
ni

c;
 M

A
F,

 m
in

or
 a

lle
le

 f
re

qu
en

cy
; N

A
, n

ot
 a

va
ila

bl
e 

be
ca

us
e 

m
in

or
 a

lle
le

 n
ot

 
de

te
ct

ed
; W

T,
 w

hi
te

.

a Po
si

tio
n 

ba
se

d 
on

 G
R

C
h3

7/
hg

19
 a

ss
em

bl
y.

b T
he

 a
 p

ri
or

i t
hr

es
ho

ld
 f

or
 s

ta
tis

tic
al

 s
ig

ni
fi

ca
nc

e 
is

 0
.0

08
. P

 v
al

ue
s 

<
 0

.0
5 

ar
e 

bo
ld

ed
.

Clin Pharmacol Ther. Author manuscript; available in PMC 2024 January 25.


	Abstract
	References
	Table 1
	Table 2

