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The prevalence of Bartonella species DNA and antibodies for Bartonella henselae
were studied in 40 clinically healthy cats (Felis catus, Linnaeus 1758) submitted to
a spay/neuter program in Rio de Janeiro, Brazil. Additionally, the prevalence of
Bartonella species DNA was investigated in the fleas found parasitizing the
subject cats. For this purpose, blood samples were obtained from all cats, and
DNA extraction was performed on the blood, and blood clotted samples, as well
as on pools of fleas obtained from them. Antibodies for B henselae were detected
on serum samples. Bartonella species DNA was detected in 17 cats, whereas
serum reactivity for B henselae was found in 19. A total of 20 cats were
flea-infested and nine of these 20 had Bartonella species DNA in their blood. In
four of the 20 flea-infested cats, Bartonella species DNA was detected in the fleas
obtained from those cats, but only one of these four cats had Bartonella species

DNA in its blood.
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facultative intraerythrocytic bacteria,' belong-

ing to the o2 Proteobacteria subgroup.” The ge-
nus is respon51ble for causmg several diseases of cats
and humans.? Bartonella species are distributed world-
wide* and are considered emerging pathogens,3 * both
in veterinary and human medicine.’ Ctenocephalzdes
felis is commonly found infesting cats and is known
to harbor bacteria of the genus Bartonella.® Fleas may
transmit Bartonella henselae infections amongst cats
and may also play a role in the transmlssmn of Barto-
nella species between cats and people.®” Bartonella
species are arthropod-borne yathogens favoring
high temperature and humidity;” therefore, global cli-
matic changes may support the increase and disper-
sion of vector populations, and consequently alter
patterns of infections by arthropod-borne pathogens
in susceptible animals. Human bartonellosis is

T I 1 he Bartonella genus comprises Gram—negatlve
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reported worldwide>* and has been specifically re-

ported in Rio de Janeiro.” The transmission of this
group of bacteria involves arthropods that benefit
from the warm and humid environments'® that are
typical of this city."" In this study, the circulation of
Bartonella species was studied in cats (Felis catus)
living in the city of Rio de Janeiro, Brazil, to generate
updated data to support risk analysis.

Forty clinically healthy cats were included in this
study, 13 males and 27 females, between 4 and 24 months
of age (X=10.38 and standard deviation=7.34),
presented to a free spay-neuter program (Desengata
program) held in the city of Rio de Janeiro, Brazil. Blood
samples were obtained from all cats, both anticoagu-
lated and clotted. The cats were then combed (Flea-
comb; Lambert Kay Twinco, USA) for 5min, over
a collecting basin, to retrieve any ectoparasites. All col-
lected fleas were frozen, identified by classical entomo-
logical criteria, and kept at —20°C, in pools of one to
four fleas until processing. The QlAamp DNA Mini
Kit (Qiagen; Hilden, Germany) was used for DNA
extraction from all pools of fleas, whole blood and blood
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clots. Bartonella genus DNA was identified in blood and
blood clots using a polymerase chain reaction (PCR) and
the specific primers CAT1 [5-GATTCAATTGGTTT
GAA(G/A)GAGGCT-3'] and CAT2 [5-TCACATCAC
CAGG(A/G)CGTATTC-3 ] for selected genes (htrA,
60 kDa heat shock protein).'”> DNA fragments were am-
plified using 8 pl of the eluted DNA solution in a total of
25 pl of PCR mix. A known positive control was used for
every PCR and distilled water was used as a negative
control. Serum samples were tested for detection of im-
munoglobulin G (IgG) antibodies for B henselae using
indirect immunofluorescent assay (IFA) (Bion; Illinois,
USA) (cutoff =1:64). Cats were considered to harbor
the bacteria whenever bacterial DNA was detected in
blood or clot samples.

Most cats included in this study were shown to have
been previously exposed to the genus Bartonella by de-
tection of either bacterial DNA in blood or clot samples
or by antibody for B henselae detection. Bartonella spe-
cies DNA was detected in blood or clot samples of
17 cats (42.5%) whereas serum reactivity for B henselae
was shown in the serum samples of 19 cats (47.5%).
DNA and antibodies were detected simultaneously
in samples of nine cats (22.5%). The prevalence of
cats harbormg bacterial DNA was similar to those
found in previous reports,' particularly when similar
environmental COl’ldlthHS (temperature and humidity)
were considered.® There were 21 cats (52.5%) in which
antibodies for B henselae could not be detected; of these
21 cats, bacterial DNA was detected in blood or clot
samples of eight (38%), suggesting recent infection, in-
fection by other Bartonella species not cross reactive
with B henselae, immunosuppression or even a result
of the low immunostimulatory progerties of Bartonella
species lipopolysaccharide (LPS).”™ Seroreactive ani-
mals had titers of 1:64 (1/19, 5.3%), 1:128 (8/19,
42.1%), 1:256 (5/19, 26.3%), 1:512 (3/19, 15.8%),
1:1024 (2/19, 10.5%). The concentration of detectable
antibodies should not be interpreted as current B hen-
selae infection in cats, given that cross—reactlons may
occur with other Bartonella species.' Half of the cats
(20) were infested with fleas and nine of these 20
had Bartonella species DNA in their blood. Out of those
20 cats, 13 were infested by 1—5 fleas and seven cats by
6—22 fleas. A total of 119 fleas were collected from the
cats, and the flea burden varied from 1—22 fleas/ani-
mal (X=5.95 and standard deviation = 6.44). Barto-
nella species DNA could be detected in the flea pools
of four of the 20 flea-infested cats. These four cats pre-
sented less than four fleas each, resulting in only one
pool per cat. Among the four cats that presented
a PCR-positive pool of fleas, only one was shown to
have bacterial DNA in its blood. The discrepancy be-
tween the prevalence of Bartonella species DNA in
the blood of cats (42.5%) and the frequency of DNA
detection in the fleas found on those cats suggests
that the concentration of bacterial DNA in fleas may
have been insufficient for its detection by the tech-
niques used in this study. Another possibility is that
these cats could have acquired the fleas on location
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from other uninfected cats, and thus there was not
enough time for sufficient bacterial multiplication in-
side the flea following their recent feeding on infected
cats. In conclusion, this pilot study has demonstrated
a high prevalence of Bartonella species infection in
cats, updating information on its circulation in the
city of Rio de Janeiro. These results indicate that fur-
ther studies on larger numbers of animals are needed
to determine the overall prevalence of Bartonella
species in Rio de Janeiro, as this has important
implications for veterinary and human health.

Acknowledgements

The authors would like to thank the professionals in-
volved with the spay/neuter Desengata program,
held at the College of Veterinary Medicine at
Universidade Castelo Branco, for their dedication to
population control and to the research of feline
infectious diseases in the city of Rio de Janeiro.

References

1. Chomel BB, Boulouis HJ, Breitschwerdt EB, et al. Ecolog-
ical fitness and strategies of adaptation of Bartonella spe-
cies to their hosts and vectors. Vet Res 2009; 40: 1—22.

2. Birtles R], Raoult D. Comparison of partial citrate syn-
thase gene (gltA) sequences for phylogenetic analysis
of Bartonella species. Int | Syst Bact 1996; 46: 891—7.

3. Boulouis HJ, Chang CC, Henn JB, Kasten RW, Chomel
BB. Factors associated with the rapid emergence of
zoonotic Bartonella infections. Vet Res 2005; 36:
383—410.

4. Breitschwerdt EB, Kordick DL. Bartonella infection in an-
imals: carriership, reservoir potential, pathogenicity, and
zoonotic potential for human infection. Clin Microbiol
Rev 2000; 13: 428—38.

5. Karem KL, Paddock CD, Regnery RL. Bartonella hense-
lae, B quintana, and B bacilliformis: historical pathogens
of emerging significance. Microbes Infect 2000; 2:
1193—205.

6. Lappin MR, Griffin B, Brunt J, et al. Prevalence of Barto-
nella species, haemoplasma species, Ehrlichia species,
Anaplasma  phagocytophilum, and Neorickettsia risticii
DNA in the blood of cats and their fleas in the United
States. | Feline Med Surg 2006; 8: 85—90.

7. Chomel BB, Kasten RW, Floyd-Hawkins K, Chi B,
Yamamoto K, Roberts-Wilson J. Experimental trans-
mission of Bartonella henselae by the cat flea. | Clin
Microbiol 1996; 34: 1952—6.

8. Jameson PH, Greene CE, Regnery RL, et al. Prevalence of
Bartonella henselae in pet cats throughout regions of
North America. | Infect Dis 1995; 172: 1145—9.

9. Lamas C, Favacho A, Ramos RG, et al. Bartonella native
valve endocarditis: the first Brazilian alive and well.
Braz | Infect Dis 2007; 11: 591—4.

10. Chomel BB, Boulouis HJ, Maruyama S, Breitschwerdt
EB. Bartonella spp in pets and effect on human health.
Emerg Infect Dis 2006; 12: 389—94.

11. Ministério da Agricultura Pecuédria e Abastecimento.
Instituto Nacional de Meteorologia. Available from:
http:/ /www.inmet.gov.br (accessed Apr 24, 2010).


http://www.inmet.gov.br

Prevalence of Bartonella species DNA and antibodies in cats 151

12. Anderson B, Sims K, Regnery R, et al. Detection of Ro- 14. Merrel DS, Falkow S. Frontal and stealth attack strategies

chalimaea henselaze DNA in specimens from cat scratch in microbial pathogenesis. Nature 2004; 430: 251—6.
disease patients by PCR. ] Clin Microbiol 1994; 32: 15. Brunt J, Guptill L, Kordick DL, Kudrak S, Lappin MR.
942-8. American Association of Feline Practitioners 2006 Panel
13. Dehio C. Molecular and cellular basis of Bartonella path- report on diagnosis, treatment, and prevention of Barto-
ogenesis. Annu Rev Microbiol 2004; 58: 365—90. nella spp infections. | Feline Med Surg 2006; 8: 213—26.

Available online at www.sciencedirect.com

ScienceDirect



	Prevalence of Bartonella species DNA and antibodies in cats (Felis catus) submitted to a spay/neuter program in Rio de Jane ...
	Acknowledgements


