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ABSTRACT Current guidelines recommend that individuals with moderate COVID-19 
disease isolate for 5 days after the first appearance of symptoms or a positive SARS-CoV-2 
test. It would be useful to understand the time course of infectious virus production and 
its correlation with virus detection using a rapid antigen test (RAT) or quantitative reverse 
transcriptase (qRT)-PCR. In a phase 2 study, 242 vaccinated patients with COVID-19 
and at low risk for progression to severe disease initiated 5 days of treatment with 
pomotrelvir (PBI-0451, a SARS-CoV-2 main protease inhibitor) or placebo within 5 days 
after symptom onset. The primary endpoint, the proportion of subjects with SARS-CoV-2 
viral titers below the limit of detection on Day 3 of treatment in the pomotrelvir versus 
placebo groups, was not met. No between-group differences in SARS-CoV-2 clearance 
or symptom resolution or alleviation were observed. Additional analyses evaluated the 
dynamics of SARS-CoV-2 replication in mid-turbinate nasal swabs and saliva samples 
using infectious virus assay (IVA), RAT, and qRT-PCR. SARS-CoV-2 cleared rapidly, with 
negative results first determined by IVA (TCID50 below the limit of detection), followed 
by the RAT (negative for SARS-CoV-2 N antigen), and qRT-PCR (RNA below the limit 
of detection), which suggests that delayed initiation of treatment (up to 5 days after 
symptom onset) may have contributed to the lack of treatment response. Symptom 
resolution lagged behind viral clearance assessed by IVA and RAT. These data support 
reliance on a negative RAT to determine when an individual is no longer producing 
infectious virus and may end isolation.

IMPORTANCE A phase 2 double-blind, placebo-controlled study was performed 
evaluating pomotrelvir, a SARS-CoV-2 Mpro inhibitor, compared with placebo in 
242 non-hospitalized, vaccinated, symptomatic adults with COVID-19 (Omicron). No 
improvement in the decrease of viral replication or relief of symptoms was observed 
between the two groups when treatment was initiated ≥3 days after symptom onset. 
These results suggest that future COVID-19 antiviral studies using a similar patient 
population may need to initiate treatment earlier, like influenza studies. This is the 
first study to prospectively evaluate SARS-CoV-2 viral dynamics and the time to viral 
clearance in a significant number of patients using concurrently obtained results from 
an infectious virus assay, a rapid antigen test (RAT), and a qRT-PCR assay over a 15-day 
time course. These results suggest that a negative RAT assay is a good indicator of loss of 
infectious virus and the ability to return to normal activities.

KEYWORDS SARS-CoV-2, Omicron, viral dynamics, rapid antigen test, infectious virus 
assay, qRT-PCR

I nfection with SARS-CoV-2 has resulted in widespread economic and social disruption 
as governments struggle to decrease the spread of the highly infectious virus that 
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can produce asymptomatic infection, as well as severe disease, hospitalization, and 
death. The B.1.1.529 (Omicron) variant of SARS-CoV-2 was first identified in the United 
States on 1 December 2021 and became the predominant circulating strain, represent
ing >95% of samples identified in the Centers for Disease Control and Prevention’s (CDC) 
national genomic surveillance program by mid-January 2022 (1). Factors contributing 
to the rapid emergence and continued prevalence of Omicron include a higher rate of 
transmissibility and infectivity in humans compared with earlier SARS-CoV-2 lineages 
(2, 3), resistance to neutralization by monoclonal antibodies, and, to a large extent, 
vaccine-elicited antibodies (4). This has led to high rates of breakthrough infections 
among both vaccinated and previously infected individuals (5).

Although individuals infected with SARS-CoV-2 Omicron variants tend to experi
ence milder symptoms and are at lower risk for severe outcomes and hospitaliza
tion compared with earlier variants (6, 7), confirmed SARS-CoV-2 infections continue 
to result in thousands of hospitalizations per day and account for 1.5% of deaths 
in the United States (https://covid.cdc.gov/covid-data-tracker/#datatracker-home). The 
majority of hospitalizations and deaths are in patients with risk factors that include 
but are not limited to, hypertension, obesity, immune suppression, and chronic lung 
disease (https://www.cdc.gov/coronavirus/2019-ncov/hcp/clinical-care/underlyingcondi
tions.html#print) (8).

Current CDC guidelines recommend initiation of treatment within 3–5 days 
of development of COVID-19 symptoms (https://www.cdc.gov/coronavirus/2019-
ncov/your-health/treatments-for-%20severe-illness.html). Direct-acting antiviral small 
molecule protease/polymerase inhibitors (i.e., nirmatrelvir/ritonavir, molnupiravir, and 
remdesivir) have received regulatory emergency use authorization or full approval for 
the treatment of COVID-19 in the United States and other regions [Paxlovid (Pfizer) 2023, 
Lagevrio (Merk) 2021, and Velkury (Gilead Sciences) 2021] but are indicated only for 
patients who are at high risk for progression to severe COVID-19, including hospitaliza
tion or death; they are not authorized for treatment of standard-risk, otherwise healthy 
patients.

Given the rapid clearance of Omicron, a 3- to 5-day delay in the initiation of treatment 
in an otherwise healthy patient population with a low risk of severe disease progression 
may not result in noticeable improvements in viral clearance or symptom improvement. 
Herein, we present the results of a phase 2 double-blind, placebo-controlled study 
evaluating the virologic effect, safety, and efficacy of pomotrelvir, an orally bioavailable 
direct-acting antiviral inhibitor of the main protease (Mpro) of SARS-CoV-2 (9), compared 
with placebo in non-hospitalized, symptomatic adults with COVID-19 who were not at 
high risk of progressing to severe disease. While no statistically significant difference in 
the clearance of SARS-CoV-2 was observed between the treatment arms, the use of three 
independent virologic assays allowed us to closely monitor the time to viral clearance in 
this patient population.

SARS-CoV-2 detection by RT-PCR is generally considered the gold standard for 
the diagnosis of COVID-19 (10), and the performance of the commercially available 
SARS-CoV-2 rapid antigen tests (RATs) has been evaluated by comparing RAT and 
RT-PCR results from concordant nasal swab samples (11). The RT-PCR and RAT tests are 
commonly used to track the course of infection to determine when it is appropriate to 
end isolation. However, neither of these assays determines the presence of infectious 
viruses. Previous studies evaluating the performance of RAT and RT-PCR assays compared 
to viral culture [i.e., infectious virus assay, IVA (12, 13)] were conducted prior to the 
onset of Omicron lineage. Chu and colleagues (12) executed a study from January to 
May 2021, in which the SARS-CoV-2 lineages detected were 56% Alpha, 16% Epsilon, 
and 4% Gamma. Only 23 of the 225 patients in the study were included in a com
parison of antigen, NP swab, and viral culture samples, which were taken for 7 days 
following enrollment. However, the authors do not describe whether these samples 
were taken concurrently. In their study, the antigen test sensitivity was 64% and 84% 
when compared with same-day RT-PCR and viral culture results, respectively. Kirby and 
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colleagues (13) compared the antigen, RT-PCR, and viral culture results from 189 samples 
collected from March to June 2021 (no Pango lineage was described), which were 
selected based solely on the viral load distribution by RT-PCR. In their study, when the 
viral load was >106 copies/mL, a positive antigen test was >95% positive in the viral 
culture assay for the same sample. The study presented in this communication is the 
first clinical study of COVID-19 patients to prospectively test and compare concurrently 
obtained IVA, RAT, and RT-PCR assay results from 242 patients, which describes the viral 
dynamics of a SARS-CoV-2 infection over a full 15-day time course.

RESULTS

Patient disposition

Two hundred eighty-nine patients were screened at 33 sites in the United States from 
21 September through 27 December 2022, and 242 eligible patients were randomized 
to the intent-to-treat (ITT) population (162 patients to the pomotrelvir group and 80 
patients to the placebo group). Overall, 231 patients (95.5%) completed 5 days of 
twice-daily dosing and 10 patients (4.1%) prematurely discontinued the study drug. In 
the pomotrelvir group, eight patients (4.9%) prematurely discontinued the study drug. 
Five patients (3.1%) were study drug noncompliant, one subject (0.6%) withdrew from 
the study prior to completing study drug dosing, one patient (0.6%) discontinued the 
study drug due to an adverse event (nonserious hemorrhoidal hemorrhage), and one 
patient (0.6%) discontinued the study drug due to pregnancy. In the placebo group, 
two patients (2.5%) prematurely discontinued the study drug (one subject withdrew 
consent and one subject at the investigator’s discretion). A total of 227 patients (n = 149 
pomotrelvir and n = 77 placebo) completed the study through Day 28 (Fig. S1).

Demographics

Clinical characteristics were similar between the two groups (Table S1). The median 
age was 43 years and 47.5% were male. Most patients were white (84.7%), of Hispanic 
ethnicity (79.8%), and randomized within 3 days of symptom onset (81.8%). The majority 
(69%) had evidence of previous SARS-CoV-2 infection as determined by the detection 
of SARS-CoV-2 antibodies to the N antigen at baseline. At baseline, the incidence of 14 
targeted COVID-19 symptoms was similar for patients in the pomotrelvir and placebo 
groups. The baseline viral load values obtained from mid-turbinate (MT) nasal swab or 
saliva samples were similar between the two groups: 5.34 and 5.13 log10 copies/mL 
for MT nasal swab samples and 4.71 and 4.93 log10 copies/mL for saliva samples. 
At baseline, the majority (64.9%) of patients were negative by IVA; therefore, only 85 
patients (35.1%) who had a positive SARS-CoV-2 result based on IVA were included in the 
modified intent-to-treat virology (mITTV) population: (32.7%) in the pomotrelvir group 
and 40% in the placebo group. Viral titers were also similar between the two groups: 2.01 
and 2.13 log10 TCID50/mL for the pomotrelvir and placebo groups, respectively (Table 
S1). Whole-genome sequencing data were obtained from 123 patients at baseline (84 
patients in the pomotrelvir group and 39 patients in the placebo group). All sequenced 
patients were infected with the Omicron variant of SARS-CoV-2. The predominant 
lineage observed was BQ.1/BQ.1.1 (52.4% in the pomotrelvir group and 61.5% in the 
placebo group) and sub-lineages thereof (Table 1).

SARS-CoV-2 viral titer and viral load

The proportion of subjects in the mITTV analysis set with undetected SARS-CoV-2 
infectious virus on Day 3 (i.e., primary endpoint) was not significantly different between 
the pomotrelvir and placebo treatment groups (risk difference 6.2, 95% CI −14.12, 26.61, 
P = 0.5694). By Day 5 of treatment, 96.2% of patients in the pomotrelvir group and 96.7% 
of patients in the placebo group had SARS-CoV-2 viral titers below the limit of detection, 
and viral titers remained below the limit of detection at all subsequent time points 
(Fig. 1A). Patients included in the modified intention-to-treat (mITT) analysis set had a 
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positive SARS-CoV-2 RAT at baseline. On Day 5 of treatment, the proportion of patients 
with a negative RAT by MT nasal swab was slightly higher in the pomotrelvir group 
(70.7%) compared with the placebo group (61.8%). However, the difference between the 
pomotrelvir and placebo groups was not significantly different (risk difference 9.3, 95% CI 
−3.64, 22.23, P = 0.1552). By Day 28, all patients were negative for SARS-CoV-2 by RAT 
(Fig. 1B).

For the mITT analysis set, baseline SARS-CoV-2 viral load by quantitative reverse 
transcriptase (qRT)-PCR from MT nasal swabs was similar for patients in the pomotrelvir 
and placebo groups (5.34 ± 2.148 and 5.13 ± 2.465 log10 copies/mL, respectively). Viral 
RNA levels decreased at a similar rate for both groups, with decreases from baseline 
−2.61 ± 1.615 and −2.60 ± 2.060 log10 copies/mL in the pomotrelvir and placebo groups, 
respectively, on Day 5 (P = 0.7873). By Day 15, 97.2% of patients in the pomotrelvir group 
and 96.0% of patients in the placebo group were below the limit of detection for SARS-
CoV-2 by qRT-PCR (Fig. 1C).

Baseline and post-baseline saliva viral load (qRT-PCR) results were obtained from 95 
patients in the pomotrelvir group and 48 patients in the placebo group (data not shown). 
Saliva viral load at baseline was similar for the pomotrelvir (4.71 ± 1.643 log10 copies/mL) 
and placebo (4.93 ± 1.401 log10 copies/mL) groups. On Day 5, there was a significant 
difference in the change from baseline saliva viral load between the pomotrelvir and 
placebo groups [−2.73 ± 1.658 log10 copies/mL versus −1.83 ± 1.651 log10 copies/mL for 
pomotrelvir and placebo, respectively (P = 0.0057)]. No significant differences in change 
from baseline saliva viral load were observed between the groups at any other time 
point. By Day 15, 95.8% of patients in both groups were below the limit of detection for 
SARS-CoV-2 in saliva samples.

Virologic rebound

The proportion of patients with virologic rebound detected by qRT-PCR from MT nasal 
swab samples was evaluated as part of an exploratory endpoint. Virologic rebound was 
defined as (i) SARS-CoV-2 RNA greater than the lower limit of detection after being less 
than the limit of detection or (ii) at least 1 log10 increase from nadir in SARS-CoV-2 RNA 
copy number. Among patients with detectable SARS-CoV-2 by qRT-PCR at baseline and 
at least two subsequent time points, 21.1% (38/180) experienced virologic rebound, with 
similar incidence in the pomotrelvir (21.6%; 27/125) and placebo (20.0%; 11/55) groups; 
the between-group difference was not statistically significant (P = 0.86). For the majority 
of these patients (81.6%; 31/38), virologic rebound occurred on or before Day 5. For 6/38 
(15.8%) patients who experienced virologic rebound (three patients each in the pomo
trelvir and placebo groups), concurrent saliva samples also met the criteria for rebound. 
Virologic rebound by qRT-PCR was not associated with a contemporaneous rebound by 
RAT or with a rebound of clinical symptoms. All virologic rebounds were transient in that 
the viral load decreased and became undetectable at subsequent time points (Fig. 2).

TABLE 1 SARS-CoV-2 analysis

SARS-CoV-2 lineage Pomotrelvir (n = 84)
n (%)

Placebo (n = 39)
n (%)

BQ.1/BQ.1.1 44 (52.4) 24 (61.5)
BA.5 14 (16.7) 4 (10.3)
XBB 12 (14.3) 5 (12.8)
BF 5 (6.0) 4 (10.3)
BA.4.6 3 (3.6) 0
EF.2 2 (2.4) 0
BE.9 1 (1.2) 1 (2.6)
BN.1.5 1 (1.2) 1 (2.6)
BW.1.1.1 1 (1.2) 0
CV.1 1 (1.2) 0
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COVID-19 symptom alleviation and resolution

Across treatment groups, the median time to sustained alleviation (8 days) and sustained 
resolution (10–11 days) of all 14 targeted COVID-19 symptoms and subsets of symptoms 
was similar, and no statistically meaningful between-group differences were observed 
(Table S2). No patients reported a COVID-19-related medical visit or hospitalization. The 
proportion of patients with symptom rebound was greater in the pomotrelvir group 
(9.2%) compared with the placebo group (2.6%) for symptoms that lasted ≥1 day. 
However, for symptoms lasting ≥2 consecutive days, the proportion of patients with 
symptom rebound was similar for the pomotrelvir (2.6%) and placebo (1.3%) groups. No 

FIG 1 Proportion of patients positive for SARS-CoV-2 by time point assessed by IVA (A) and RAT (B) and change from baseline in SARS-CoV-2 viral load (qRT-PCR) 

by time point (C). (A) Proportion of patients with positive SARS-CoV-2 by IVA (mITTV analysis set), (B) proportion of patients with positive SARS-CoV-2 by RAT 

(mITT analysis set), and (C) mean change from baseline in SARS-CoV-2 viral load (quantitative reverse transcriptase-PCR, ITT analysis set).

FIG 2 Change from baseline in SARS-CoV-2 viral load over time for patients with virologic rebound in the pomotrelvir (A) and placebo (B) groups. Individual 

graphs representing a change from baseline in SARS-CoV-2 RNA by treatment group for patients with virologic reboundt.
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patients reported a severe symptom or required hospitalization at the time of symptom 
rebound.

Safety

Pomotrelvir was safe and well tolerated by patients; 13.7% (22/161) in the pomotrelvir 
group and 5.0% (4/80) in the placebo group had at least one treatment-emergent AEs 
(TEAE), most of which were Grade 1 (mild) in severity. The most common TEAEs in the 
pomotrelvir group were gastrointestinal disorders (9.3%, 15/161) and included nausea 
(4.3%, 7/161), diarrhea (1.9%, 3/161), and abdominal pain and food poisoning (1.2%, 
2/161 each). Laboratory parameters remained consistent throughout the study with 
similar changes from baseline between the pomotrelvir and placebo groups. A total of 
9.9% (16/161) of patients in the pomotrelvir group and 8.9% (7/80) in the placebo group 
had at least one Grade 3 or 4 treatment-emergent chemistry laboratory abnormality, 
none of which were considered clinically significant. No individual vital sign measure
ment or electrocardiogram finding was considered clinically significant.

Summary of clinical results

Overall, the results of the virologic and clinical analyses demonstrated that treatment 
with pomotrelvir tablets 2× 750 mg/day for 5 days did not result in significant activity 
against SARS-CoV-2 compared with placebo in patients who were vaccinated (of whom 
69% were previously infected), symptomatic adults who were not at risk of progression 
to severe COVID-19.

Pooling of data for comparisons of SARS-CoV-2 detection and sampling 
methods

Because no significant differences were observed between the pomotrelvir and placebo 
treatment groups in the virologic analyses, the IVA, RAT, and qRT-PCR results obtained 
from patients in the mITT analysis set were pooled to evaluate any correlation between 
the three assays during the natural course of SARS-CoV-2 Omicron infection in this 
population of otherwise healthy, vaccinated patients, 69% (167/242) of whom had 
evidence of previous COVID-19 infection. In particular, a comparison of the IVA titer to 
RAT results in samples from MT nasal swabs and to qRT-PCR results from MT nasal swabs 
and saliva samples were evaluated to assess their utility in determining when a patient is 
no longer contagious and can return to normal activities.

Viral dynamics of SARS-CoV-2 clearance

The time points at which patients had their first negative SARS-CoV-2 result by IVA, 
RAT, and qRT-PCR were calculated based on the results from MT nasal swabs and saliva 
samples. The first negative results were detected by IVA on Day 1, with 14.1% (14/99) 
of evaluated patients negative for SARS-CoV-2 compared with no negative patients 
detected by RAT or qRT-PCR (Table 2). For the greatest proportions of evaluated patients, 
their first negative SARS-CoV-2 result occurred on Day 2 by IVA (35.4%) followed by Day 
5 by RAT (44.9%) and Day 10 by qRT-PCR of nasal swab (39.2%) and saliva (29.1%). The 
cumulative proportion of patients with negative SARS-CoV-2 by IVA, RAT, and qRT-PCR at 
each time point evaluated is shown in Fig. 3.

Correlation between saliva and MT nasal swab viral load

We pooled the viral load results from 1,432 paired nasal swabs and saliva samples 
collected from baseline to Day 28 to evaluate the concordance in viral load from the 
two sampling methods. Linear regression analysis revealed a moderate correlation in 
viral load from nasal swabs and saliva samples (r2 = 0.5169, Fig. 4). At each time point 
evaluated, the absolute viral load values were significantly different between the saliva 
and nasal swab samples (P values < 0.0001). An analysis that included only those 
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samples with results within the linear range of each assay (n = 415) also demonstrated 
a significant difference in viral loads (P < 0.0001). At baseline, saliva viral loads (4.981 
± 1.486 log10 copies/mL) were lower than nasal swab viral loads (6.255 ± 1.444 log10 
copies/mL) (P < 0.001); changes from baseline in saliva and nasal swab viral loads were 
significantly different at multiple time points. In addition to the significant scatter, the 
lack of concordance was most dramatic at the lowest range of sensitivity for each 
assay limit of detection (LOD) where the saliva counterpart assay detected significant 
viral loads ranging from <3 to 6 log10 copies, and the swab counterpart assay samples 
detected viral loads ranging from <3 to >7 log10 copies/mL. Not all patients in the study 
initiated treatment (i.e., Day 1) on the same day as the screening visit; therefore, IVA, RAT, 
and qRT-PCR results were compared for 105 patients who tested positive for SARS-CoV-2 
by IVA within 72 hours after screening. The total number of samples with paired results 
through Day 15 were 660 RAT/IVA, 561 saliva qRT-PCR/IVA, and 653 nasal swab qRT- 
PCR/IVA. Overall, 96% of nasal swab samples that were positive for SARS-CoV-2 by IVA 
was also positive by RAT, and 100% of IVA samples with TCID50 greater than 3 log10 
was positive by RAT; 99.5% of nasal swab samples and 91.0% of saliva samples that were 
positive by IVA were also positive by qRT-PCR. Among samples that were below the limit 
of detection for SARS-CoV-2 by IVA, 36% was positive by RAT and saliva qRT-PCR; 50% of 
samples that were below the limit of detection for SARS-CoV-2 by IVA was positive by MT 
nasal swab qRT-PCR (Fig. 5).

Throughout the study, the proportion of samples that were positive for SARS-CoV-2 
was consistently higher by RAT and qRT-PCR compared with IVA. On Day 5, 3% of nasal 
swab samples was positive by IVA compared with 32% and 50% by RAT and qRT-PCR, 
respectively, and 32% of saliva samples by qRT-PCR. On Day 10, 0%, 2%, and 15% of nasal 
swab samples were positive by IVA, RAT, and qRT-PCR, respectively, and 10% of saliva 
samples was positive by qRT-PCR (Fig. 6). We compared RAT and qRT-PCR results for 

FIG 3 Cumulative proportion of patients with negative SARS-CoV-2 result by IVA, RAT, and qRT-PCR at each time point evaluated. All patients in the mITT analysis 

set were included in this analysis. Numbers in parenthesis indicate the number of patients with a positive test by IVA, RAT, and qRT-PCR (saliva and nasal swabs).

TABLE 2 First time point with negative SARS-CoV-2 result by IVA, RAT, and qRT-PCR

% Patients first negative by Study day

1 2 3 5 10 15 28

IVA (n = 99) 14.1 35.4 29.3 20.2 2 0 0

RAT (n = 225) 0 9.3 14.2 44.9 29.8 1.3 0.4

qRT-PCR by nasal swab (n = 186) 0 6.5 11.8 27.4 39.2 12.4 2.7

qRT-PCR by saliva (n = 141) 0 14.2 22.2 24.1 29.1 7.8 2.8

Research Article Microbiology Spectrum

February 2024  Volume 12  Issue 2 10.1128/spectrum.02980-23 7

https://doi.org/10.1128/spectrum.02980-23


patients with contemporaneously collected MT nasal swabs and saliva samples through 
Day 15. Results from 1,439 nasal swab samples and 1,176 saliva samples were included in 
the analysis. The proportion of samples positive for SARS-CoV-2 by RAT increased with 
increasing viral load by qRT-PCR; 96% of nasal swabs and saliva samples that yielded viral 
loads greater than seven log10 copies/mL by qRT-PCR were positive by RAT (Fig. 7). The 
correlation between RAT and qRT-PCR was slightly greater for nasal swab samples (r2 = 
0.9826) compared with saliva samples (r2 = 0.8644).

Correlation of RAT and qRT-PCR for early SARS-CoV-2 detection

The concordance of SARS-CoV-2 detection by RAT and qRT-PCR was evaluated for 216 
patients with a positive RAT test at baseline for whom baseline nasal swabs and saliva 
qRT-PCR data were available. The concordance between positive RAT results and positive 
qRT-PCR results in contemporaneous baseline samples was 89.4% and 85.6% for nasal 
swabs and saliva samples, respectively. When the qRT-PCR results from baseline, Day 2, 
and Day 3 were combined for 203 subjects with available data, the concordance was 
92.1% and 88.1% for nasal swabs and saliva samples, respectively (Table 3).

DISCUSSION

Pomotrelvir is an orally bioavailable direct-acting 3C-like protease inhibitor of SARS-
CoV-2 main protease. This phase 2 study evaluated the antiviral activity, clinical efficacy, 
and safety of 5 days of pomotrelvir 700 mg twice daily in vaccinated, non-hospital
ized, symptomatic adults with COVID-19, who were at standard risk of progressing to 
severe disease, 69% of whom had evidence of previous infection with SARS-CoV-2. The 
prespecified primary efficacy endpoint for the study was based on the proportion of 
subjects below the limit of detection for infectious SARS-CoV-2 on Day 3 of treatment 
by IVA from MT nasal swabs. The pre-specified statistical analysis plan assumed a 40% 
positivity rate for SARS-CoV-2 by IVA at the start of treatment (i.e., baseline) to detect 

FIG 4 Correlation between SARS-CoV-2 viral load detected in paired saliva and MT nasal swab samples assessed by qRT-PCR. Correlation based on pooled 

qRT-PCR results obtained for concurrent saliva and nasal samples collected from baseline to Day 28 (n = 1,432).
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a difference between the groups. However, in our study, only 35% of the randomized 
patients had a positive SARS-CoV-2 result based on IVA. This result is lower than that 
reported with other SARS-CoV-2 variants. For example, in the phase 2 study of molnu
piravir, which enrolled patients prior to the appearance of the first variant of concern, 
43.5% of the patients was positive at baseline by IVA (14), whereas in the phase 2b 
study of ensitrelvir where the majority of patients were infected with the Omicron BA.1 
variant, 80% were positive at baseline by IVA (15). The impact of the relatively low 
incidence of positive IVA at baseline on treatment response is unknown. However, we 
did not observe any statistically significant differences in other virologic endpoints (RAT 
and/or PCR) where greater than 90% of the patients had a positive result at baseline, 
nor were there any significant differences observed in the clinical endpoints between the 
pomotrelvir and placebo group in this study. We observed multiple instances of transient 
virologic rebound in approximately 20% of patients by MT nasal swab qRT-PCR. The 
incidence of rebound was similar for both treatment groups; and unlike results reported 
for Paxlovid-treated, high-risk patients (16), rebound was more frequent on or before Day 

TABLE 3 Concordance between SARS-CoV-2 positive RAT at baseline and positive MT nasal swabs and saliva samples by qRT-PCR through Day 3

SARS-CoV-2 positive by qRT-PCR from nasal swabs No. of patients Baseline Baseline/Day 2/Day 3

  Positive RAT at baseline 225
  Missing baseline nasal swab qRT-PCR 9
  RAT positive with nasal swab qRT-PCR 216 193 199
  % Concordance between RAT and nasal swab qRT-PCR 89.4 92.1
SARS-CoV-2 positive by qRT-PCR from saliva sample
  Positive RAT at baseline 225
  Missing baseline saliva qRT-PCR 22
  RAT positive with saliva qRT-PCR 203 163 178
  % Concordance between RAT and saliva 85.6 88.1

FIG 5 Proportion of SARS-CoV-2 positive samples assessed by RAT and qRT-PCR by TCID50 of matching SARS-CoV-2 positive samples assessed by IVA. Data 

obtained from concordant samples through Day 15 for patients with a positive SARS-CoV-2 IVA result obtained within 72 hours of screening.
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5. Patients in both the pomotrelvir and placebo groups reported a higher incidence of 
COVID-19 symptoms at baseline compared with other studies (17). The rapid decline in 
viral titers and viral load and the short time to alleviation and resolution of symptoms 
was consistent with a rapid and robust immune response to infection.

This is the first phase 2 clinical study of COVID-19 patients to utilize IVA, RAT, 
and qRT-PCR assays concurrently to prospectively evaluate SARS-CoV-2 viral dynamics 
and compare results across assays. For the initial diagnosis of COVID-19, SARS-CoV-2 
detection by PCR is generally considered the gold standard (10). The performance of the 
commercially available SARS-CoV-2 RAT assays has been evaluated by comparing RAT 
results with RT-PCR results from nasal swab samples (11). In this study, the nearly 100% 
concordance observed between RAT and IVA assays and the low incidence of positive 
RAT results following a negative IVA test suggest that RATs could be used as a surrogate 
for IVA in determining SARS-CoV-2 infectivity. By contrast, the more sensitive qRT-PCR 
assay detected SARS-CoV-2 in MT nasal swabs for up to 15 days after the patients were 
negative by IVA (and presumably no longer infectious). Our results are in agreement with 
those observed in previous studies evaluating the performance of RAT and RT-PCR assays 
compared to viral culture, which also demonstrated a good correlation between the RAT 
and IVA in patients infected with earlier lineages of SARS-CoV-2 (12, 13). However, unlike 
our current study, these studies were limited in the number of patients with concordant 
samples as well as the number of time points tested over the course of infection, thereby 
limiting the interpretation of the use of the RAT for the determination of self-isolation.

Given the discomfort of MT nasal swab sampling, an exploratory objective of the 
study was to use saliva samples to evaluate SARS-CoV-2 assessed by qRT-PCR over time. 
In general, we did not observe a good correlation between the saliva and nasal swab 
qRT-PCR results in these Omicron-infected patients. At baseline, the absolute viral load 
from saliva samples was significantly lower than that from MT nasal swab samples and 
was significantly different from nasal swab samples at each time point evaluated. These 
differences in sampling method were apparent in the evaluation of virologic rebound, 
whereby fewer than 20% of patients with rebound determined by MT nasal swab also 
had a rebound determined by saliva. Differences between the two sampling methods 

FIG 6 Proportion of SARS-CoV-2 positive samples by assay and time point. Data from all subjects randomized in the study (ITT analysis set, n = 242).
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may also have contributed to our observation of a significant decrease in saliva viral load 
on Day 5 between the pomotrelvir and placebo-treated group; no significant differen-
ces in treatment response were observed in all other virologic or clinical endpoints. 
Overall, our results suggest that the MT nasal swab sampling is the more sensitive assay 
for the determination of SARS-CoV-2 infection. These findings are in agreement with 
those observed in a meta-analysis conducted by Lee et al. evaluating the performance 
of SAR-CoV-2 detection by PCR using alternative sample types (e.g., saliva and oral 
pharyngeal), which demonstrated lower positivity rates for saliva as compared to nasal 
swabs (18).

The rigorous virologic assessments demonstrated a rapid resolution of SARS-CoV-2 
Omicron infection in the study population of vaccinated, low-risk individuals, the 
majority of whom had evidence of previous SARS-CoV-2 infection. For the majority of 
patients, clearance of infectious virus occurred within 3 days of randomization into the 
study, and clearance of viral RNA by qRT-PCR occurred within 10 days. These results are 
consistent with animal models of SARS-CoV-2 infection wherein the infectious period 
was short and correlated with the detection of infectious virus but not viral RNA (19). 
Since symptoms are the sequelae of the innate immune response to infection and all 
patients had to present with symptoms to enroll in the study and no patients developed 
long COVID, it makes sense that the resolution of COVID-19 symptoms observed in 
this study occurred after the IVA and RAT assays became negative; the median time 
to sustained alleviation was 8 days and sustained resolution was 10–11 days after 
randomization.

When this study was initiated in September 2022, the window for initiation of 
treatment among high-risk COVID-19 patients with approved antiviral agents was within 
5 days of symptom onset. Regulatory authorities recommended similar criterion for 
inclusion in this phase 2 study, even though the patient population was significantly 
different. All patients were vaccinated and not at risk for progression to severe disease. 

FIG 7 Proportion of SARS-CoV-2 positive RAT samples by viral load (log10 copies/mL) of matching saliva and nasal sample. Data from 1,439 nasal samples and 

1,176 saliva samples with positive qRT-PCR results.
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In this study, 80% of patients was randomized and initiated treatment within 3 days 
of symptom onset, yet we observed multiple instances of patients rapidly becom
ing undetectable for SARS-CoV-2 by IVA, RAT, and/or qRT-PCR within 1–2 days after 
randomization (i.e., 4–5 days after symptom onset). By contrast, in the phase 2 study 
of ensitrelvir, which used a cell culture assay with a similar lower limit of detection 
(0.8 TCID50/mL), approximately 50% of patients in the placebo group remained positive 
by IVA on Day 5 (15). The majority of patients in the ensitrelvir study were infected 
with the Omicron BA.1 variant of SARS-CoV-2, whereas the majority of patients in 
our study were infected with the BQ.1/BQ.1.1 Omicron variants, suggesting that these 
newer variants are clearing more rapidly. Given that the onset of COVID-19 symptoms 
often trails SARS-CoV-2 replication (20), the initiation of pomotrelvir in this study was 
likely to have occurred after the peak of viral infection, which would contribute to 
the lack of antiviral activity of pomotrelvir in regard to viral replication and symptom 
alleviation/resolution. Treatment initiation within 3–5 days after symptom onset is also 
inconsistent with current CDC guidelines, which state that patients stop isolating 5 days 
after symptom onset or a positive COVID-19 test, a time at which treatment would 
presumably no longer be necessary. In this study, approximately 30% of patients had a 
positive SARS-CoV-2 IVA test on Day 3 of treatment, which corresponded to 5–6 days 
after symptom onset. These results suggest that there is a potential for transmission after 
the recommended 5 days of isolation by the CDC.

3C-like protease inhibitors of SARS-CoV-2 have demonstrated mixed results in other 
studies of patients with mild-to-moderate COVID-19, who were not at high risk of 
progressing to severe disease. In an earlier study conducted in Japan, patients treated 
with ensitrelvir for 5 days demonstrated a significant decrease in viral titer and viral load 
of the Delta variant of SARS-CoV-2 compared with placebo on Day 4, with a trend toward 
improvement of some respiratory symptoms (21). Conversely, in a separate US study run 
concurrently with our study, patients treated with EDP-235 for 5 days also demonstrated 
no differences in SARS-CoV-2 viral RNA decline or infectious viral load, nor were there any 
differences in the time to improvement of 14 targeted COVID-19 symptoms compared 
with placebo (https://ir.enanta.com/node/12106/pdf). Notably, the ensitrelvir study was 
conducted at an earlier time in Japan, and the majority of patients were infected with the 
Delta variant of SARS-CoV-2, while this study and the EDP-235 study were conducted in 
the United States during the period of Omicron infection.

These results suggest that currently, infection of immunocompetent, previously 
vaccinated, and infected individuals not at risk for serious disease with the SARS-CoV-2 
Omicron variant results in a relatively mild and rapidly cleared viral infection similar 
to seasonal influenza and common cold coronavirus infections. During this period 
of Omicron infection in a population that is vaccinated and/or previously infected, 
with robust immune responses, the lack of effect demonstrated in phase 2 studies 
of SARS-CoV-2 protease inhibitors for the treatment of COVID-19 suggests that future 
studies designed to demonstrate antiviral efficacy should explore the initiation of 
treatment within 24–36 hours after symptom onset in order to detect an antiviral effect 
on parameters of viral infection. Such a study design would be consistent with currently 
available treatments for influenza virus, which specify that treatment should be initiated 
within 48 hours after symptom onset. In the NDA-enabling Phase 3 study of baloxavir 
marboxil (Xofluza), the majority of patients were enrolled within 24 hours of symptom 
onset, and the difference in the time to alleviation of symptoms between the baloxavir 
marboxil group and the placebo group was greater when treatment was initiated within 
24 hours after symptom onset (median difference, 32.8 hours; P < 0.001) (22).
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MATERIALS AND METHODS

Study design

A phase 2, multicenter, randomized, double-blind, placebo-controlled study that 
evaluated the antiviral activity, clinical efficacy, and safety of orally administered 
pomotrelvir compared with placebo.

Patients

Patients were non-hospitalized, symptomatic males and females from 18 to <65 years old 
with COVID-19, who were not at high risk of progressing to severe disease, with onset 
of COVID-19 symptoms within 5 days prior to randomization, a positive SARS-CoV-2 test 
within 24 hours prior to randomization, and at least two symptoms of acute SARS-CoV-2 
infection at randomization. Patients had a primary COVID-19 vaccination series (and any 
booster) at least 3 months prior to randomization.

Randomization and blinding

Patients were randomized 2:1 to the pomotrelvir or placebo treatment group and 
assigned a unique subject number via an interactive voice and web response system. 
Randomization was stratified based on SARS-CoV-2 positive direct test diagnosis ≤3 
days versus >3–5 days from the first onset of COVID-19 symptom(s) and if patients 
received primary vaccination series alone versus any COVID-19 booster doses. Patients, 
investigators, and all internal and external personnel directly involved in the conduct of 
the study were blinded to treatment assignment.

Treatment and procedures

Following randomization on Day 1, subjects initiated dosing with either pomotrelvir 
700 mg (2× 350 mg tablets twice daily for a total daily dose of 1,400 mg) or placebo 
(two placebo tablets twice daily for a total daily dose of four tablets). All treatment 
was taken with food for 5 days (10 total doses). Virologic and clinical assessments were 
conducted at the study site on Days 1, 2, 3, 5, 10, 15, and 28, as well as rebound and early 
termination visits if appropriate.

Outcomes and assessments

The primary endpoint was the proportion of patients with undetected infectious 
SARS-CoV-2 from MT nasal swabs on Day 3 of treatment. Secondary endpoints through 
Day 28 included SARS-CoV-2 infection by IVA, RAT, and qRT-PCR; symptom alleviation 
and resolution; COVID-19-related hospitalization or death from any cause; and COVID-19-
related medical visits other than hospitalization.

Virologic assessments

Two sets of MT nasal swab samples were collected at each study visit; one for the 
determination of infectious viral titer [median tissue culture infectious dose (TCID50)], 
viral load (RNA log10copies/mL), and whole-genome sequencing, and the other sample 
was used for RAT. Nasal swabs were collected using a universal viral transport collection 
kit with flexible minitip flocked swab from Becton, Dickinson and Company (Franklin 
Lakes, NJ, USA). A saliva sample was also collected for the determination of viral load 
using the OMNIgene ORAL Collection kit (DNA Genotek, Ontario, Canada). All sample 
collections were conducted by clinic personnel. RAT was conducted at the study site 
using the Pilot COVID-19 At-Home Test (Roche Diagnostics, Indianapolis, IN, USA). The 
cell-based IVA from MT nasal swab samples was conducted by Viroclinics-DDL (Rotter
dam, Amsterdam, the Netherlands) using validated protocols. The qRT-PCR (MT nasal 
swab and saliva samples) and whole-genome sequencing assays (MT nasal swabs) were 
conducted by Eurofins-Viracor (Lenexa, KS, USA) using validated protocols. Details of the 
protocols are provided in the supplementary materials.
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Clinical assessments

Patient-reported outcomes

Patients completed a symptom diary every day from screening through Day 28 to grade 
the severity of 14 targeted COVID-19 symptoms on a four-point scale (i.e., absent, mild, 
moderate, and severe). Patients reported any COVID-19-related hospitalizations or acute/
critical care visits.

Safety

Patient safety was monitored throughout the study. Adverse events were coded using 
the Dictionary for Regulatory Activities (v25.1), and severity was graded using the 
Division of AIDS Table for Grading the Severity of Adult and Pediatric Adverse Events 
(v2.1 July 2017).

Serology testing

SARS-CoV-2 N antigen-antibody status at baseline was evaluated from plasma samples 
using the Roche Elecsys Anti-SARS-CoV-2 assay.

Statistical analysis

A sample size of 210 patients accounted for the expectation that approximately 60% of 
randomized patients would be SARS-CoV-2 negative by IVA at baseline and, therefore, 
excluded from the mITTV analysis set. The sample size was sufficient to detect a greater 
than 19% absolute difference in the proportion of subjects below the limit of detection 
for SARS-CoV-2 (99% versus 81%) with at least 80% power, assuming an alpha of 0.05 
and 40% of randomized subjects having detectable SARS-CoV-2 at baseline. Primary and 
secondary endpoints were analyzed using SAS Version 9.4 (Cary, NC, USA). The intention-
to-treat analysis set included all randomized patients; the modified intention-to-treat 
analysis set included all randomized patients with at least two symptoms consistent with 
COVID-19 within 5 days prior to randomization and a positive SARS-CoV-2 test within 
24 hours prior to randomization, who received at least one dose of the study drug; the 
modified intention-to-treat virologic analysis set included a subset of the mITT analysis 
set who had detectable infectious SARS-CoV-2 by IVA on Day 1. The safety analysis set 
included all patients who received at least one dose of the study drug. The primary 
endpoint analysis used the mITTV analysis set; secondary and exploratory virologic and 
clinical endpoint analyses used the mITT analysis set. The between-group difference in 
the proportion of patients below the limit of detection for SARS-CoV-2 was analyzed by 
a strata-adjusted risk difference and corresponding 95% CIs using the Mantel-Haenszel 
method. Between-group comparisons of the proportion of patients with undetectable 
SARS-CoV-2 by RAT and qRT-PCR from MT nasal swab samples were conducted in a 
manner similar to the primary analysis. The time to sustained alleviation and sustained 
resolution of targeted COVID-19 symptoms was estimated using the Kaplan-Meier 
method. Between-group differences were determined using a Wilcoxon-Gehan test, and 
corresponding P-values were calculated. Treatment-emergent AEs were those with onset 
from the date and time of the first dose of the study drug through the date of the last 
dose of the study drug plus 14 days.

ACKNOWLEDGMENTS

We would like to thank Roberta Kelly for her thorough review and editorial assistance on 
this manuscript. Roche Diagnostics Corporation provided the rapid antigen tests used in 
this trial.

AUTHOR AFFILIATION

1Pardes BioSciences Inc., Carlsbad, California, USA

Research Article Microbiology Spectrum

February 2024  Volume 12  Issue 2 10.1128/spectrum.02980-2314

https://doi.org/10.1128/spectrum.02980-23


AUTHOR ORCIDs

Katyna Borroto-Esoda  http://orcid.org/0000-0002-3909-6578
Ann D. Kwong  http://orcid.org/0000-0001-8460-9857

AUTHOR CONTRIBUTIONS

Katyna Borroto-Esoda, Conceptualization, Data curation, Formal analysis, Writing – 
original draft | David Wilfret, Formal analysis, Investigation, Writing – review and editing 
| Xiao Tong, Formal analysis, Writing – review and editing | Andrew Plummer, Formal 
analysis, Writing – review and editing | Brian Kearney, Formal analysis, Writing – review 
and editing, Investigation | Ann D. Kwong, Conceptualization, Formal analysis, Writing – 
review and editing

ETHICS APPROVAL

The study was conducted in accordance with the guidelines of the United States Food 
Administration and Good Clinical Practice as set forth by the International Council for 
Harmonization. The protocol was reviewed and approved by Advarra, Inc. (Columbia, MD, 
USA), the institutional review board that oversaw the study conduct. All patients were 
informed of the purpose and risks of participating in the study, and written informed 
consent was obtained from each patient before initiation of any study procedures. This 
study was registered with ClinicalTrials.gov (NCT05543707).

ADDITIONAL FILES

The following material is available online.

Supplemental Material

Figure S1 (Spectrum02980-23-s0001.tif). Patient disposition.
Supplemental Data (Spectrum02980-23-s0002.docx). Supplemental text and Tables S1 
and S2.

REFERENCES

1. Wang L, Berger NA, Kaelber DC, Davis PB, Volkow ND, Xu R. 2022. COVID 
infection rates, clinical outcomes, and racial/ethnic and gender 
disparities before and after Omicron emerged in the US. Infectious 
diseases (except HIV/AIDS):2022.02.21.22271300. https://doi.org/10.
1101/2022.02.21.22271300

2. Viana R, Moyo S, Amoako DG, Tegally H, Scheepers C, Althaus CL, 
Anyaneji UJ, Bester PA, Boni MF, Chand M, et al. 2022. Rapid epidemic 
expansion of the SARS-CoV-2 Omicron variant in Southern Africa. Nature 
603:679–686. https://doi.org/10.1038/s41586-022-04411-y

3. Chen J, Wang R, Gilby NB, Wei GW. 2022. Omicron variant (B.1.1.529): 
Infectivity, vaccine breakthrough, and antibody resistance. J Chem Inf 
Model 62:412–422. https://doi.org/10.1021/acs.jcim.1c01451

4. Planas D, Saunders N, Maes P, Guivel-Benhassine F, Planchais C, 
Buchrieser J, Bolland W-H, Porrot F, Staropoli I, Lemoine F, et al. 2022. 
Escapes of SARS-CoV-2 Omicron to antibody neutralization. Nature 
602:671–675. https://doi.org/10.1038/s41586-021-04389-z

5. Tan ST, Kwan AT, Rodríguez-Barraquer I, Singer BJ, Park HJ, Lewnard JA, 
Sears D, Lo NC. 2023. Infectiousness of SARS-CoV-2 breakthrough 
infections and Reinfections during the Omicron wave. Nat Med 29:358–
365. https://doi.org/10.1038/s41591-022-02138-x

6. Petersen MS, Í Kongsstovu S, Eliasen EH, Larsen S, Hansen JL, Vest N, 
Dahl MM, Christiansen DH, Møller LF, Kristiansen MF. 2022. Clinical 
characteristics of the Omicron variant - results from a nationwide 
symptoms survey in the Faroe Islands. Int J Infect Dis 122:636–643. https:
//doi.org/10.1016/j.ijid.2022.07.005

7. Nyberg T, Ferguson NM, Nash SG, Webster HH, Flaxman S, Andrews N, 
Hinsley W, Bernal JL, Kall M, Bhatt S, et al. 2022. Comparative analysis of 
the risks of hospitalization and death associated with SARS-CoV-2 

Omicron (B.1.1.529) and Delta (B.1.617.2) variants in England: A cohort 
study. The Lancet 399:1303–1312. https://doi.org/10.1016/S0140-
6736(22)00462-7

8. Kompaniyets L, Pennington AF, Goodman AB, Rosenblum HG, Belay B, 
Ko JY, Chevinsky JR, Schieber LZ, Summers AD, Lavery AM, Preston LE, 
Danielson ML, Cui Z, Namulanda G, Yusuf H, Mac Kenzie WR, Wong KK, 
Baggs J, Boehmer TK, Gundlapalli AV. 2021. Underlying medical 
conditions and severe illness among 540,667 adults hospitalized with 
COVID-19, March 2020-March 2021. Prev Chronic Dis 18:E66. https://doi.
org/10.5888/pcd18.210123

9. KearneyBP, PlummerA, WolfgangGHI, Turnquist D, Marshall MR, 
Pruijssers A, Stevens LJ, Hughes TM, Kook S, Denison M, Schwabe C, 
Lopatin U, Arnold LD. 2022. Conference on retroviruses and opportunis
tic infections, poster 00470. PBI-0451: an orally administered 3CL 
protease inhibitor of SARS-CoV-2 for COVID-19

10. Jayamohan H, Lambert CJ, Sant HJ, Jafek A, Patel D, Feng H, Beeman M, 
Mahmood T, Nze U, Gale BK. 2021. SARS-CoV-2 pandemic: a review of 
molecular diagnostic tools including sample collection and commercial 
response with associated advantages and limitations. Anal Bioanal 
Chem 413:49–71. https://doi.org/10.1007/s00216-020-02958-1

11. Navero-Castillejos J, Casals-Pascual C, Narváez S, Cuesta G, Hurtado JC, 
Fernandez M, Navarro M, Peiró-Mestres A, Lasheras MV, Rodriguez P, 
Pulgarín A, Marcos MÁ, Vila J, Martínez MJ. 2022. Diagnostic perform
ance of six rapid antigen tests for SARS-CoV-2. Microbiol Spectr 
10:e0235121. https://doi.org/10.1128/spectrum.02351-21

12. ChuVT, SchwartzNG, DonnellyMAP, Chuey MR, Soto R, YousafAR, 
Schmitt-MatzenEN, Sleweon S, RuffinJ, ThornburgN, et al. 2020. 
Comparison of home antigen testing with RT-PCR and viral culture 

Research Article Microbiology Spectrum

February 2024  Volume 12  Issue 2 10.1128/spectrum.02980-2315

https://doi.org/10.1128/spectrum.02980-23
https://doi.org/10.1101/2022.02.21.22271300
https://doi.org/10.1038/s41586-022-04411-y
https://doi.org/10.1021/acs.jcim.1c01451
https://doi.org/10.1038/s41586-021-04389-z
https://doi.org/10.1038/s41591-022-02138-x
https://doi.org/10.1016/j.ijid.2022.07.005
https://doi.org/10.1016/S0140-6736(22)00462-7
https://doi.org/10.5888/pcd18.210123
https://doi.org/10.1007/s00216-020-02958-1
https://doi.org/10.1128/spectrum.02351-21
https://doi.org/10.1128/spectrum.02980-23


during the course of SARS-CoV-2 infection. JAMA Intern Med 182:701–
709.

13. Kirby JE, Riedel S, Dutta S, Arnaout R, Cheng A, Ditelberg S, Hamel DJ, 
Chang CA, Kanki PJ. 2023. SARS-CoV-2 antigen test predict infectivity 
based on viral culture: comparison of antigen, PCR viral load, and viral 
culture testing on a large sample cohort. Clin Microbiol Infect 29:94–100. 
https://doi.org/10.1016/j.cmi.2022.07.010

14. Fischer WA, Eron JJ, Holman W, Cohen MS, Fang L, Szewczyk LJ, Sheahan 
TP, Baric R, Mollan KR, Wolfe CR, Duke ER, Azizad MM, Borroto-Esoda K, 
Wohl DA, Coombs RW, James Loftis A, Alabanza P, Lipansky F, Painter 
WP. 2022. A phase 2a clinical trial of molnupiravir in patients with 
COVID-19 shows accelerated SARS-CoV-2 RNA clearance and elimination 
of infectious virus. Sci Transl Med 14:eabl7430. https://doi.org/10.1126/
scitranslmed.abl7430

15. Mukae H, Yotsuyanagi H, Ohmagari N, Doi Y, Sakaguchi H, Sonoyama T, 
Ichihashi G, Sanaki T, Baba K, Tsuge Y, Uehara T. 2023. Efficacy and safety 
of ensitrelvir in patients with mild-to-moderate coronavirus disease 
2019: the phase 2b part of a randomized, placebo-controlled, phase 2/3 
study. Clin Infect Dis 76:1403–1411. https://doi.org/10.1093/cid/ciac933

16. Anderson AS, Caubel P, Rusnak JM, Investigators E-HT. 2022. Nirmatrel
vir-ritonavir and viral load rebound in COVID-19. N Engl J Med 387:1047–
1049. https://doi.org/10.1056/NEJMc2205944

17. Lane A, Hunter K, Lee EL, Hyman D, Bross P, Alabd A, Betchen M, Terrigno 
V, Talwar S, Ricketti D, Shenker B, Clyde T, Roberts BW. 2022. Clinical 
characteristics and symptom duration among outpatients with 
COVID-19. Am J Infect Control 50:383–389. https://doi.org/10.1016/j.ajic.
2021.10.039

18. Lee RA, Herigon JC, Benedetti A, Pollock NR, Denkinger CM. 2021. 
Performance of saliva, oropharyngeal swabs, and nasal swabs for SARS-
CoV-2 molecular detection: a systematic review and meta-analysis. J Clin 
Microbiol 59:e02881-20. https://doi.org/10.1128/JCM.02881-20

19. Sia SF, Yan LM, Chin AWH, Fung K, Choy KT, Wong AYL, Kaewpreedee P, 
Perera R, Poon LLM, Nicholls JM, Peiris M, Yen HL. 2020. Pathogenesis 
and transmission of SARS-CoV-2 in golden hamsters. Nature 583:834–
838. https://doi.org/10.1038/s41586-020-2342-5

20. Hakki S, Zhou J, Jonnerby J, Singanayagam A, Barnett JL, Madon KJ, 
Koycheva A, Kelly C, Houston H, Nevin S, Fenn J, Kundu R, Crone MA, 
Pillay TD, Ahmad S, Derqui-Fernandez N, Conibear E, Freemont PS, Taylor 
GP, Ferguson N, Zambon M, Barclay WS, Dunning J, Lalvani A, ATACCC 
study investigators. 2022. Onset and window of SARS-CoV-2 infectious
ness and temporal correlation with symptom onset: a prospective, 
longitudinal, community cohort study. Lancet Respir Med 10:1061–1073. 
https://doi.org/10.1016/S2213-2600(22)00226-0

21. Mukae H, Yotsuyanagi H, Ohmagari N, Doi Y, Imamura T, Sonoyama T, 
Fukuhara T, Ichihashi G, Sanaki T, Baba K, Takeda Y, Tsuge Y, Uehara T. 
2022. A randomized phase 2/3 study of ensitrelvir, a novel oral SARS-
CoV-2 3C-like protease inhibitor, in Japanese patients with mild-to-
moderate COVD-19 or asymptomatic SARS-CoV-2 infection: results of 
the phase 2A part. Antimicrob Agents Chemother 66:e0069722. https://
doi.org/10.1128/aac.00697-22

22. Hayden FG, Sugaya N, Hirotsu N, Lee N, de Jong MD, Hurt AC, Ishida T, 
Sekino H, Yamada K, Portsmouth S, Kawaguchi K, Shishido T, Arai M, 
Tsuchiya K, Uehara T, Watanabe A, Baloxavir Marboxil Investigators 
Group. 2018. Baloxavir marboxil for uncomplicated influenza in adults 
and adolescents. N Engl J Med 379:913–923. https://doi.org/10.1056/
NEJMoa1716197

Research Article Microbiology Spectrum

February 2024  Volume 12  Issue 2 10.1128/spectrum.02980-2316

https://doi.org/10.1016/j.cmi.2022.07.010
https://doi.org/10.1126/scitranslmed.abl7430
https://doi.org/10.1093/cid/ciac933
https://doi.org/10.1056/NEJMc2205944
https://doi.org/10.1016/j.ajic.2021.10.039
https://doi.org/10.1128/JCM.02881-20
https://doi.org/10.1038/s41586-020-2342-5
https://doi.org/10.1016/S2213-2600(22)00226-0
https://doi.org/10.1128/aac.00697-22
https://doi.org/10.1056/NEJMoa1716197
https://doi.org/10.1128/spectrum.02980-23

	SARS-CoV-2 viral dynamics in a placebo-controlled phase 2 study of patients infected with the SARS-CoV-2 Omicron variant and treated with pomotrelvir
	RESULTS
	Patient disposition
	Demographics
	SARS-CoV-2 viral titer and viral load
	Virologic rebound
	COVID-19 symptom alleviation and resolution
	Safety
	Summary of clinical results
	Pooling of data for comparisons of SARS-CoV-2 detection and sampling methods
	Viral dynamics of SARS-CoV-2 clearance
	Correlation between saliva and MT nasal swab viral load
	Correlation of RAT and qRT-PCR for early SARS-CoV-2 detection

	DISCUSSION
	MATERIALS AND METHODS
	Study design
	Patients
	Randomization and blinding
	Treatment and procedures
	Outcomes and assessments
	Virologic assessments
	Clinical assessments



