
Citation: He, J.; Munir, F.; Catueno, S.;

Connors, J.S.; Gibson, A.; Robusto, L.;

McCall, D.; Nunez, C.; Roth, M.;

Tewari, P.; et al. Biological Markers of

High-Risk Childhood Acute

Lymphoblastic Leukemia. Cancers

2024, 16, 858. https://doi.org/

10.3390/cancers16050858

Academic Editor: Rajesh

Ramakrishnan Nair

Received: 21 January 2024

Revised: 14 February 2024

Accepted: 17 February 2024

Published: 21 February 2024

Copyright: © 2024 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

cancers

Review

Biological Markers of High-Risk Childhood Acute
Lymphoblastic Leukemia
Jiasen He 1 , Faryal Munir 1 , Samanta Catueno 1 , Jeremy S. Connors 1, Amber Gibson 1 , Lindsay Robusto 1 ,
David McCall 1 , Cesar Nunez 1, Michael Roth 1, Priti Tewari 1 , Sofia Garces 2, Branko Cuglievan 1

and Miriam B. Garcia 1,*

1 Department of Pediatrics, The University of Texas MD Anderson Cancer Center, Houston, TX 77030, USA;
dmccall1@mdanderson.org (D.M.)

2 Department of Hematopathology, The University of Texas MD Anderson Cancer Center,
Houston, TX 77030, USA

* Correspondence: mbgarcia@mdanderson.org

Simple Summary: Childhood acute lymphoblastic leukemia (ALL) has seen significant advances
in treatment, yet children classified as high-risk still face challenging outcomes. Traditionally, the
severity of ALL was assessed using basic clinical information at diagnosis, but now a deeper under-
standing of specific biological markers—such as molecular profiles, genetic variations, and immune
system characteristics—has become crucial. These markers are not just keys to understanding the
disease’s mechanisms, but also indicators of how it may progress and respond to treatment. For
instance, the development of drugs like tyrosine kinase inhibitors can be used to target high-risk
leukemia with certain genetic mutations. By focusing on the intricacies of high-risk childhood ALL,
research is paving the way for more personalized and precise treatments, offering hope for better
management of this complex disease.

Abstract: Childhood acute lymphoblastic leukemia (ALL) has witnessed substantial improvements
in prognosis; however, a subset of patients classified as high-risk continues to face higher rates of
relapse and increased mortality. While the National Cancer Institute (NCI) criteria have traditionally
guided risk stratification based on initial clinical information, recent advances highlight the pivotal
role of biological markers in shaping the prognosis of childhood ALL. This review delves into
the emerging understanding of high-risk childhood ALL, focusing on molecular, cytogenetic, and
immunophenotypic markers. These markers not only contribute to unraveling the underlying
mechanisms of the disease, but also shed light on specific clinical patterns that dictate prognosis.
The paradigm shift in treatment strategies, exemplified by the success of tyrosine kinase inhibitors
in Philadelphia chromosome-positive leukemia, underscores the importance of recognizing and
targeting precise risk factors. Through a comprehensive exploration of high-risk childhood ALL
characteristics, this review aims to enhance our comprehension of the disease, offering insights into
its molecular landscape and clinical intricacies in the hope of contributing to future targeted and
tailored therapies.

Keywords: pediatric; high-risk acute lymphoblastic leukemia; childhood cancer

1. Introduction

Acute lymphoblastic leukemia (ALL), a hematopoietic malignancy of B or T lym-
phoblasts, is the most common pediatric malignancy. Of the approximately 5690 new ALL
cases in 2021 in the USA, 53.5% were diagnosed in patients younger than 20 years [1,2].
B-cell ALL (B-ALL), which accounts for 85–90% of pediatric ALL and around 75% of adult
ALL, is more common than T-cell ALL (T-ALL) [3].

Aggressive combinations of traditional chemotherapy have dramatically improved
the overall survival (OS) of newly diagnosed pediatric ALL patients, whose 5-year OS
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rate has increased from 57% in 1975 to more than 90% today [4]. However, patients with
refractory or relapsed ALL have a much poorer prognosis. Primary refractory ALL, which
is usually defined by induction therapy failure, has an overall risk of only 2.4–3.8% but
a much worse prognosis [5,6]; patients with refractory disease frequently have high-risk
features [6]. Around 15–20% of ALL patients, including those without refractory disease,
have disease relapse, and these patients’ 5-year OS rate is only 36% [7]. Thus, it is critical to
identify ALL patients with high-risk features and pair these patients with the most effective
treatments accordingly.

In ALL patients, “risk-adapted therapy”, which is based on clinical and biological risk
factors, can guide treatment intensity to maximize the chance of cure and minimize toxic-
ity [8,9]. The appropriate risk-adapted therapy for individual ALL patients is determined
using risk stratification systems. The traditional risk stratification system is based on the
National Cancer Institute (NCI) criteria, which was adopted by the Pediatric Oncology
Group and Children’s Cancer Group in 1993. The NCI criteria include age, initial white
blood cell (WBC) count, and extramedullary disease status at diagnosis [10]. Since the
Pediatric Oncology Group and Children’s Cancer Group merged to form the Children’s On-
cology Group (COG), risk stratification systems with additional factors have emerged [11].
In addition to the NCI criteria, risk stratification systems now consider early treatment
response, which is usually determined by minimal residue disease (MRD) status after
induction and consolidation therapy, as well as immunophenotype and sentinel cytogenetic
findings or molecular mutations, which is summarized in Figure 1 [9,11].
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examples of chromosomal translocations/gene fusions/rearrangements, specifically BCR::ABL1
t(9;22), TCF3::HLF fusion t(17;19), KMT2A rearrangement t(4;11), and MEF2D rearrangement t(1;19). *
Although BCR::ABL1-like ALL shares genetic characteristics with Ph+ ALL, it lacks the BCR::ABL1
translocation abnormality. The second row details subtypes of hypodiploid ALL, including one that
features the loss of chromosomes 19, 20, 21, and 22. The third row highlights cases where additional
copies of a chromosome 21 region, which includes the RUNX1 gene, are present in excess (five or
more copies per cell). The bottom row categorizes various high-risk immunophenotypes including
early T-cell precursor ALL (ETP-ALL) and mixed phenotype acute leukemia (MPAL), along with
their corresponding CD markers. # KMT2A/11q23 has over 100 fusion partners identified, with the
most common being t(4;11)—AFF1, t(9;11)—MLLT1, and t(11;19)—MLLT3 (Meyer et al.) [12].

Identifying and comprehending the high-risk features of ALL is crucial to the devel-
opment of targeted interventions. In this article, we delineate the immunophenotypes,
chromosomal lesions, and genetic mutations associated with high-risk ALL and focus on
HR features which currently have either clinical trials or strong preclinical data to inform
trials in the near future. Survival data and available targeted therapies for patients with
high-risk ALL are summarized in Table 1.

Table 1. Survival outcomes and targeted therapies for patients with high-risk acute lymphoblastic
leukemia.

ALL Type 5-Year EFS Rate 5-Year OS Rate Targeted Therapies

Ph+ 58 ± 6% (children and adolescents
1–21 years) [13]

70 ± 6% (children and
adolescents 1–21 years) [13] TKIs (imatinib, dasatinib) [13]

Ph-like

58.2 ± 5.3% (children 1–15 years),
41.0 ± 7.4% (adolescents 16–20 years),
and 24.1 ± 10.5% (young adults
21–39 years) [14]

72.8 ± 4.8% (children 1–15 years),
65.8 ± 7.1% (adolescents
16–20 years), and 25.8 ± 9.9%
(young adults 21–39 years) [14]

TKIs, JAK inhibitors
(ruxolitinib) [15,16]

KMT2A rearranged 6-year EFS 73.9% (infants) [17] 6-year OS 87.2% (infants) [17]
Blinatumomab, CAR
T-cells [18], menin
inhibitors [19]

MEF2D rearranged 74% (63–82%) (children and
adolescents 1–18 years) [20]

81% (71–88%) (children and
adolescents 1–18 years) [20]

HDAC inhibitors [21],
proteasome inhibitors [22]

TCF3::HLF fusion 25 ± 21.7% (infants, children, and
adolescents 0–18 years) [23]

37.5 ± 28.6% (infants, children,
and adolescents 0–18 years) [23]

BCL2 inhibitors [24], PARP
inhibitors [25], blinatumomab
followed by HSCT [26]

Hypodiploid
55.1% (95% CI, 49.3–61.5%) (infants,
children, and adolescents up to
21 years) [27]

61.2% (95 CI, 55.5–67.4%) (infants,
children, and adolescents up to
21 years [27]

BCL2 inhibitors, PI3K
inhibitors, immunotherapy,
CAR T-cells [22,28–30]

iAMP21
4-year EFS 72.7 ± 5.8% (children,
adolescents, and young adults
1–30 years) [31]

4-year OS 87.6 ± 4.4% (children,
adolescents, and young adults
1–30 years) [31]

Trials of target therapies are
needed

ETP-ALL 87.0% (children, adolescents, and
young adults 1–31 years) [32]

93.0% (children, adolescents, and
young adults 1–31 years) [32]

Trials of target therapies are
needed

MPAL

72 ± 8% (entire cohort 1–30 years),
75 ± 13% (patients on ALL regimen),
62 ± 14% (patients on AML
regimen) [33]

77 ± 7% (entire cohort 1–30 years),
84 ± 9% (patients on ALL
regimen), 69 ± 14% (patients on
AML regimen) [33]

CD19 bispecific T-cell
engagers and CAR T
cells [34,35], immunotherapy
with blinatumomab bridge to
HSCT [36,37]

Abbreviations: EFS, event-free survival; OS, overall survival; Ph+ ALL, Philadelphia chromosome-positive ALL;
TKI: tyrosine kinase inhibitor; Ph-like ALL, Philadelphia chromosome-like ALL; CAR, chimeric antigen receptor;
HDAC, histone deacetylase; BCL2, B-cell lymphoma 2; PARP, poly(ADP-ribose) polymerase; CI, confidence
interval; PI3K, phosphoinositide 3-kinase; iAMP21, intrachromosomal amplification of chromosome 21; ETP-
ALL, early T-cell precursor ALL; MPAL, mixed-phenotype acute leukemia; HSCT, hematopoietic stem cell
transplantation.
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2. High-Risk Features
2.1. High-Risk Molecular Genomic Subtypes
2.1.1. B-Lymphoblastic Leukemia/Lymphoma with BCR::ABL1 Fusion

The reciprocal translocation t(9;22) leads to the Philadelphia chromosome abnormality,
which causes 2–5% of pediatric ALLs [38]. The Philadelphia chromosome, whose incidence
increases as age advances, is the most common chromosomal abnormality in adult ALL,
with an overall incidence of 20–25% [38–41]. Philadelphia chromosome-positive ALL
(Ph+ ALL) is historically associated with worse outcomes, with long-term survival rates of
10–20% [41–44]. Before the availability of tyrosine kinase inhibitors (TKIs), hematopoietic
stem cell transplantation (HSCT) provided a cure in only 50–60% of patients during the
first remission [42,45,46].

The BCR::ABL1 fusion oncoprotein that results from the reciprocal translocation t(9;22)
has intrinsic tyrosine kinase activity [47–49]. BCR::ABL1 fusion leads to the upregulation of
several cell cycle signaling pathways, including RAS/RAF/MEK/ERK, PI3K/AKT/mTOR,
and JAK/STAT, and is associated with the activation of other tyrosine kinases such as
SRC family members (e.g., LYN, HCK) and MYC [49–51]. The aberrant expression of the
BCR::ABL1 fusion oncoprotein in lymphohematopoietic cells results in dysregulated cell
proliferation and reduced apoptosis through deregulated tyrosine kinase activity, making
the protein an excellent molecular therapeutic target [52].

In chronic myeloid leukemia (CML), the BCR gene breakpoint typically occurs in the
major breakpoint cluster region (M-BCR), leading to the production of a 210 kD BCR-ABL1
fusion protein (p210), whereas in Ph+ ALL, the breakpoint may be in either the M-BCR or
the minor BCR (m-BCR), resulting in a 190 kD fusion protein (p190) [53,54]. The clinical
presentation of CML in lymphoid blast crisis (BC) closely resembles Ph+ ALL, posing
diagnostic challenges, particularly when M-BCR rearrangements are present and associated
with the p210 protein, which is characteristic of CML [53,55]. This distinction is crucial
for treatment decisions, as Ph+ ALL typically warrants chemotherapy combined with a
tyrosine kinase inhibitor, while CML presenting in or progressing to BC often necessitates
allogeneic stem cell transplantation, highlighting the importance of accurate leukemia
subtyping for optimal therapeutic strategies [55].

The introduction of TKIs in the treatment of Ph+ ALL brought breakthrough improve-
ments in outcomes and, hence, became part of standard-of-care frontline therapy. The COG
AALL0031 study reported that the combination of the TKI imatinib with chemotherapy
doubled the 5-year disease-free survival (DFS) rate of children with very high-risk Ph+ ALL
to 70% [13]. A second-generation TKI, dasatinib, has a potency more than 300-fold that of
imatinib and can permeate the blood–brain barrier, making it useful in the treatment of ALL
patients with central nervous system disease; however, it does not completely prevent cen-
tral nervous system relapse [22,56,57]. The COG AALL0622 study of patients with Ph+ ALL
in which dasatinib was started on day 15 of induction therapy at a dose of 60 mg/m2/day,
showed that the treatment, even in the absence of cranial irradiation, had results similar to
those observed in COG AALL0031. COG AALL0622 also supported restricting HSCT to
only slow responders [57]. A slightly higher dose of dasatinib (80 mg/m2/day) was inves-
tigated by the Chinese Children’s Cancer Group, who also found significant improvements
in event-free survival (EFS) and OS, as well as fewer relapses compared with those who
received imatinib [22,58].

An analysis of long-term follow up data from the EsPhALL2004 study, in which
pediatric Ph+ ALL patients were treated with imatinib, yielded results similar to those
observed in COG AALL0031 [13] and COG AALL0622 [57], thus emphasizing the need
for early TKI exposure and de-emphasizing the need for HSCT in the future trials. This
follow-up study also concluded that a WBC count of at least 100 × 10/L at the time of Ph+
ALL diagnosis predicted a worse prognosis [59].

The ideal TKI treatment duration has not been established conclusively; indeed, unless
intolerable toxicity occurs, TKI treatment can last indefinitely [60–62]. In patients with
Ph+ ALL, the ultimate goal of therapy is a sustained complete molecular response, which
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may be an independent prognostic factor for increased OS and may preclude the need for
HSCT [41,63]. Additional studies to determine the duration are needed.

2.1.2. B-Lymphoblastic Leukemia/Lymphoma with BCR::ABL1-like Features

Philadelphia chromosome-like ALL (Ph-like ALL) is a recently discovered aggressive
entity that shares genetic characteristics with Ph+ ALL, but lacks the BCR::ABL1 translo-
cation abnormality [41,64,65]. Ph-like ALL is thrice as common as Ph+ ALL, representing
about 10% of pediatric ALL, 15–25% of adolescent and young adult ALL, and 20–27%
of adult ALL [15,16]. Among young adults of Hispanic descent, Ph-like ALL has a high
prevalence (>50%) [15,66], which may be partially associated with the ethnic group’s high
rate of rearrangements of the cytokine receptor-like factor 2 gene CRLF2 [15,67]. Ph-like
ALL has adverse clinical traits and a dismal prognosis, with an estimated survival rate of
less than 30% [15]. Furthermore, Ph-like ALL also has an increased association with Down
syndrome [68,69].

Ph-like ALL has a complicated genomic landscape; the findings of genome and tran-
scriptome sequencing studies suggest a variety of genetic changes that dysregulate various
classes of cytokine receptors and tyrosine kinases [70]. Like those with Ph+ ALL, most
patients with Ph-like ALL (70%) have hallmark IKZF1 alterations [66,69,71,72], which are
associated with high rates of induction therapy failure and a high risk of relapse [57,73].

It is worth noting that while the Ph-like gene expression signature holds diagnostic
value, it has not yet been identified as a therapeutic target. For example, strategies for
targeting therapy for IKZF1 deletion are still not well-defined [68]. However, it is important
to consider sentinel molecular lesions that are instrumental in driving leukemogenesis
as potential targets. These alterations can be broadly categorized into major subclasses,
such as ABL-class fusions, lesions that activate JAK/STAT signaling, and others that affect
different signaling pathways.

The kinases altered in ABL-class fusions that phenocopy BCR-ABL1 include platelet-
derived growth factor receptor alpha (PDGFRA) and beta (PDGFRB), colony stimulat-
ing factor 1 receptor (CSF1R), and ABL1 and ABL2, which provide targets for ABL in-
hibitors [74]. TKIs have shown efficacy against Ph+ ALL, as well as Ph-like ALL and T-ALL
with ABL1-class fusions [75–78]. The alteration of CRLF2, JAK2, and EPOR can activate
JAK/STAT signaling; thus, JAK2 inhibitors can potentially be used in patients with these
alterations [68]. More than half of patients with Ph-like ALL have CRLF2 rearrangements,
and of those with such rearrangements, 50% have concurrent activating mutations of Janus
kinases (JAK1, JAK2, and JAK3) [41,71]. Other cytokine receptor alterations involve PI3K,
mTOR, and the JAK/STAT pathways. Mutations in JAK2 and EPOR are present in about 7%
and 5% of cases, respectively, and are associated with worse outcomes [15,69]. Additionally,
4–10% of Ph-like ALL have mutations in RAS pathway members, including KRAS, NRAS,
NF1, PTPN11, and CBL1 [69].

According to the COG AALL0331 study, Ph-like ALL is less prevalent in children with
NCI standard-risk ALL than in those with high-risk ALL [79]. In one phase 3 randomized
controlled trial in patients with high-risk ALL (COG AALL0232), the 5-year EFS rate for
patients with Ph-like ALL (63%) was lower than that for patients with non-Ph-like ALL
(86%) [80,81]. To this end, a phase 2 trial (COG AALL1521) is evaluating the efficacy
and dosage of ruxolitinib combined with chemotherapy in patients with Ph-like ALL
with CRLF2 rearrangements and/or additional JAK-STAT pathway abnormalities [15]. In
Europe, the AIEOP-BFM ALL and ALLTogether study groups are also investigating the
use of novel or targeted therapies combined with chemotherapy in patients with Ph-like
ALL [16].

Additional clinical trials are investigating the role of combining dasatinib with chemother-
apy in patients with relapsed or newly diagnosed ABL-mutated Ph-like ALL. A phase I/II
study (NCT02420717) initiated at MD Anderson assessed the safety and efficacy profile of
dasatinib with hyper-CVAD (cyclophosphamide, vincristine, doxorubicin, dexamethasone)
in adolescents and young adults with relapsed or recurrent Ph-like ALL with ABL-class
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fusions. Although preliminary data demonstrated the safety of this combination therapy,
the study was closed, owing to low accrual, and the combination did not move to phase
II [82]. The potential efficacy of dasatinib combination therapy in children and adolescents
and young adults with de novo ALL with ABL-class mutations and Ph-like ALL is being
investigated in the phase 3 COG AALL1131 trial (NCT01406756) and the SJCRH Total
XVII trial (NCT03117751). Although initial results indicated TKIs to have beneficial effects,
the studies’ final results have not yet been published. There are ongoing efforts to add
immunotherapy agents to upfront regimens [83].

2.1.3. B-Lymphoblastic Leukemia/Lymphoma with KMT2A Rearrangement

The lysine methyltransferase 2A gene KMT2A (also known as MLL), located on chro-
mosome 11q23, can be rearranged with different gene loci and can occur in acute leukemias
of lymphoid or myeloid origin [18]. KMT2A gene rearrangements occur in 10–15% of adult
patients with B-ALL, but only 5% of children and young adults with ALL [84]. They are also
found in about 70% of infants with ALL and are believed to be acquired in utero [18]. In in-
fant ALL, KMT2A gene rearrangements are linked to poor prognosis, particularly in infants
diagnosed before the age of 6 months, present with a WBC count of at least 300 × 109/L,
or have a poor response to induction therapy with steroids [85]. KMT2A-rearranged ALL
is a high-risk subgroup with dismal treatment responses and a long-term survival rate of
less than 60% [84,86]. Furthermore, therapy responses vary based on specific transloca-
tions. The Ponte-di-Legno Childhood ALL Working Group’s recent retrospective study of
629 patients with 11q23/KMT2A-rearranged ALL reported a 5-year EFS rate of 69.1 ± 1.9%
for the entire cohort, but a range of rates for patient subgroups. For instance, the 5-year
EFS rate for patients with t(9;11)-positive T-ALL (n = 9) was 41.7 ± 17.3%, whereas that for
patients with t(4;11)-positive B-ALL (n = 266) was 64.8 ± 3.0% and that for patients with
t(11;19)-positive T-ALL (n = 34) was 91.2 ± 4.9% [87].

Two international randomized studies of infant patients with KMT2A-rearranged ALL
found no appreciable differences in outcomes between standard and intensified chemother-
apy (the Interfant-99 study) or between myeloid- and lymphoid-type consolidation therapy
(the Interfant-06 study) [17,88]. Recently, Stutterheim et al. looked at the clinical implica-
tions of MRD in infants with KMT2A-rearranged ALL treated on the Interfant-06 protocol.
The study demonstrated an improved DFS based on stratification of therapy according to
MRD at the end of induction. Infants with high MRD levels at the end of induction therapy
benefited more from acute myeloid leukemia (AML)-like consolidation therapy (6-year
DFS, 45.9%) than from ALL-like consolidation therapy (23.2%), whereas those with low
MRD levels at the end of induction therapy may respond better to ALL-like consolidation
regimens (6-year DFS, 78.2%) than to AML-like regimens (45.0%); patients with MRD at
end of consolidation therapy continued to have grim outcomes. These results will pave the
way for more treatment interventions in the next Interfant protocol [85].

KMT2A rearrangement encourages the formation of a unique multi-protein complex
that comprises DOT1L, BRD4, and menin and, thus, is a potential molecular target for
DOT1L, bromodomain, menin, and BCL2 inhibitors [22,89]. The immunotherapy agent
blinatumomab and chimeric antigen receptor (CAR) T-cell therapy are also under con-
sideration [18]. One recent study showed that blinatumomab in combination with the
chemotherapy regimen used in the Interfant-06 trial had notable safety and remarkable effi-
cacy in infants with newly diagnosed KMT2A-rearranged ALL; these outcomes surpassed
those of historical controls in the Interfant-06 trial [90]. Menin inhibitors are also emerging
as promising therapeutic agents against KMT2A-rearranged leukemias, with an overall
response rate of 55% and a favorable adverse event profile from the Augment-101 trial;
however, this should be viewed with caution given the low number of pediatric patients
and that infants were not included in this trial [19].
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2.1.4. B-Lymphoblastic Leukemia with MEF2D Rearrangement

The myocyte-specific enhancer factor 2D gene MEF2D, located on 1q22, belongs
to the MEF2 family, which encodes a group of transcription factors that control muscle
and neuronal cell differentiation and development and are regulated by class II histone
deacetylases (HDACs) [91,92]. MEF2D rearrangement was recently identified in a subgroup
of B-ALL patients presenting with high-risk features [21,93,94]. The fusion partners of
MEF2D include its most common partner, BCL9 (located on 1q21), as well as CSF1R (5q32),
DAZAP1 (19p13.3), HNRNPUL1 (19q13.2), SS18 (18q11.2), and FOXJ2 (12p13.31) [21,94].
These MEF2D fusions are thought to enhance MEF2D transcription activity, which leads to
the development of high-risk ALL [21,95]. Interestingly, KMT2A-rearranged AML has high
MEF2D expression, which might play a critical role in leukemia development [96].

The true incidence of MEF2D fusions is unknown because they are not included
in routine screening; however, the fusions have been reported in 2–4% of pediatric and
7% of adult precursor B-ALL [21,93,95,97,98]. MEF2D fusion-positive ALL has a unique
immunophenotype; it has weak or no expression of CD10, aberrant expression of CD5,
and frequent expression of CD38 and cytoplasmic µ chain [21,98]. Patients with MEF2D
fusion-positive ALL have a median age of 9 years at diagnosis and have elevated WBCs
at presentation [98]. Suzuki et al. reported that, among four ALL patients with initial
relapse, those with MEF2D::BCL9 fusion were more likely to have had induction therapy
failure and early relapse [93]. Ohki et al., in a study of ALL patients without known major
risk-stratifying cytogenetic abnormalities, identified 17 patients with MEF2D fusion [98];
among the 15 patients for whom data were available, 8 had relapse and died from the
disease [98].

Because the MEF2 transcription factor family is regulated by HDACs, HDAC inhibitors
have been explored as therapeutic options and were found to be effective against MEF2D-
rearranged ALL in vivo [21]. In clinical trials of patients with relapsed/refractory ALL,
HDAC inhibitors, including panobinostat and vorinostat, are being investigated alone
(NCT00723203) or in combination with chemotherapy (NCT01321346, NCT02518750) or
bortezomib (NCT02553460, NCT01312818). These trials will provide more information
about the use of HDAC inhibitors in patients with MEF2D fusions.

2.1.5. B-Lymphoblastic Leukemia/Lymphoma with TCF3::HLF Fusion

Both the transcription factor 3 gene TCF3 (also known as E2A; locus 19p13) and the
hepatic leukemia factor gene HLF (locus 17q22) encode transcription factors. The TCF3::HLF
fusion gene, which results from the translocation t(17;19) (q22;p13), defines TCF3::HLF ALL,
a rare but aggressive subtype of precursor B-cell ALL [99,100] that accounts for less than
1% of pediatric ALL.

TCF3::HLF ALL is usually resistant to conventional chemotherapy and has an ex-
tremely poor prognosis even after HSCT [99–101]. Patients with TCF3::HLF ALL usually
present with hypercalcemia and coagulopathy, which can progress to disseminated in-
travascular coagulation [102]. BCL2, a downstream upregulated gene of TCF3::HLF, is
a druggable target in the disease [103]. Drug response profiling using matched patient-
derived xenografts showed TCF3::HLF ALL to have striking sensitivity to the BCL2 in-
hibitor venetoclax [24]. Other options for targeted therapy include PARP inhibitors, since
TCF3::HLF expression suppresses homologous recombination repair activity [25]. The
PARP inhibitor olaparib has been found to be effective against TCF3::HLF ALL both in vitro
and in vivo [25]. Because TCF3::HLF ALL has high and homogeneous CD19 expression,
blinatumomab followed by HSCT was able to induce durable remissions in four of nine
patients [26].

2.2. High-Risk Cytogenetic Features
2.2.1. Hypodiploid ALL

Hypodiploid ALL, which is identified by the presence of less than 44 chromosomes
or a DNA index (the ratio of the amount of DNA in a leukemia sample to the amount of
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DNA in normal peripheral blood mononuclear cells) of less than 0.81, can be subclassified
as near-haploid ALL (24–31 chromosomes), low-hypodiploid ALL (32–39 chromosomes),
or high-hypodiploid ALL (40–43 chromosomes). Hypodiploid ALL accounts for 1–2%
of pediatric ALL. Hypodiploidy is a poor prognostic factor [22,27,104]. Patients with
near-haploid ALL frequently have mutations involving the RAS and PI3K pathways and
deletion of IKZF3 [22,28]. By contrast, 90% of patients with low-hypodiploid ALL have
leukemia cells with TP53 mutations (about 50% of which are germline mutations) or somatic
mutations in IKZF2 and RB1. Hence, germline testing for TP53 mutations (i.e., testing for Li–
Fraumeni syndrome) is recommended for patients with low-hypodiploid ALL [22,105,106].
In some cases, hypodiploid clones are duplicated and appear to be pseudo-hyperdiploid
clones; it is critical to confirm whether hypodiploid ALL is present to ensure that the
correct risk stratification system is used and known risks associated with the disease are
identified [22,107].

The preferred treatment modality for patients with hypodiploid ALL is historically
HSCT, but is shifting towards molecular therapies. Two recent multicenter studies demon-
strated that HSCT confers no benefit in patients with hypodiploid ALL, particularly those
who have no MRD after remission-induction therapy, for whom the EFS rate was approx-
imately 70% [22,27,104]. Patients in whom conventional chemotherapy fails to achieve
remission can be considered for salvage treatment with BCL2 inhibitors, PI3K inhibitors,
immunotherapy, or CAR T-cell therapy [22,28–30].

2.2.2. ALL with Intrachromosomal Amplification of Chromosome 21

ALL with intrachromosomal amplification of chromosome 21 (iAMP21) is a cytoge-
netic subset of pediatric ALL that was first described in 2003 [22,108–110]. It is characterized
by the amplification of the RUNX1 gene (≥5 copies per cell) and duplication of chromosome
21 detected with fluorescence in situ hybridization for the ETV6::RUNX1 fusion gene [22].
iAMP21 seems to arise through multiple breakage–fusion bridge cycles. Patients with the
germline Robertsonian translocation rob(15;21) or a germline ring chromosome 21 r(21)
have an increased risk of B-ALL with iAMP21 [108,111]. ALL with iAMP21 is a rare but
high-risk disease that accounts for 1–2% of pediatric ALL; it is seen more frequently in
slightly older children (median age, 9 years) and is associated with lower WBC counts
and a grim prognosis [108]. There have been rare instances of iAMP21 co-occurring with
other recognized chromosomal abnormalities, such as high hyperdiploidy, BCR::ABL1, or
ETV6::RUNX1 [108,112,113]. Otherwise, iAMP21 is a primary cytogenetic abnormality that
remains structurally consistent from initial diagnosis through relapse [114]. Similar chromo-
some 21 anomalies have been observed in myelodysplastic syndromes and AML, typically
in conjunction with complicated karyotypes. In those instances, however, chromosomal
regions other than that containing RUNX1 seem to be involved [115,116]. Other cytogenetic
abnormalities observed in ALL with iAMP21 ALL include the gain of chromosome X, the
loss or deletion of chromosome 7, the deletion of ETV6 or RB1, and the inactivation of
SH2B2 [22,112,117].

In patients with ALL with iAMP21, conventional standard-risk chemotherapy is
associated with a poor response and higher relapse rates [31,118]. Intensive chemotherapy
regimens offer only slightly better outcomes, with an EFS rate of about 70% [22]. Hence,
trials of novel molecular therapies for ALL with iAMP21 are warranted.

2.3. High-Risk Immunophenotypes
2.3.1. Early T-Cell Precursor ALL

Early T-cell precursor ALL (ETP-ALL) was recently recognized as a subset of T-cell
leukemias with increased molecular heterogeneity [22,41]. ETP-ALL accounts for 10–15%
of T-ALL cases and is characterized by genetic features similar to those of hematopoietic
stem cells and the early T-cell development immunophenotype (cytoplasmic CD3+, CD1a−,
CD8−, CD5−/dim) and by some atypical myeloid antigen positivity [41,119]. Compared
with T-ALL, ETP-ALL has a lower frequency of NOTCH1 mutations and higher frequencies
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of FLT3 and DNMT3A mutations [120–123]. ETP-ALL has several genomic features similar
to those of T/myeloid MPAL, such as an increased incidence of biallelic WT1 changes and
mutations in transcriptional regulators; epigenetic regulators; and signaling pathways,
including JAK/STAT, RAS, PI3K/AKT/mTOR, FLT3, and MAPK [121,124,125]. Owing
to increased glucocorticoid resistance, the disease has an innately poor response to con-
ventional induction therapy, which contributes to a higher incidence of induction therapy
failure and persistent MRD [41,119,120,123,126,127]. However, in the COG AALL0434
study, the long-term survival rate of ETP-ALL patients (91%), despite their high rate
of MRD at the end of induction therapy, was similar to that of non-ETP-ALL patients
(91.5%) [32]. Hence, until more data become available, the current recommendation is
to treat ETP-ALL patients on the same protocol as non-ETP-ALL patients [128]. Further
clinical trials are warranted to explore the genetic implications of ETP-ALL biology and
optimal therapeutic targets.

2.3.2. Mixed-Phenotype Acute Leukemia

Mixed-phenotype acute leukemia (MPAL), which comprises a heterogenous group
of uncommon hematological malignancies (not restricted to a single lineage) that express
a combination of antigens, accounts for 2–5% of pediatric acute leukemias [125,129–131].
MPAL can switch lineages during treatment, which presents extreme diagnostic and thera-
peutic challenges, owing to a lack of consensus regarding treatment regimens [129,131].

In the 2016 revision to the World Health Organization classification of myeloid neo-
plasms and acute leukemia [132], MPAL is categorized as MPAL, B/myeloid, not otherwise
specified (NOS); MPAL, T/myeloid, NOS; and MPAL, NOS, rare types (T/B/myeloid).
The disease has two genomic categories: (1) MPAL with t(9;22) (q34.1;q11.2); BCR-ABL1
and (2) MPAL with t(v;11q23.3); KMT2A-rearranged [132–134].

ZNF384 rearrangement occurs in 40–50% of pediatric B/myeloid MPAL, but is rare
in adult MPAL [133,134]. B/myeloid MPAL with ZNF384 rearrangement and KMT2A
rearrangement displays enhanced FLT3-mediated signaling regardless of whether somatic
FLT3 mutations are present [134]. One study reported that FLT3-ITD is a recurrent mutation
in MPAL and suggested that the immunophenotype and, hence, leukemogenesis differs be-
tween B/myeloid and T/myeloid MPAL [135]. Biallelic WT1 alterations are more frequent
in T/myeloid MPAL, which has some genomic features similar to those of ETP-ALL [125].

Multinational retrospective studies have shown that an ALL-based induction regimen is
more efficacious than an AML-like or combined-type regimen in patients with MPAL [133,136].
However, treatment can be switched to an AML-like regimen if induction therapy with
an ALL-like regimen fails. Although the role of HSCT in the treatment of MPAL is contro-
versial, there is a growing inclination towards using the modality after the first complete
remission [134].

More recent clinical studies have shown that CD19 bispecific T-cell engagers and
CAR T cells are promising treatments for MPAL [34,35] and that immunotherapy with
blinatumomab can be used as a bridge to HSCT [36,37]. Another recent report described
the successful treatment of a case of refractory, KMT2A-rearranged infant MPAL using a
combination of immunotherapy agents targeting CD19 (blinatumomab) and CD33 (gem-
tuzumab) [137]. Additional studies are required to explore more therapeutic options.

3. Conclusions

Within these groups of refractory disease, the mechanism of therapy escape varies
dramatically, making it highly important to identify markers of high-risk disease earlier in
the diagnostic process. The burgeoning field of targeted therapy provides opportunities to
incorporate novel effective agents into existing treatment backbones. From the first recogni-
tion of treatment-susceptible fusions in the Philadelphia chromosome to the recent imple-
mentation of menin inhibitors, the repertoire of ever-more-effective treatments for high-risk
ALL continues to grow, comprising an increasing list of effective anti-leukemia agents:
JAK-STAT and proteasome blockers that directly impact cancer biology, molecular markers
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for initiating the delivery of disease-specific chemotherapy, and immune-modulating and
-activating agents. There is a continuous need to introduce these novel agents into existing
leukemia regimens and investigate their effectiveness as both upfront therapy and, in
the setting of relapse, salvage therapy. However, more agents and longer regimens do
not always result in increased survival, and they are often associated with more acute or
long-term sequelae. Thus, future studies must determine how these medications can be
most efficaciously and efficiently evaluated and delivered to targeted populations. We
must develop a paradigm in which such drugs are not only investigated as monotherapy,
but also swiftly integrated into existing chemotherapy trials. In such a setting, we can
continue to reduce high-risk ALL patients’ exposure to traditional chemotherapy—perhaps
one day even eliminate it altogether—while continuing to accelerate improvements in their
outcomes.

Author Contributions: Conceptualization, J.H., B.C., F.M. and M.B.G.; data curation, J.H., S.C.;
writing—original draft preparation, J.H. and F.M.; writing—review and editing, J.H., F.M., J.S.C.,
A.G., L.R., D.M., C.N., M.R., P.T., S.G., B.C. and M.B.G. All authors have read and agreed to the
published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Ethical review and approval were waived for this study, as
no humans or animals were involved.

Informed Consent Statement: Not applicable for studies not involving humans.

Data Availability Statement: No new data were created or analyzed in this study. Data sharing is
not applicable to this article.

Acknowledgments: The authors would like to thank Jordan Pietz, Senior Medical Illustrator, and Joe
Munch, Senior Scientific Editor, Research Medical Library, MD Anderson Cancer Center, for their
assistance in designing the figure and editing the manuscript.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Howlader, N.; Krapcho, M.; Miller, D. SEER Cancer Statistics Review 1975–2018; National Cancer Institute: Bethesda, MD,

USA, 2021.
2. Siegel, R.; Miller, K.; Fuchs, H. Cancer Statistics. CA Cancer J. Clin. 2021, 71, 7–33. [CrossRef]
3. Patel, A.A.; Thomas, J.; Rojek, A.E.; Stock, W. Biology and treatment paradigms in T cell acute lymphoblastic leukemia in older

adolescents and adults. Curr. Treat. Options Oncol. 2020, 21, 1–21. [CrossRef]
4. Jemal, A.; Ward, E.M.; Johnson, C.J.; Cronin, K.A.; Ma, J.; Ryerson, B.; Mariotto, A.; Lake, A.J.; Wilson, R.; Sherman, R.L.; et al.

Annual Report to the Nation on the Status of Cancer, 1975–2014, Featuring Survival. J. Natl. Cancer Inst. 2017, 109, djx030.
[CrossRef]

5. Oudot, C.; Auclerc, M.F.; Levy, V.; Porcher, R.; Piguet, C.; Perel, Y.; Gandemer, V.; Debre, M.; Vermylen, C.; Pautard, B.; et al.
Prognostic factors for leukemic induction failure in children with acute lymphoblastic leukemia and outcome after salvage
therapy: The FRALLE 93 study. J. Clin. Oncol. 2008, 26, 1496–1503. [CrossRef] [PubMed]

6. Schrappe, M.; Hunger, S.P.; Ching-Hon, P.; Saha, V.; Gaynon, P.S.; Baruchel, A.; Conter, V.; Otten, J.; Ohara, A.; Versluys, A.B.; et al.
Outcomes after Induction Failure in Childhood Acute Lymphoblastic Leukemia. N. Engl. J. Med. 2012, 366, 1371–1381. [CrossRef]
[PubMed]

7. Nguyen, K.; Devidas, M.; Cheng, S.-C.; La, M.; Raetz, E.A.; Carroll, W.L.; Winick, N.J.; Hunger, S.P.; Gaynon, P.S.; Loh, M.L.
Factors influencing survival after relapse from acute lymphoblastic leukemia: A Children’s Oncology Group study. Leukemia
2008, 22, 2142–2150. [CrossRef] [PubMed]

8. Patte, C.; Auperin, A.; Michon, J.; Behrendt, H.; Leverger, G.; Frappaz, D.; Lutz, P.; Coze, C.; Perel, Y.; Raphaël, M.; et al. The
Societe Francaise d’Oncologie Pediatrique LMB89 protocol: Highly effective multiagent chemotherapy tailored to the tumor
burden and initial response in 561 unselected children with B-cell lymphomas and L3 leukemia. Blood J. Am. Soc. Hematol. 2001,
97, 3370–3379. [CrossRef] [PubMed]

9. Hunger, S.P.; Mullighan, C.G. Acute Lymphoblastic Leukemia in Children. N. Engl. J. Med. 2015, 373, 1541–1552. [CrossRef]
[PubMed]

10. Smith, M.; Arthur, D.; Camitta, B.; Carroll, A.J.; Crist, W.; Gaynon, P.; Gelber, R.; Heerema, N.; Korn, E.L.; Link, M. Uniform
approach to risk classification and treatment assignment for children with acute lymphoblastic leukemia. J. Clin. Oncol. 1996, 14,
18–24. [CrossRef] [PubMed]

https://doi.org/10.3322/caac.21654
https://doi.org/10.1007/s11864-020-00757-5
https://doi.org/10.1093/jnci/djx030
https://doi.org/10.1200/JCO.2007.12.2820
https://www.ncbi.nlm.nih.gov/pubmed/18349402
https://doi.org/10.1056/NEJMoa1110169
https://www.ncbi.nlm.nih.gov/pubmed/22494120
https://doi.org/10.1038/leu.2008.251
https://www.ncbi.nlm.nih.gov/pubmed/18818707
https://doi.org/10.1182/blood.V97.11.3370
https://www.ncbi.nlm.nih.gov/pubmed/11369626
https://doi.org/10.1056/NEJMra1400972
https://www.ncbi.nlm.nih.gov/pubmed/26465987
https://doi.org/10.1200/JCO.1996.14.1.18
https://www.ncbi.nlm.nih.gov/pubmed/8558195


Cancers 2024, 16, 858 11 of 16

11. Schultz, K.R.; Pullen, D.J.; Sather, H.N.; Shuster, J.J.; Devidas, M.; Borowitz, M.J.; Carroll, A.J.; Heerema, N.A.; Rubnitz, J.E.; Loh,
M.L.; et al. Risk- and response-based classification of childhood B-precursor acute lymphoblastic leukemia: A combined analysis
of prognostic markers from the Pediatric Oncology Group (POG) and Children’s Cancer Group (CCG). Blood 2007, 109, 926–935.
[CrossRef] [PubMed]

12. Meyer, C.; Larghero, P.; Almeida Lopes, B.; Burmeister, T.; Gröger, D.; Sutton, R.; Venn, N.C.; Cazzaniga, G.; Corral Abascal, L.;
Tsaur, G.; et al. The KMT2A recombinome of acute leukemias in 2023. Leukemia 2023, 37, 988–1005. [CrossRef]

13. Schultz, K.R.; Carroll, A.; Heerema, N.A.; Bowman, W.P.; Aledo, A.; Slayton, W.B.; Sather, H.; Devidas, M.; Zheng, H.W.; Davies,
S.M.; et al. Long-term follow-up of imatinib in pediatric Philadelphia chromosome-positive acute lymphoblastic leukemia:
Children’s Oncology Group study AALL0031. Leukemia 2014, 28, 1467–1471. [CrossRef]

14. Roberts, K.G.; Li, Y.; Payne-Turner, D.; Harvey, R.C.; Yang, Y.L.; Pei, D.; McCastlain, K.; Ding, L.; Lu, C.; Song, G.; et al. Targetable
kinase-activating lesions in Ph-like acute lymphoblastic leukemia. N. Engl. J. Med. 2014, 371, 1005–1015. [CrossRef] [PubMed]

15. Tran, T.H.; Loh, M.L. Ph-like acute lymphoblastic leukemia. Hematol. Am. Soc. Hematol. Educ. Program. 2016, 2016, 561–566.
[CrossRef] [PubMed]

16. Cario, G.; Leoni, V.; Conter, V.; Baruchel, A.; Schrappe, M.; Biondi, A. BCR-ABL1-like acute lymphoblastic leukemia in childhood
and targeted therapy. Haematologica 2020, 105, 2200–2204. [CrossRef] [PubMed]

17. Pieters, R.; Lorenzo, P.D.; Ancliffe, P.; Aversa, L.A.; Brethon, B.; Biondi, A.; Campbell, M.; Escherich, G.; Ferster, A.; Gardner,
R.A.; et al. Outcome of Infants Younger Than 1 Year With Acute Lymphoblastic Leukemia Treated With the Interfant-06 Protocol:
Results From an International Phase III Randomized Study. J. Clin. Oncol. 2019, 37, 2246–2256. [CrossRef]

18. Brown, P.; Pieters, R.; Biondi, A. How I treat infant leukemia. Blood 2019, 133, 205–214. [CrossRef] [PubMed]
19. Stein, E.M.; Aldoss, I.; DiPersio, J.F.; Stone, R.M.; Arellano, M.L.; Rosen, G.; Meyers, M.L.; Huang, Y.; Smith, S.; Bagley, R.G.

Safety and efficacy of menin inhibition in patients (Pts) with MLL-rearranged and NPM1 mutant acute leukemia: A phase (Ph) 1,
first-in-human study of SNDX-5613 (AUGMENT 101). Blood 2021, 138, 699. [CrossRef]

20. Ohki, K.; Butler, E.R.; Kiyokawa, N.; Hirabayashi, S.; Bergmann, A.K.; Möricke, A.; Boer, J.M.; Cavé, H.; Cazzaniga, G.; Yeoh,
A.E.J.; et al. Clinical characteristics and outcomes of B-cell precursor ALL with MEF2D rearrangements: A retrospective study by
the Ponte di Legno Childhood ALL Working Group. Leukemia 2023, 37, 212–216. [CrossRef]

21. Gu, Z.; Churchman, M.; Roberts, K.; Li, Y.; Liu, Y.; Harvey, R.C.; McCastlain, K.; Reshmi, S.C.; Payne-Turner, D.; Iacobucci, I.
Genomic analyses identify recurrent MEF2D fusions in acute lymphoblastic leukaemia. Nat. Commun. 2016, 7, 1–10. [CrossRef]

22. Inaba, H.; Pui, C.H. Advances in the Diagnosis and Treatment of Pediatric Acute Lymphoblastic Leukemia. J. Clin. Med. 2021, 10,
1926. [CrossRef] [PubMed]

23. Zerkalenkova, E.; Menchits, Y.; Borkovskaia, A.; Sokolova, S.; Soldatkina, O.; Mikhailova, E.; Popov, A.; Komkov, A.; Rumiantseva,
Y.; Karachunskii, A.; et al. TCF3 gene rearrangements in pediatric B-cell acute lymphoblastic leukemia-A single center experience.
Int. J. Lab. Hematol. 2023, 45, 533–540. [CrossRef] [PubMed]

24. Fischer, U.; Forster, M.; Rinaldi, A.; Risch, T.; Sungalee, S.; Warnatz, H.-J.; Bornhauser, B.; Gombert, M.; Kratsch, C.; Stütz, A.M.;
et al. Genomics and drug profiling of fatal TCF3-HLF−positive acute lymphoblastic leukemia identifies recurrent mutation
patterns and therapeutic options. Nat. Genet. 2015, 47, 1020–1029. [CrossRef] [PubMed]

25. Piao, J.; Takai, S.; Kamiya, T.; Inukai, T.; Sugita, K.; Ohyashiki, K.; Delia, D.; Masutani, M.; Mizutani, S.; Takagi, M. Poly
(ADP-ribose) polymerase inhibitors selectively induce cytotoxicity in TCF3-HLF–positive leukemic cells. Cancer Lett. 2017, 386,
131–140. [CrossRef]

26. Mouttet, B.; Vinti, L.; Ancliff, P.; Bodmer, N.; Brethon, B.; Cario, G.; Chen-Santel, C.; Elitzur, S.; Hazar, V.; Kunz, J.; et al. Durable
remissions in TCF3-HLF positive acute lymphoblastic leukemia with blinatumomab and stem cell transplantation. Haematologica
2019, 104, e244–e247. [CrossRef] [PubMed]

27. Pui, C.H.; Rebora, P.; Schrappe, M.; Attarbaschi, A.; Baruchel, A.; Basso, G.; Cavé, H.; Elitzur, S.; Koh, K.; Liu, H.C.; et al. Outcome
of Children With Hypodiploid Acute Lymphoblastic Leukemia: A Retrospective Multinational Study. J. Clin. Oncol. 2019, 37,
770–779. [CrossRef]

28. Holmfeldt, L.; Wei, L.; Diaz-Flores, E.; Walsh, M.; Zhang, J.; Ding, L.; Payne-Turner, D.; Churchman, M.; Andersson, A.; Chen,
S.-C.; et al. The genomic landscape of hypodiploid acute lymphoblastic leukemia. Nat. Genet. 2013, 45, 242–252. [CrossRef]

29. Diaz-Flores, E.; Comeaux, E.Q.; Kim, K.L.; Melnik, E.; Beckman, K.; Davis, K.L.; Wu, K.; Akutagawa, J.; Bridges, O.; Marino, R.;
et al. Bcl-2 Is a Therapeutic Target for Hypodiploid B-Lineage Acute Lymphoblastic Leukemia. Cancer Res. 2019, 79, 2339–2351.
[CrossRef]

30. Talleur, A.C.; Maude, S.L. Evidence-Based Minireview: What is the role for HSCT or immunotherapy in pediatric hypodiploid
B-cell acute lymphoblastic leukemia? Hematology 2020, 2020, 508–511. [CrossRef]

31. Heerema, N.A.; Carroll, A.J.; Devidas, M.; Loh, M.L.; Borowitz, M.J.; Gastier-Foster, J.M.; Larsen, E.C.; Mattano, L.A., Jr.; Maloney,
K.W.; Willman, C.L.; et al. Intrachromosomal Amplification of Chromosome 21 Is Associated With Inferior Outcomes in Children
With Acute Lymphoblastic Leukemia Treated in Contemporary Standard-Risk Children’s Oncology Group Studies: A Report
From the Children’s Oncology Group. J. Clin. Oncol. 2013, 31, 3397–3402. [CrossRef]

32. Wood, B.L.; Winter, S.S.; Dunsmore, K.P.; Devidas, M.; Chen, S.; Asselin, B.; Esiashvili, N.; Loh, M.L.; Winick, N.J.; Carroll, W.L.;
et al. T-Lymphoblastic Leukemia (T-ALL) Shows Excellent Outcome, Lack of Significance of the Early Thymic Precursor (ETP)
Immunophenotype, and Validation of the Prognostic Value of End-Induction Minimal Residual Disease (MRD) in Children’s
Oncology Group (COG) Study AALL0434. Blood 2014, 124, 1.

https://doi.org/10.1182/blood-2006-01-024729
https://www.ncbi.nlm.nih.gov/pubmed/17003380
https://doi.org/10.1038/s41375-023-01877-1
https://doi.org/10.1038/leu.2014.30
https://doi.org/10.1056/NEJMoa1403088
https://www.ncbi.nlm.nih.gov/pubmed/25207766
https://doi.org/10.1182/asheducation-2016.1.561
https://www.ncbi.nlm.nih.gov/pubmed/27913529
https://doi.org/10.3324/haematol.2018.207019
https://www.ncbi.nlm.nih.gov/pubmed/33054045
https://doi.org/10.1200/JCO.19.00261
https://doi.org/10.1182/blood-2018-04-785980
https://www.ncbi.nlm.nih.gov/pubmed/30459160
https://doi.org/10.1182/blood-2021-146944
https://doi.org/10.1038/s41375-022-01737-4
https://doi.org/10.1038/ncomms13331
https://doi.org/10.3390/jcm10091926
https://www.ncbi.nlm.nih.gov/pubmed/33946897
https://doi.org/10.1111/ijlh.14072
https://www.ncbi.nlm.nih.gov/pubmed/37058324
https://doi.org/10.1038/ng.3362
https://www.ncbi.nlm.nih.gov/pubmed/26214592
https://doi.org/10.1016/j.canlet.2016.11.021
https://doi.org/10.3324/haematol.2018.210104
https://www.ncbi.nlm.nih.gov/pubmed/30765470
https://doi.org/10.1200/JCO.18.00822
https://doi.org/10.1038/ng.2532
https://doi.org/10.1158/0008-5472.CAN-18-0236
https://doi.org/10.1182/hematology.2020000162
https://doi.org/10.1200/JCO.2013.49.1308


Cancers 2024, 16, 858 12 of 16

33. Orgel, E.; Alexander, T.B.; Wood, B.L.; Kahwash, S.B.; Devidas, M.; Dai, Y.; Alonzo, T.A.; Mullighan, C.G.; Inaba, H.; Hunger, S.P.;
et al. Mixed-phenotype acute leukemia: A cohort and consensus research strategy from the Children’s Oncology Group Acute
Leukemia of Ambiguous Lineage Task Force. Cancer 2020, 126, 593–601. [CrossRef] [PubMed]

34. Kong, D.; Qu, C.; Dai, H.; Li, Z.; Yin, J.; Chen, S.; Kang, L.; Chen, G.; Zhu, M.; Yu, L.; et al. CAR-T therapy bridging to allogeneic
HSCT provides durable molecular remission of Ph+ mixed phenotype acute leukaemia with minimal residual disease. Br. J.
Haematol. 2020, 191, e47–e49. [CrossRef] [PubMed]

35. Li, M.-Y.; Lin, Z.-H.; Hu, M.-M.; Kang, L.-Q.; Wu, X.-x.; Chen, Q.-w.; Kong, X.; Zhang, J.; Qiu, H.-Y.; Wu, D.-P. Secondary
donor-derived humanized CD19-modified CAR-T cells induce remission in relapsed/refractory mixed phenotype acute leukemia
after allogeneic hematopoietic stem cell transplantation: A case report. Biomark. Res. 2020, 8, 36. [CrossRef] [PubMed]

36. Durer, S.; Durer, C.; Shafqat, M.; Comba, I.Y.; Malik, S.; Faridi, W.; Aslam, S.; Ijaz, A.; Tariq, M.J.; Fraz, M.A.; et al. Concomitant
use of blinatumomab and donor lymphocyte infusion for mixed-phenotype acute leukemia: A case report with literature review.
Immunotherapy 2019, 11, 373–378. [CrossRef] [PubMed]

37. El Chaer, F.; Ali, O.M.; Sausville, E.A.; Law, J.Y.; Lee, S.T.; Duong, V.H.; Baer, M.R.; Koka, R.; Singh, Z.N.; Wong, J.; et al. Treatment
of CD19-positive mixed phenotype acute leukemia with blinatumomab. Am. J. Hematol. 2019, 94, E7–E8. [CrossRef] [PubMed]

38. Foà, R.; Chiaretti, S. Philadelphia Chromosome–Positive Acute Lymphoblastic Leukemia. N. Engl. J. Med. 2022, 386, 2399–2411.
[CrossRef] [PubMed]

39. Ribeiro, R.C.; Abromowitch, M.; Raimondi, S.C.; Murphy, S.B.; Behm, F.; Williams, D.L. Clinical and biologic hallmarks of the
Philadelphia chromosome in childhood acute lymphoblastic leukemia. Blood 1987, 70, 948–953. [CrossRef]

40. Moorman, A.V.; Chilton, L.; Wilkinson, J.; Ensor, H.M.; Bown, N.; Proctor, S.J. A population-based cytogenetic study of adults
with acute lymphoblastic leukemia. Blood 2010, 115, 206–214. [CrossRef]

41. Samra, B.; Jabbour, E.; Ravandi, F.; Kantarjian, H.; Short, N.J. Evolving therapy of adult acute lymphoblastic leukemia: State-of-
the-art treatment and future directions. J. Hematol. Oncol. 2020, 13, 70. [CrossRef]

42. Chao, N.J.; Blume, K.G.; Forman, S.J.; Snyder, D.S. Long-term follow-up of allogeneic bone marrow recipients for Philadelphia
chromosome-positive acute lymphoblastic leukemia. Blood 1995, 85, 3353–3354. [CrossRef]

43. Pui, C.H.; Crist, W.M.; Look, A.T. Biology and clinical significance of cytogenetic abnormalities in childhood acute lymphoblastic
leukemia. Blood 1990, 76, 1449–1463. [CrossRef] [PubMed]

44. Thomas, X.; Thiebaut, A.; Olteanu, N.; Danaïla, C.; Charrin, C.; Archimbaud, E.; Fiere, D. Philadelphia chromosome positive
adult acute lymphoblastic leukemia: Characteristics, prognostic factors and treatment outcome. Hematol. Cell Ther. 1998, 40,
119–128. [PubMed]

45. Aricò, M.; Schrappe, M.; Hunger, S.P.; Carroll, W.L.; Conter, V.; Galimberti, S.; Manabe, A.; Saha, V.; Baruchel, A.; Vettenranta,
K.; et al. Clinical outcome of children with newly diagnosed Philadelphia chromosome-positive acute lymphoblastic leukemia
treated between 1995 and 2005. J. Clin. Oncol. 2010, 28, 4755–4761. [CrossRef]

46. Schultz, K.R.; Prestidge, T.; Camitta, B. Philadelphia chromosome-positive acute lymphoblastic leukemia in children: New and
emerging treatment options. Expert Rev. Hematol. 2010, 3, 731–742. [CrossRef] [PubMed]

47. Nowell, P.C. The minute chromosome (Phl) in chronic granulocytic leukemia. Blut 1962, 8, 65–66. [CrossRef] [PubMed]
48. Rowley, J.D. Letter: A new consistent chromosomal abnormality in chronic myelogenous leukaemia identified by quinacrine

fluorescence and Giemsa staining. Nature 1973, 243, 290–293. [CrossRef] [PubMed]
49. Brown, V.I.; Seif, A.E.; Reid, G.S.; Teachey, D.T.; Grupp, S.A. Novel molecular and cellular therapeutic targets in acute lymphoblas-

tic leukemia and lymphoproliferative disease. Immunol. Res. 2008, 42, 84–105. [CrossRef] [PubMed]
50. Ilaria, R.L.; Van Etten, R.A. P210 and P190(BCR/ABL) induce the tyrosine phosphorylation and DNA binding activity of multiple

specific STAT family members. J. Biol. Chem. 1996, 271, 31704–31710. [CrossRef]
51. Skorski, T.; Bellacosa, A.; Nieborowska-Skorska, M.; Majewski, M.; Martinez, R.; Choi, J.K.; Trotta, R.; Wlodarski, P.; Perrotti, D.;

Chan, T.O.; et al. Transformation of hematopoietic cells by BCR/ABL requires activation of a PI-3k/Akt-dependent pathway.
EMBO J. 1997, 16, 6151–6161. [CrossRef]

52. Skorski, T.; Nieborowska-Skorska, M.; Wlodarski, P.; Wasik, M.; Trotta, R.; Kanakaraj, P.; Salomoni, P.; Antonyak, M.; Martinez, R.;
Majewski, M.; et al. The SH3 domain contributes to BCR/ABL-dependent leukemogenesis in vivo: Role in adhesion, invasion,
and homing. Blood 1998, 91, 406–418. [CrossRef]

53. Kelliher, M.; Knott, A.; Mclaughlin, J.; Witte, O.N.; Rosenberg, N. Differences in oncogenic potency but not target cell specificity
distinguish the two forms of the BCR/ABL oncogene. Mol. Cell. Biol. 1991, 11, 4710–4716.

54. Suryanarayan, K.; Hunger, S.P.; Kohler, S.; Carroll, A.J.; Crist, W.; Link, M.P.; Cleary, M.L. Consistent involvement of the bcr gene
by 9; 22 breakpoints in pediatric acute leukemias. Blood 1991, 77, 324–330. [CrossRef]

55. Kolenova, A.; Maloney, K.W.; Hunger, S.P. Philadelphia Chromosome–positive Acute Lymphoblastic Leukemia or Chronic
Myeloid Leukemia in Lymphoid Blast Crisis. J. Pediatr. Hematol./Oncol. 2016, 38, e193–e195. [CrossRef]

56. Slayton, W.B.; Schultz, K.R.; Silverman, L.B.; Hunger, S.P. How we approach Philadelphia chromosome-positive acute lym-
phoblastic leukemia in children and young adults. Pediatr. Blood Cancer 2020, 67, e28543. [CrossRef]

57. Slayton, W.B.; Schultz, K.R.; Kairalla, J.A.; Devidas, M.; Mi, X.; Pulsipher, M.A.; Chang, B.H.; Mullighan, C.; Iacobucci, I.;
Silverman, L.B.; et al. Dasatinib Plus Intensive Chemotherapy in Children, Adolescents, and Young Adults With Philadelphia
Chromosome–Positive Acute Lymphoblastic Leukemia: Results of Children’s Oncology Group Trial AALL0622. J. Clin. Oncol.
2018, 36, 2306–2314. [CrossRef] [PubMed]

https://doi.org/10.1002/cncr.32552
https://www.ncbi.nlm.nih.gov/pubmed/31661160
https://doi.org/10.1111/bjh.16982
https://www.ncbi.nlm.nih.gov/pubmed/32700338
https://doi.org/10.1186/s40364-020-00216-1
https://www.ncbi.nlm.nih.gov/pubmed/32874588
https://doi.org/10.2217/imt-2018-0104
https://www.ncbi.nlm.nih.gov/pubmed/30786841
https://doi.org/10.1002/ajh.25317
https://www.ncbi.nlm.nih.gov/pubmed/30328137
https://doi.org/10.1056/NEJMra2113347
https://www.ncbi.nlm.nih.gov/pubmed/35731654
https://doi.org/10.1182/blood.V70.4.948.948
https://doi.org/10.1182/blood-2009-07-232124
https://doi.org/10.1186/s13045-020-00905-2
https://doi.org/10.1182/blood.V85.11.3353.bloodjournal85113353
https://doi.org/10.1182/blood.V76.8.1449.1449
https://www.ncbi.nlm.nih.gov/pubmed/2207320
https://www.ncbi.nlm.nih.gov/pubmed/9698220
https://doi.org/10.1200/JCO.2010.30.1325
https://doi.org/10.1586/ehm.10.60
https://www.ncbi.nlm.nih.gov/pubmed/21091149
https://doi.org/10.1007/BF01630378
https://www.ncbi.nlm.nih.gov/pubmed/14480647
https://doi.org/10.1038/243290a0
https://www.ncbi.nlm.nih.gov/pubmed/4126434
https://doi.org/10.1007/s12026-008-8038-9
https://www.ncbi.nlm.nih.gov/pubmed/18716718
https://doi.org/10.1074/jbc.271.49.31704
https://doi.org/10.1093/emboj/16.20.6151
https://doi.org/10.1182/blood.V91.2.406
https://doi.org/10.1182/blood.V77.2.324.324
https://doi.org/10.1097/MPH.0000000000000582
https://doi.org/10.1002/pbc.28543
https://doi.org/10.1200/JCO.2017.76.7228
https://www.ncbi.nlm.nih.gov/pubmed/29812996


Cancers 2024, 16, 858 13 of 16

58. Shen, S.; Chen, X.; Cai, J.; Yu, J.; Gao, J.; Hu, S.; Zhai, X.; Liang, C.; Ju, X.; Jiang, H.; et al. Effect of Dasatinib vs Imatinib in the
Treatment of Pediatric Philadelphia Chromosome–Positive Acute Lymphoblastic Leukemia: A Randomized Clinical Trial. JAMA
Oncol. 2020, 6, 358–366. [CrossRef] [PubMed]

59. Biondi, A.; Cario, G.; De Lorenzo, P.; Castor, A.; Conter, V.; Leoni, V.; Gandemer, V.; Pieters, R.; Stary, J.; Escherich, G.; et al.
Long-term follow up of pediatric Philadelphia positive acute lymphoblastic leukemia treated with the EsPhALL2004 study: High
white blood cell count at diagnosis is the strongest prognostic factor. Haematologica 2019, 104, e13–e16. [CrossRef] [PubMed]

60. Carpenter, P.A.; Snyder, D.S.; Flowers, M.E.; Sanders, J.E.; Gooley, T.A.; Martin, P.J.; Appelbaum, F.R.; Radich, J.P. Prophylactic
administration of imatinib after hematopoietic cell transplantation for high-risk Philadelphia chromosome-positive leukemia.
Blood 2007, 109, 2791–2793. [CrossRef]

61. Giebel, S.; Czyz, A.; Ottmann, O.; Baron, F.; Brissot, E.; Ciceri, F.; Cornelissen, J.J.; Esteve, J.; Gorin, N.C.; Savani, B.; et al. Use of
tyrosine kinase inhibitors to prevent relapse after allogeneic hematopoietic stem cell transplantation for patients with Philadelphia
chromosome-positive acute lymphoblastic leukemia: A position statement of the Acute Leukemia Working Party of the European
Society for Blood and Marrow Transplantation. Cancer 2016, 122, 2941–2951. [CrossRef]

62. Samra, B.; Kantarjian, H.M.; Sasaki, K.; Alotaibi, A.S.; Konopleva, M.; O’Brien, S.; Ferrajoli, A.; Garris, R.; Nunez, C.A.; Kadia, T.M.;
et al. Discontinuation of Maintenance Tyrosine Kinase Inhibitors in Philadelphia Chromosome-Positive Acute Lymphoblastic
Leukemia outside of Transplant. Acta Haematol. 2021, 144, 285–292. [CrossRef]

63. Short, N.J.; Jabbour, E.; Sasaki, K.; Patel, K.; O’Brien, S.M.; Cortes, J.E.; Garris, R.; Issa, G.C.; Garcia-Manero, G.; Luthra, R.; et al.
Impact of complete molecular response on survival in patients with Philadelphia chromosome-positive acute lymphoblastic
leukemia. Blood 2016, 128, 504–507. [CrossRef] [PubMed]

64. Jain, N.; Roberts, K.G.; Jabbour, E.; Patel, K.; Eterovic, A.K.; Chen, K.; Zweidler-McKay, P.; Lu, X.; Fawcett, G.; Wang, S.A.; et al.
Ph-like acute lymphoblastic leukemia: A high-risk subtype in adults. Blood 2017, 129, 572–581. [CrossRef] [PubMed]

65. Den Boer, M.L.; van Slegtenhorst, M.; De Menezes, R.X.; Cheok, M.H.; Buijs-Gladdines, J.G.; Peters, S.T.; Van Zutven, L.J.;
Beverloo, H.B.; Van der Spek, P.J.; Escherich, G.; et al. A subtype of childhood acute lymphoblastic leukaemia with poor treatment
outcome: A genome-wide classification study. Lancet Oncol. 2009, 10, 125–134. [CrossRef] [PubMed]

66. Mullighan, C.G.; Miller, C.B.; Radtke, I.; Phillips, L.A.; Dalton, J.; Ma, J.; White, D.; Hughes, T.P.; Le Beau, M.M.; Pui, C.H.; et al.
BCR-ABL1 lymphoblastic leukaemia is characterized by the deletion of Ikaros. Nature 2008, 453, 110–114. [CrossRef] [PubMed]

67. Harvey, R.C.; Mullighan, C.G.; Chen, I.M.; Wharton, W.; Mikhail, F.M.; Carroll, A.J.; Kang, H.; Liu, W.; Dobbin, K.K.; Smith, M.A.;
et al. Rearrangement of CRLF2 is associated with mutation of JAK kinases, alteration of IKZF1, Hispanic/Latino ethnicity, and a
poor outcome in pediatric B-progenitor acute lymphoblastic leukemia. Blood 2010, 115, 5312–5321. [CrossRef] [PubMed]

68. Tasian, S.K.; Loh, M.L.; Hunger, S.P. Philadelphia chromosome-like acute lymphoblastic leukemia. Blood 2017, 130, 2064–2072.
[CrossRef]

69. Pui, C.H.; Roberts, K.G.; Yang, J.J.; Mullighan, C.G. Philadelphia Chromosome-like Acute Lymphoblastic Leukemia. Clin.
Lymphoma Myeloma Leuk. 2017, 17, 464–470. [CrossRef]

70. Roberts, K.G.; Mullighan, C.G. Genomics in acute lymphoblastic leukaemia: Insights and treatment implications. Nat. Rev. Clin.
Oncol. 2015, 12, 344–357. [CrossRef]

71. Roberts, K.G. The biology of Philadelphia chromosome-like ALL. Best Pract. Res. Clin. Haematol. 2017, 30, 212–221. [CrossRef]
72. Roberts, K.G.; Gu, Z.; Payne-Turner, D.; McCastlain, K.; Harvey, R.C.; Chen, I.M.; Pei, D.; Iacobucci, I.; Valentine, M.; Pounds, S.B.;

et al. High Frequency and Poor Outcome of Philadelphia Chromosome-Like Acute Lymphoblastic Leukemia in Adults. J. Clin.
Oncol. 2017, 35, 394–401. [CrossRef]

73. Stanulla, M.; Dagdan, E.; Zaliova, M.; Möricke, A.; Palmi, C.; Cazzaniga, G.; Eckert, C.; Kronnie, G.t.; Bourquin, J.-P.; Bornhauser,
B.; et al. IKZF1plus Defines a New Minimal Residual Disease–Dependent Very-Poor Prognostic Profile in Pediatric B-Cell
Precursor Acute Lymphoblastic Leukemia. J. Clin. Oncol. 2018, 36, 1240–1249. [CrossRef]

74. Wells, J.; Jain, N.; Konopleva, M. Philadelphia chromosome-like acute lymphoblastic leukemia: Progress in a new cancer subtype.
Clin. Adv. Hematol. Oncol. 2017, 15, 554–561.

75. Sievers, E.L.; Linenberger, M. Mylotarg: Antibody-targeted chemotherapy comes of age. Curr. Opin. Oncol. 2001, 13, 522–527.
[CrossRef] [PubMed]

76. Bhojwani, D.; Pui, C.H. Relapsed childhood acute lymphoblastic leukaemia. Lancet Oncol. 2013, 14, e205–e217. [CrossRef]
77. Daver, N.; O’Brien, S. Novel therapeutic strategies in adult acute lymphoblastic leukemia—A focus on emerging monoclonal

antibodies. Curr. Hematol. Malig. Rep. 2013, 8, 123–131. [CrossRef]
78. Kobayashi, K.; Miyagawa, N.; Mitsui, K.; Matsuoka, M.; Kojima, Y.; Takahashi, H.; Ootsubo, K.; Nagai, J.; Ueno, H.; Ishibashi, T.;

et al. TKI dasatinib monotherapy for a patient with Ph-like ALL bearing ATF7IP/PDGFRB translocation. Pediatr. Blood Cancer
2015, 62, 1058–1060. [CrossRef] [PubMed]

79. Roberts, K.G.; Reshmi, S.C.; Harvey, R.C.; Chen, I.M.; Patel, K.; Stonerock, E.; Jenkins, H.; Dai, Y.; Valentine, M.; Gu, Z.; et al.
Genomic and outcome analyses of Ph-like ALL in NCI standard-risk patients: A report from the Children’s Oncology Group.
Blood 2018, 132, 815–824. [CrossRef]

80. Borowitz, M.J.; Wood, B.L.; Devidas, M.; Loh, M.L.; Raetz, E.A.; Salzer, W.L.; Nachman, J.B.; Carroll, A.J.; Heerema, N.A.;
Gastier-Foster, J.M.; et al. Prognostic significance of minimal residual disease in high risk B-ALL: A report from Children’s
Oncology Group study AALL0232. Blood 2015, 126, 964–971. [CrossRef] [PubMed]

https://doi.org/10.1001/jamaoncol.2019.5868
https://www.ncbi.nlm.nih.gov/pubmed/31944221
https://doi.org/10.3324/haematol.2018.199422
https://www.ncbi.nlm.nih.gov/pubmed/30213832
https://doi.org/10.1182/blood-2006-04-019836
https://doi.org/10.1002/cncr.30130
https://doi.org/10.1159/000510112
https://doi.org/10.1182/blood-2016-03-707562
https://www.ncbi.nlm.nih.gov/pubmed/27235138
https://doi.org/10.1182/blood-2016-07-726588
https://www.ncbi.nlm.nih.gov/pubmed/27919910
https://doi.org/10.1016/S1470-2045(08)70339-5
https://www.ncbi.nlm.nih.gov/pubmed/19138562
https://doi.org/10.1038/nature06866
https://www.ncbi.nlm.nih.gov/pubmed/18408710
https://doi.org/10.1182/blood-2009-09-245944
https://www.ncbi.nlm.nih.gov/pubmed/20139093
https://doi.org/10.1182/blood-2017-06-743252
https://doi.org/10.1016/j.clml.2017.03.299
https://doi.org/10.1038/nrclinonc.2015.38
https://doi.org/10.1016/j.beha.2017.07.003
https://doi.org/10.1200/JCO.2016.69.0073
https://doi.org/10.1200/JCO.2017.74.3617
https://doi.org/10.1097/00001622-200111000-00016
https://www.ncbi.nlm.nih.gov/pubmed/11673694
https://doi.org/10.1016/S1470-2045(12)70580-6
https://doi.org/10.1007/s11899-013-0160-7
https://doi.org/10.1002/pbc.25327
https://www.ncbi.nlm.nih.gov/pubmed/25400122
https://doi.org/10.1182/blood-2018-04-841676
https://doi.org/10.1182/blood-2015-03-633685
https://www.ncbi.nlm.nih.gov/pubmed/26124497


Cancers 2024, 16, 858 14 of 16

81. Loh, M.L.; Zhang, J.; Harvey, R.C.; Roberts, K.; Payne-Turner, D.; Kang, H.; Wu, G.; Chen, X.; Becksfort, J.; Edmonson, M.; et al.
Tyrosine kinome sequencing of pediatric acute lymphoblastic leukemia: A report from the Children’s Oncology Group TARGET
Project. Blood 2013, 121, 485–488. [CrossRef] [PubMed]

82. Jain, N.; Jabbour, E.J.; McKay, P.Z.; Ravandi, F.; Takahashi, K.; Kadia, T.; Wierda, W.G.; Rytting, M.E.; Nunez, C.; Patel, K.
Ruxolitinib or dasatinib in combination with chemotherapy for patients with relapsed/refractory Philadelphia (Ph)-like acute
lymphoblastic leukemia: A phase I-II trial. Blood 2017, 130, 1322.

83. Tan, K.-W.; Zhu, Y.-Y.; Qiu, Q.-C.; Wang, M.; Shen, H.-J.; Huang, S.-M.; Cao, H.-Y.; Wan, C.-L.; Li, Y.-Y.; Dai, H.-P.; et al. Rapid
molecular response to dasatinib in Ph-like acute lymphoblastic leukemia patients with ABL1 rearrangements: Case series and
literature review. Ann. Hematol. 2023, 102, 2397–2402. [CrossRef] [PubMed]

84. Wen, J.; Zhou, M.; Shen, Y.; long, Y.; Guo, Y.; Song, L.; Xiao, J. Poor treatment responses were related to poor outcomes in pediatric
B cell acute lymphoblastic leukemia with KMT2A rearrangements. BMC Cancer 2022, 22, 859. [CrossRef] [PubMed]

85. Stutterheim, J.; van der Sluis, I.M.; de Lorenzo, P.; Alten, J.; Ancliffe, P.; Attarbaschi, A.; Brethon, B.; Biondi, A.; Campbell, M.;
Cazzaniga, G.; et al. Clinical Implications of Minimal Residual Disease Detection in Infants With. J. Clin. Oncol. 2021, 39, 652–662.
[CrossRef] [PubMed]

86. Forgione, M.O.; McClure, B.J.; Eadie, L.N.; Yeung, D.T.; White, D.L. KMT2A rearranged acute lymphoblastic leukaemia:
Unravelling the genomic complexity and heterogeneity of this high-risk disease. Cancer Lett. 2020, 469, 410–418. [CrossRef]
[PubMed]

87. Attarbaschi, A.; Möricke, A.; Harrison, C.J.; Mann, G.; Baruchel, A.; De Moerloose, B.; Conter, V.; Devidas, M.; Elitzur, S.;
Escherich, G.; et al. Outcomes of Childhood Noninfant Acute Lymphoblastic Leukemia With 11q23/KMT2A Rearrangements in
a Modern Therapy Era: A Retrospective International Study. J. Clin. Oncol. 2023, 41, 1404–1422. [CrossRef] [PubMed]

88. Pieters, R.; Schrappe, M.; De Lorenzo, P.; Hann, I.; De Rossi, G.; Felice, M.; Hovi, L.; LeBlanc, T.; Szczepanski, T.; Ferster, A.; et al.
A treatment protocol for infants younger than 1 year with acute lymphoblastic leukaemia (Interfant-99): An observational study
and a multicentre randomised trial. Lancet 2007, 370, 240–250. [CrossRef]

89. Neff, T.; Armstrong, S.A. Recent progress toward epigenetic therapies: The example of mixed lineage leukemia. Blood 2013, 121,
4847–4853. [CrossRef]

90. van der Sluis, I.M.; de Lorenzo, P.; Kotecha, R.S.; Attarbaschi, A.; Escherich, G.; Nysom, K.; Stary, J.; Ferster, A.; Brethon, B.;
Locatelli, F.; et al. Blinatumomab Added to Chemotherapy in Infant Lymphoblastic Leukemia. N. Engl. J. Med. 2023, 388,
1572–1581. [CrossRef]

91. Breitbart, R.E.; Liang, C.S.; Smoot, L.B.; Laheru, D.A.; Mahdavi, V.; Nadal-Ginard, B. A fourth human MEF2 transcription factor,
hMEF2D, is an early marker of the myogenic lineage. Development 1993, 118, 1095–1106. [CrossRef] [PubMed]

92. Mao, Z.; Bonni, A.; Xia, F.; Nadal-Vicens, M.; Greenberg, M.E. Neuronal Activity-Dependent Cell Survival Mediated by
Transcription Factor MEF2. Science 1999, 286, 785–790. [CrossRef]

93. Suzuki, K.; Okuno, Y.; Kawashima, N.; Muramatsu, H.; Okuno, T.; Wang, X.; Kataoka, S.; Sekiya, Y.; Hamada, M.; Murakami,
N. MEF2D-BCL9 fusion gene is associated with high-risk acute B-cell precursor lymphoblastic leukemia in adolescents. J. Clin.
Oncol. 2016, 34, 3451–3459. [CrossRef] [PubMed]

94. Li, J.-F.; Dai, Y.-T.; Lilljebjörn, H.; Shen, S.-H.; Cui, B.-W.; Bai, L.; Liu, Y.-F.; Qian, M.-X.; Kubota, Y.; Kiyoi, H. Transcriptional
landscape of B cell precursor acute lymphoblastic leukemia based on an international study of 1,223 cases. Proc. Natl. Acad. Sci.
USA 2018, 115, E11711–E11720. [CrossRef] [PubMed]

95. Yasuda, T.; Tsuzuki, S.; Kawazu, M.; Hayakawa, F.; Kojima, S.; Ueno, T.; Imoto, N.; Kohsaka, S.; Kunita, A.; Sakura, T. Recurrent
DUX4 fusions in B cell acute lymphoblastic leukemia of adolescents and young adults. Nat. Genet. 2016, 48, 569–574. [CrossRef]
[PubMed]

96. Zhao, L.; Zhang, P.; Galbo, P.M., Jr.; Zhou, X.; Aryal, S.; Qiu, S.; Zhang, H.; Zhou, Y.; Li, C.; Zheng, D.; et al. Transcription factor
MEF2D is required for the maintenance of MLL-rearranged acute myeloid leukemia. Blood Adv. 2021, 5, 4727–4740. [CrossRef]
[PubMed]

97. Liu, Y.-F.; Wang, B.-Y.; Zhang, W.-N.; Huang, J.-Y.; Li, B.-S.; Zhang, M.; Jiang, L.; Li, J.-F.; Wang, M.-J.; Dai, Y.-J. Genomic profiling
of adult and pediatric B-cell acute lymphoblastic leukemia. EBioMedicine 2016, 8, 173–183. [CrossRef] [PubMed]

98. Ohki, K.; Kiyokawa, N.; Saito, Y.; Hirabayashi, S.; Nakabayashi, K.; Ichikawa, H.; Momozawa, Y.; Okamura, K.; Yoshimi, A.;
Ogata-Kawata, H. Clinical and molecular characteristics of MEF2D fusion-positive B-cell precursor acute lymphoblastic leukemia
in childhood, including a novel translocation resulting in MEF2D-HNRNPH1 gene fusion. Haematologica 2019, 104, 128. [CrossRef]
[PubMed]

99. Hunger, S.P. Chromosomal translocations involving the E2A gene in acute lymphoblastic leukemia: Clinical features and
molecular pathogenesis. Blood 1996, 87, 1211–1224. [CrossRef]

100. Hunger, S.P.; Devaraj, P.E.; Foroni, L.; Secker-Walker, L.; Cleary, M.L. Two types of genomic rearrangements create alternative
E2A-HLF fusion proteins in t (17; 19)-ALL. Blood 1994, 83, 2970–2977. [CrossRef]

101. Hunger, S.P.; Ohyashiki, K.; Toyama, K.; Cleary, M.L. Hlf, a novel hepatic bZIP protein, shows altered DNA-binding properties
following fusion to E2A in t (17; 19) acute lymphoblastic leukemia. Genes Dev. 1992, 6, 1608–1620. [CrossRef]

102. Minson, K.A.; Prasad, P.; Vear, S.; Borinstein, S.; Ho, R.; Domm, J.; Frangoul, H. t(17;19) in Children with Acute Lymphocytic
Leukemia: A Report of 3 Cases and a Review of the Literature. Case Rep. Hematol. 2013, 2013, 563291. [CrossRef] [PubMed]

https://doi.org/10.1182/blood-2012-04-422691
https://www.ncbi.nlm.nih.gov/pubmed/23212523
https://doi.org/10.1007/s00277-023-05236-z
https://www.ncbi.nlm.nih.gov/pubmed/37103615
https://doi.org/10.1186/s12885-022-09804-w
https://www.ncbi.nlm.nih.gov/pubmed/35933338
https://doi.org/10.1200/JCO.20.02333
https://www.ncbi.nlm.nih.gov/pubmed/33405950
https://doi.org/10.1016/j.canlet.2019.11.005
https://www.ncbi.nlm.nih.gov/pubmed/31705930
https://doi.org/10.1200/JCO.22.01297
https://www.ncbi.nlm.nih.gov/pubmed/36256911
https://doi.org/10.1016/S0140-6736(07)61126-X
https://doi.org/10.1182/blood-2013-02-474833
https://doi.org/10.1056/NEJMoa2214171
https://doi.org/10.1242/dev.118.4.1095
https://www.ncbi.nlm.nih.gov/pubmed/8269842
https://doi.org/10.1126/science.286.5440.785
https://doi.org/10.1200/JCO.2016.66.5547
https://www.ncbi.nlm.nih.gov/pubmed/27507882
https://doi.org/10.1073/pnas.1814397115
https://www.ncbi.nlm.nih.gov/pubmed/30487223
https://doi.org/10.1038/ng.3535
https://www.ncbi.nlm.nih.gov/pubmed/27019113
https://doi.org/10.1182/bloodadvances.2021004469
https://www.ncbi.nlm.nih.gov/pubmed/34597364
https://doi.org/10.1016/j.ebiom.2016.04.038
https://www.ncbi.nlm.nih.gov/pubmed/27428428
https://doi.org/10.3324/haematol.2017.186320
https://www.ncbi.nlm.nih.gov/pubmed/30171027
https://doi.org/10.1182/blood.V87.4.1211.bloodjournal8741211
https://doi.org/10.1182/blood.V83.10.2970.2970
https://doi.org/10.1101/gad.6.9.1608
https://doi.org/10.1155/2013/563291
https://www.ncbi.nlm.nih.gov/pubmed/23346431


Cancers 2024, 16, 858 15 of 16

103. de Boer, J.; Yeung, J.; Ellu, J.; Ramanujachar, R.; Bornhauser, B.; Solarska, O.; Hubank, M.; Williams, O.; Brady, H.J.M. The
E2A-HLF oncogenic fusion protein acts through Lmo2 and Bcl-2 to immortalize hematopoietic progenitors. Leukemia 2011, 25,
321–330. [CrossRef] [PubMed]

104. McNeer, J.L.; Devidas, M.; Dai, Y.; Carroll, A.J.; Heerema, N.A.; Gastier-Foster, J.M.; Kahwash, S.B.; Borowitz, M.J.; Wood, B.L.;
Larsen, E.; et al. Hematopoietic Stem-Cell Transplantation Does Not Improve the Poor Outcome of Children With Hypodiploid
Acute Lymphoblastic Leukemia: A Report From Children’s Oncology Group. J. Clin. Oncol. 2019, 37, 780–789. [CrossRef]
[PubMed]

105. Bassan, R.; Bourquin, J.-P.; DeAngelo, D.J.; Chiaretti, S. New Approaches to the Management of Adult Acute Lymphoblastic
Leukemia. J. Clin. Oncol. 2018, 36, 3504–3519. [CrossRef] [PubMed]

106. Qian, M.; Cao, X.; Devidas, M.; Yang, W.; Cheng, C.; Dai, Y.; Carroll, A.; Heerema, N.A.; Zhang, H.; Moriyama, T.; et al. TP53
Germline Variations Influence the Predisposition and Prognosis of B-Cell Acute Lymphoblastic Leukemia in Children. J. Clin.
Oncol. 2018, 36, 591–599. [CrossRef] [PubMed]

107. Safavi, S.; Paulsson, K. Near-haploid and low-hypodiploid acute lymphoblastic leukemia: Two distinct subtypes with consistently
poor prognosis. Blood 2017, 129, 420–423. [CrossRef] [PubMed]

108. Harrison, C.J. Blood Spotlight on iAMP21 acute lymphoblastic leukemia (ALL), a high-risk pediatric disease. Blood 2015, 125,
1383–1386. [CrossRef] [PubMed]

109. Harewood, L.; Robinson, H.; Harris, R.; Al-Obaidi, M.J.; Jalali, G.R.; Martineau, M.; Moorman, A.V.; Sumption, N.; Richards, S.;
Mitchell, C.; et al. Amplification of AML1 on a duplicated chromosome 21 in acute lymphoblastic leukemia: A study of 20 cases.
Leukemia 2003, 17, 547–553. [CrossRef]

110. Soulier, J.; Trakhtenbrot, L.; Najfeld, V.; Lipton, J.M.; Mathew, S.; Avet-Loiseau, H.; De Braekeleer, M.; Salem, S.; Baruchel, A.;
Raimondi, S.C.; et al. Amplification of band q22 of chromosome 21, including AML1, in older children with acute lymphoblastic
leukemia: An emerging molecular cytogenetic subgroup. Leukemia 2003, 17, 1679–1682. [CrossRef]

111. Li, Y.; Schwab, C.; Ryan, S.L.; Papaemmanuil, E.; Robinson, H.M.; Jacobs, P.; Moorman, A.V.; Dyer, S.; Borrow, J.; Griffiths, M.;
et al. Constitutional and somatic rearrangement of chromosome 21 in acute lymphoblastic leukaemia. Nature 2014, 508, 98–102.
[CrossRef]

112. Harrison, C.J.; Moorman, A.V.; Schwab, C.; Carroll, A.J.; Raetz, E.A.; Devidas, M.; Strehl, S.; Nebral, K.; Harbott, J.; Teigler-Schlegel,
A.; et al. An international study of intrachromosomal amplification of chromosome 21 (iAMP21): Cytogenetic characterization
and outcome. Leukemia 2014, 28, 1015–1021. [CrossRef]

113. Haltrich, I.; Csóka, M.; Kovács, G.; Török, D.; Alpár, D.; Ottoffy, G.; Fekete, G. Six Cases of Rare Gene Amplifications and Multiple
Copy of Fusion Gene in Childhood Acute Lymphoblastic Leukemia. Pathol. Oncol. Res. 2013, 19, 123–128. [CrossRef]

114. Rand, V.; Parker, H.; Russell, L.J.; Schwab, C.; Ensor, H.; Irving, J.; Jones, L.; Masic, D.; Minto, L.; Morrison, H.; et al. Genomic
characterization implicates iAMP21 as a likely primary genetic event in childhood B-cell precursor acute lymphoblastic leukemia.
Blood 2011, 117, 6848–6855. [CrossRef]

115. Baldus, C.D.; Liyanarachchi, S.; Mrózek, K.; Auer, H.; Tanner, S.M.; Guimond, M.; Ruppert, A.S.; Mohamed, N.; Davuluri, R.V.;
Caligiuri, M.A.; et al. Acute myeloid leukemia with complex karyotypes and abnormal chromosome 21: Amplification discloses
overexpression of APP, ETS2, and ERG genes. Proc. Natl. Acad. Sci. USA 2004, 101, 3915–3920. [CrossRef] [PubMed]

116. Roumier, C.; Fenaux, P.; Lafage, M.; Imbert, M.; Eclache, V.; Preudhomme, C. New mechanisms of AML1 gene alteration in
hematological malignancies. Leukemia 2003, 17, 9–16. [CrossRef]

117. Sinclair, P.B.; Ryan, S.; Bashton, M.; Hollern, S.; Hanna, R.; Case, M.; Schwalbe, E.C.; Schwab, C.J.; Cranston, R.E.; Young, B.D.; et al.
SH2B3 inactivation through CN-LOH 12q is uniquely associated with B-cell precursor ALL with iAMP21 or other chromosome
21 gain. Leukemia 2019, 33, 1881–1894. [CrossRef] [PubMed]

118. Moorman, A.V.; Robinson, H.; Schwab, C.; Richards, S.M.; Hancock, J.; Mitchell, C.D.; Goulden, N.; Vora, A.; Harrison, C.J.
Risk-Directed Treatment Intensification Significantly Reduces the Risk of Relapse Among Children and Adolescents With Acute
Lymphoblastic Leukemia and Intrachromosomal Amplification of Chromosome 21: A Comparison of the MRC ALL97/99 and
UKALL2003 Trials. J. Clin. Oncol. 2013, 31, 3389–3396. [CrossRef] [PubMed]

119. Coustan-Smith, E.; Mullighan, C.G.; Onciu, M.; Behm, F.G.; Raimondi, S.C.; Pei, D.; Cheng, C.; Su, X.; Rubnitz, J.E.; Basso, G.; et al.
Early T-cell precursor leukaemia: A subtype of very high-risk acute lymphoblastic leukaemia. Lancet Oncol. 2009, 10, 147–156.
[CrossRef]

120. Jain, N.; Lamb, A.V.; O’Brien, S.; Ravandi, F.; Konopleva, M.; Jabbour, E.; Zuo, Z.; Jorgensen, J.; Lin, P.; Pierce, S.; et al. Early T-cell
precursor acute lymphoblastic leukemia/lymphoma (ETP-ALL/LBL) in adolescents and adults: A high-risk subtype. Blood 2016,
127, 1863–1869. [CrossRef]

121. Zhang, J.; Ding, L.; Holmfeldt, L.; Wu, G.; Heatley, S.L.; Payne-Turner, D.; Easton, J.; Chen, X.; Wang, J.; Rusch, M.; et al. The
genetic basis of early T-cell precursor acute lymphoblastic leukaemia. Nature 2012, 481, 157–163. [CrossRef]

122. Neumann, M.; Coskun, E.; Fransecky, L.; Mochmann, L.H.; Bartram, I.; Sartangi, N.F.; Heesch, S.; Gökbuget, N.; Schwartz, S.;
Brandts, C.; et al. FLT3 mutations in early T-cell precursor ALL characterize a stem cell like leukemia and imply the clinical use of
tyrosine kinase inhibitors. PLoS ONE 2013, 8, e53190. [CrossRef]

123. Neumann, M.; Heesch, S.; Schlee, C.; Schwartz, S.; Gökbuget, N.; Hoelzer, D.; Konstandin, N.P.; Ksienzyk, B.; Vosberg, S.; Graf,
A.; et al. Whole-exome sequencing in adult ETP-ALL reveals a high rate of DNMT3A mutations. Blood 2013, 121, 4749–4752.
[CrossRef]

https://doi.org/10.1038/leu.2010.253
https://www.ncbi.nlm.nih.gov/pubmed/21072044
https://doi.org/10.1200/JCO.18.00884
https://www.ncbi.nlm.nih.gov/pubmed/30742559
https://doi.org/10.1200/JCO.2017.77.3648
https://www.ncbi.nlm.nih.gov/pubmed/30240326
https://doi.org/10.1200/JCO.2017.75.5215
https://www.ncbi.nlm.nih.gov/pubmed/29300620
https://doi.org/10.1182/blood-2016-10-743765
https://www.ncbi.nlm.nih.gov/pubmed/27903530
https://doi.org/10.1182/blood-2014-08-569228
https://www.ncbi.nlm.nih.gov/pubmed/25608562
https://doi.org/10.1038/sj.leu.2402849
https://doi.org/10.1038/sj.leu.2403000
https://doi.org/10.1038/nature13115
https://doi.org/10.1038/leu.2013.317
https://doi.org/10.1007/s12253-012-9533-9
https://doi.org/10.1182/blood-2011-01-329961
https://doi.org/10.1073/pnas.0400272101
https://www.ncbi.nlm.nih.gov/pubmed/15007164
https://doi.org/10.1038/sj.leu.2402766
https://doi.org/10.1038/s41375-019-0412-1
https://www.ncbi.nlm.nih.gov/pubmed/30816328
https://doi.org/10.1200/JCO.2013.48.9377
https://www.ncbi.nlm.nih.gov/pubmed/23940220
https://doi.org/10.1016/S1470-2045(08)70314-0
https://doi.org/10.1182/blood-2015-08-661702
https://doi.org/10.1038/nature10725
https://doi.org/10.1371/journal.pone.0053190
https://doi.org/10.1182/blood-2012-11-465138


Cancers 2024, 16, 858 16 of 16

124. Liu, Y.; Easton, J.; Shao, Y.; Maciaszek, J.; Wang, Z.; Wilkinson, M.R.; McCastlain, K.; Edmonson, M.; Pounds, S.B.; Shi, L.; et al.
The genomic landscape of pediatric and young adult T-lineage acute lymphoblastic leukemia. Nat. Genet. 2017, 49, 1211–1218.
[CrossRef]

125. Alexander, T.B.; Gu, Z.; Iacobucci, I.; Dickerson, K.; Choi, J.K.; Xu, B.; Payne-Turner, D.; Yoshihara, H.; Loh, M.L.; Horan, J.; et al.
The genetic basis and cell of origin of mixed phenotype acute leukaemia. Nature 2018, 562, 373–379. [CrossRef]

126. Bond, J.; Graux, C.; Lhermitte, L.; Lara, D.; Cluzeau, T.; Leguay, T.; Cieslak, A.; Trinquand, A.; Pastoret, C.; Belhocine, M.; et al.
Early Response-Based Therapy Stratification Improves Survival in Adult Early Thymic Precursor Acute Lymphoblastic Leukemia:
A Group for Research on Adult Acute Lymphoblastic Leukemia Study. J. Clin. Oncol. 2017, 35, 2683–2691. [CrossRef]

127. Conter, V.; Valsecchi, M.G.; Buldini, B.; Parasole, R.; Locatelli, F.; Colombini, A.; Rizzari, C.; Putti, M.C.; Barisone, E.; Lo Nigro, L.;
et al. Early T-cell precursor acute lymphoblastic leukaemia in children treated in AIEOP centres with AIEOP-BFM protocols: A
retrospective analysis. Lancet Haematol. 2016, 3, e80–e86. [CrossRef] [PubMed]

128. Teachey, D.T.; O’Connor, D. How I treat newly diagnosed T-cell acute lymphoblastic leukemia and T-cell lymphoblastic lymphoma
in children. Blood 2020, 135, 159–166. [CrossRef] [PubMed]

129. Batra, S.; Ross, A.J. Pediatric Mixed-Phenotype Acute Leukemia: What’s New? Cancers 2021, 13, 4658. [CrossRef]
130. Steensma, D.P. Oddballs: Acute Leukemias of Mixed Phenotype and Ambiguous Origin. Hematol./Oncol. Clin. N. Am. 2011, 25,

1235–1253. [CrossRef] [PubMed]
131. Maruffi, M.; Sposto, R.; Oberley, M.J.; Kysh, L.; Orgel, E. Therapy for children and adults with mixed phenotype acute leukemia:

A systematic review and meta-analysis. Leukemia 2018, 32, 1515–1528. [CrossRef] [PubMed]
132. Arber, D.A.; Orazi, A.; Hasserjian, R.; Thiele, J.; Borowitz, M.J.; Le Beau, M.M.; Bloomfield, C.D.; Cazzola, M.; Vardiman, J.W.

The 2016 revision to the World Health Organization classification of myeloid neoplasms and acute leukemia. Blood 2016, 127,
2391–2405. [CrossRef]

133. Inaba, H.; Mullighan, C.G. Pediatric acute lymphoblastic leukemia. Haematologica 2020, 105, 2524–2539. [CrossRef]
134. George, B.S.; Yohannan, B.; Gonzalez, A.; Rios, A. Mixed-Phenotype Acute Leukemia: Clinical Diagnosis and Therapeutic

Strategies. Biomedicines 2022, 10, 1974. [CrossRef] [PubMed]
135. Quesada, A.E.; Hu, Z.; Routbort, M.J.; Patel, K.P.; Luthra, R.; Loghavi, S.; Zuo, Z.; Yin, C.C.; Kanagal-Shamanna, R.; Wang, S.A.;

et al. Mixed phenotype acute leukemia contains heterogeneous genetic mutations by next-generation sequencing. Oncotarget
2018, 9, 8441. [CrossRef] [PubMed]

136. Hrusak, O.; de Haas, V.; Stancikova, J.; Vakrmanova, B.; Janotova, I.; Mejstrikova, E.; Capek, V.; Trka, J.; Zaliova, M.; Luks, A.;
et al. International cooperative study identifies treatment strategy in childhood ambiguous lineage leukemia. Blood 2018, 132,
264–276. [CrossRef] [PubMed]

137. Brethon, B.; Lainey, E.; Caye-Eude, A.; Grain, A.; Fenneteau, O.; Yakouben, K.; Roupret-Serzec, J.; Le Mouel, L.; Cavé, H.;
Baruchel, A. Case Report: Targeting 2 Antigens as a Promising Strategy in Mixed Phenotype Acute Leukemia: Combination of
Blinatumomab With Gemtuzumab Ozogamicin in an Infant With a KMT2A-Rearranged Leukemia. Front. Oncol. 2021, 11, 637951.
[CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1038/ng.3909
https://doi.org/10.1038/s41586-018-0436-0
https://doi.org/10.1200/JCO.2016.71.8585
https://doi.org/10.1016/S2352-3026(15)00254-9
https://www.ncbi.nlm.nih.gov/pubmed/26853647
https://doi.org/10.1182/blood.2019001557
https://www.ncbi.nlm.nih.gov/pubmed/31738819
https://doi.org/10.3390/cancers13184658
https://doi.org/10.1016/j.hoc.2011.09.014
https://www.ncbi.nlm.nih.gov/pubmed/22093585
https://doi.org/10.1038/s41375-018-0058-4
https://www.ncbi.nlm.nih.gov/pubmed/29550836
https://doi.org/10.1182/blood-2016-03-643544
https://doi.org/10.3324/haematol.2020.247031
https://doi.org/10.3390/biomedicines10081974
https://www.ncbi.nlm.nih.gov/pubmed/36009521
https://doi.org/10.18632/oncotarget.23878
https://www.ncbi.nlm.nih.gov/pubmed/29492206
https://doi.org/10.1182/blood-2017-12-821363
https://www.ncbi.nlm.nih.gov/pubmed/29720486
https://doi.org/10.3389/fonc.2021.637951

	Introduction 
	High-Risk Features 
	High-Risk Molecular Genomic Subtypes 
	B-Lymphoblastic Leukemia/Lymphoma with BCR::ABL1 Fusion 
	B-Lymphoblastic Leukemia/Lymphoma with BCR::ABL1-like Features 
	B-Lymphoblastic Leukemia/Lymphoma with KMT2A Rearrangement 
	B-Lymphoblastic Leukemia with MEF2D Rearrangement 
	B-Lymphoblastic Leukemia/Lymphoma with TCF3::HLF Fusion 

	High-Risk Cytogenetic Features 
	Hypodiploid ALL 
	ALL with Intrachromosomal Amplification of Chromosome 21 

	High-Risk Immunophenotypes 
	Early T-Cell Precursor ALL 
	Mixed-Phenotype Acute Leukemia 


	Conclusions 
	References

