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Dear Editor,
In 2020, kidney cancer is the 14th most common malignancy

with an estimated 431 288 new cases globally, according to the
Global Cancer Observatory[1]. Currently, prognostic studies on
renal cell carcinoma are conducted extensively. Newly developed
prognostic models by Wang et al.[2] at the International Journal
of Surgery significantly increase our confidence in clinical deci-
sions and offer practical assistance in the management of patients
with renal cell carcinoma. However, the etiologic research on
renal neoplasms including benign tumors is limited. It is reported
that gut microbiota could be a preventive or risk factor for can-
cers, especially for gastrointestinal malignancies[3]. Thus, whe-
ther intestinal microbiota as a potentially modifiable factor is
causally associated with renal neoplasms still needs further
investigation.

Theoretically, randomized controlled trial (RCT) is regarded
as the greatest approach to establishing a causal link between
intestinal microbiota and renal neoplasms. Nevertheless, it is not
pragmatic to determine the causal effect of gut microbiota on
renal neoplasms using an RCT. Mendelian randomization (MR)
is an epidemiological approach in which the exposures and out-
comes are replaced by single nucleotide polymorphisms (SNPs)
and corresponding instrumental variables (IVs). This method has
been widely applied for causal inferences to avoid confounding
and reverse causal biases originating from small sample sizes and
cross-sectional design[4]. Here, we performed this two-sample
MR analysis to determine the causal links between gut micro-
biota and renal neoplasms based on the summary statistics of a
genome-wide association study (GWAS).

Summary statistics of gut microbiota in humans were retrieved
from the MiBioGen consortium, in which 18 340 individuals
from 24 cohorts were included.Meanwhile, summary statistics of
cases with renal neoplasms (malignant and benign) were retrieved
from FinnGen (https://r7.finngen.fi/). For benign neoplasm of the
kidney, 581 cases and 308 573 controls were included. For
malignant neoplasm of the kidney, 1631 cases and 307 523
controls were enrolled. All participants were of European des-
cent. Of note, cancer cases (in other organs of any type) in the
controls were all removed in the sensitivity analyses for further
verification. Finally, 248 356 controls for benign renal tumor and
238 678 controls for renal malignancy were enrolled in the sen-
sitivity analyses. Six methods were applied to investigate the
effects of gut microbiota on kidney neoplasms, including inverse
variance weighted (IVW), maximum likelihood (ML), weighted
median, MR-Egger, pleiotropy residual sum and outlier (MR-
PRESSO), and robust adjusted profile score (MR.RAPS). All IVs
were assumed to be valid IVs in IVW models and then were
merged usingmeta-technique. CochranQwas selected to explore
the heterogeneity of adopted IVs, and P-value <0.05 represented
the existence of heterogeneity, and the random-effects IVW
method was applied. MR-Egger and MR-PRESSO global tests
were utilized to detect the horizontal pleiotropy. The SNPs
strength was quantified by F-statistics of bacterial taxon[5]. The
F-statistic greater than 10 indicated the existence of bias. All
statistical analyses in this study were conducted using R 4.0.3
(R Foundation for Statistical Computing, Vienna, Austria).

In this two-sample MR study, we found that gut microbiota
might have causal effects on kidney neoplasms. Significantly
protective effects of Class Actinobacteria (OR: 0.58), Family XI
(OR: 0.70), Intestinimonas (OR: 0.65), and Veillonella (OR:
0.47) against renal malignancy were detected (all P< 0.05).
Moreover, Intestinibacter showed causality on the risk of renal
malignancy (OR: 1.88, P<0.001). The protective effects against
benign renal tumor were identified in the Holdemanella
(OR: 0.55), Ruminiclostridium9 (OR: 0.31), and Sellimonas
(OR: 0.61) (all P< 0.05). Additionally, Catenibacterium (OR:
2.12), Eubacterium eligens group (OR: 3.17), Intestinibacter
(OR: 2.72), and Oscillospira (OR: 2.58) revealed a causal asso-
ciation with increased risk of benign renal tumor (all P<0.05)
(Fig. 1). The effect sizes and direction remained consistent in the
other five methods. No heterogeneity and pleiotropy were iden-
tified by Cochran’s Q test and global test (all P>0.05)
(Supplementary Figs S1–S8, Supplemental Digital Content 1,
http://links.lww.com/JS9/B686, Supplemental Digital Content 2,
http://links.lww.com/JS9/B687, Supplemental Digital Content 3,
http://links.lww.com/JS9/B688, Supplemental Digital Content 4,
http://links.lww.com/JS9/B689, Supplemental Digital Content 5,
http://links.lww.com/JS9/B690, Supplemental Digital Content 6,
http://links.lww.com/JS9/B691, Supplemental Digital Content 7,
http://links.lww.com/JS9/B692, Supplemental Digital Content 8,

aDepartment of Urology, Tangdu Hospital, Air Force Medical University, Xi’an,
Shaanxi and bDepartment of Urology, Institute of Urology, West China Hospital,
Sichuan University, Chengdu, Sichuan, People’s Republic of China

Fuxun Zhang and Yang Xiong contributed equally to this work.

Sponsorships or competing interests that may be relevant to content are disclosed at
the end of this article.

*Corresponding author. Address: Department of Urology, Tangdu Hospital, Air Force
Medical University, Xi’an, Shaanxi 710038, People’s Republic of China.
E-mail: zhangbo_tduro@163.com (B. Zhang).

Supplemental Digital Content is available for this article. Direct URL citations are
provided in the HTML and PDF versions of this article on the journal’s website,
www.lww.com/international-journal-of-surgery.

Published online 15 January 2024

Received 11 December 2023; Accepted 20 December 2023

Copyright © 2024 The Author(s). Published by Wolters Kluwer Health, Inc. This is an
open access article distributed under the terms of the Creative Commons
Attribution-Non Commercial-No Derivatives License 4.0 (CCBY-NC-ND), where it is
permissible to download and share the work provided it is properly cited. The work
cannot be changed in any way or used commercially without permission from the
journal.

International Journal of Surgery (2024) 110:1870–1872

http://dx.doi.org/10.1097/JS9.0000000000001041

’Correspondence

1870

https://r7.finngen.fi/
http://links.lww.com/JS9/B686
http://links.lww.com/JS9/B687
http://links.lww.com/JS9/B688
http://links.lww.com/JS9/B689
http://links.lww.com/JS9/B690
http://links.lww.com/JS9/B691
http://links.lww.com/JS9/B692
https://www.lww.com/international-journal-of-surgery


http://links.lww.com/JS9/B693) (Supplementary Tables S1–S4,
Supplemental Digital Content 9, http://links.lww.com/JS9/B694,
Supplemental Digital Content 10, http://links.lww.com/JS9/
B695, Supplemental Digital Content 11, http://links.lww.com/
JS9/B696, Supplemental Digital Content 12, http://links.lww.
com/JS9/B697). We further evaluated whether there were bac-
teria that can simultaneously affect benign and malignant kidney
neoplasms. In all, only one genus, Intestinibacter, could increase
the risks of developing both benign (OR: 2.72) and malignant
renal neoplasm (OR: 1.93), indicating the core role of
Intestinibacter in the onset of kidney neoplasms (Supplementary
Figure S9, Supplemental Digital Content 13, http://links.lww.
com/JS9/B698). More efforts are necessary to clarify the mole-
cular mechanisms underlying these links.
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Figure 1. (A) The results of MR estimating the causal association between intestinal microbiota and malignant neoplasm of the kidney. (B) The results of MR
estimating the causal association between intestinal microbiota and benign neoplasm of the kidney. CI, confidence interval; IVW, inverse variance weighted; MR,
Mendelian randomization; OR, odds ratio; PRESSO, pleiotropy residual sum and outlier; RAPS, robust adjusted profile score.
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