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Abstract: Objective To investigate the role of JAK1/STAT3/KHSRP axis in mediating the regulatory effect of LINC00626 on
progression of esophagogastric junction adenocarcinoma. Methods We collected surgical tumor and adjacent tissue specimens
from 64 patients with esophagogastric junction adenocarcinoma and examined the expression levels of LINC00626 and
KHSRP. qRT-PCR was used to detect the expressions of LINC00626 and KHSRP in 6 esophageal adenocarcinoma cell lines (OE-
19, TE-7, Bic-1, Flo-1, SK-GT-4, and BE-3) and a normal esophageal epithelial cell line (HET-1A). OE-19 and TE-7 cell lines with
stable LINC00626 knockdown and FLO-1 and SK-GT-4 cells stably overexpressing LINC00626 were constructed by lentiviral
transfection, and the changes in proliferation, migration and invasion of the cells were evaluated using Cell Counting Kit-8
(CCK-8) assay and Transwell migration/invasion assay. The expressions of KHSRP and JAK/STAT pathway proteins in the
transfected cells were detected with Western blotting. The effects of LINC006266 knockdown and overexpression on
subcutaneous tumor formation and lung metastasis of OE-19 and FLO-1 cell xenografts were tested in nude mice. Results The
expression levels of LINC00626 and KHSRP were significantly increased in esophagogastric junction adenocarcinoma tissues
and in esophageal adenocarcinoma cells. LINC00626 knockdown obviously inhibited the proliferation, migration and invasion
of esophageal adenocarcinoma cells in vitro and decreased their tumor formation and lung metastasis abilities in nude mice,
while overexpression of LINC00626 produced the opposite effects. In esophageal adenocarcinoma cells, LINC0626 knockdown
significantly decreased and LINC00626 overexpression strongly enhanced the phosphorylation of JAK1 and STATS3.
Conclusion High LINC00626 expression promotes esophageal-gastric junction adenocarcinoma metastasis by activating the
JAK1/STAT3/KHSRP signal axis.
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Fig.1 LINC00626 is upregulated in esophagogastric junction (EGJ) adenocarcinoma. A: qRT-PCR for detecting
LINCO00626 expression of EGJ adenocarcinoma tissue. B: qRT-PCR for detecting LINC00626 expression in esophageal
adenocarcinoma cell lines. C: ROC curve of LINC00626 expression in 64 EGJ tissue samples. D: ROC curve of
LINC00626 expression in 32 EGJ tissues with upregulated LINC00626. E: ROC curves of LINC00626 expression in 32
cases with upregulated at different stages. F: ROC curves of LINC00626 expression in tissues with and without lymph

node metastasis in 32 cases. *P<0.05, ***P<0.001, ****P<0.0001 vs Het-1A.
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Fig.7 High expression of KHSRP in EGJ adenocarcinoma
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