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been identified. Of them, some are responsible for extracel-
lular matrix (ECM) deposition, others are for mineraliza-
tion, while certain genes are responsible for the signaling 
pathways. There are also genes that regulate innervation and 
aging. However, the specific role of many of these genes 
remains unclear. Mutations in any of the ECM genes result 
in the disruption of the protein function, and abnormal den-
tin formation in both permanent and deciduous dentitions 
[2].

Dentin sialophosphoprotein (DSPP) and dentin matrix 
acidic phosphoprotein 1 (DMP1) form the non-collagenous 
network protein matrix which is considered the niche of 
calcification. DSPP is secreted at high levels in fully dif-
ferentiated odontoblasts, unlike DMP1 which is also found 
in osteoblasts, making DSPP an indicator for odontoblast 
maturation [3].

Pathogenic variants in DSPP are associated with three 
non-syndromic autosomal dominant dentin defects, dentin 
dysplasia type II (OMIM# 125,420), dentinogenesis imper-
fecta (DI) Shields type II, III (OMIM# 125,490, 125,500) 
and non-syndromic hearing loss with DI (OMIM# 605,594) 

Introduction

Odontoblasts, derived from the ectomesenchyme, are 
responsible for the formation of dentin. Once fully differen-
tiated, they begin to deposit the organic dentin matrix rich 
in collagenous and non-collagenous proteins, a process that 
ends with the mineralization of the pool of dentin matrix 
excreted by the odontoblasts [1].

On the molecular level, around 300 genes involved in the 
formation of the normal hard dentin in odontoblasts have 
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Abstract
Objective  Dentinogenesis imperfecta (DI) is an inherited dentin defect and may be isolated or associated with disorders such 
as osteogenesis imperfecta, odontochondrodysplasia Ehler-Danlos and others. Isolated DI is caused mainly by pathogenic 
variants in DSPP gene and around 50 different variants have been described in this gene. Herein, we report on 19 patients 
from two unrelated Egyptian families with isolated DI. Additionally, we focused on genetic counselling of the two families.
Materials and methods  The patients were examined clinically and dentally. Panoramic X-rays were done to some patients. 
Whole exome sequencing (WES) and Sanger sequencing were used.
Results  WES revealed two new nonsense variants in DSPP gene, c.288T > A (p.Tyr96Ter) and c.255G > A (p.Trp85Ter). 
Segregation analysis by Sanger sequencing confirmed the presence of the first variant in all affected members of Family 1 
while the second variant was confirmed to be de novo in the patient of Family 2.
Conclusions and clinical relevance  Our study extends the number of DSPP pathogenic variants and strengthens the fact that 
DSPP is the most common DI causative gene irrespective of patients’ ethnicity. In addition, we provide insights on genetic 
counseling issues in patients with inherited DSPP variants taking into consideration the variable religion, culture and laws 
in our society.
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disorders. The associated phenotype includes dentin dys-
plasia, opalescent/amber teeth, thin short roots, and wide 
or obliterated pulp chambers [4]. To date, around 50 dif-
ferent pathogenic DSPP variants have been described in 
the literature. These variants are mostly protein truncating 
or missense with few reported splice variants and inframe 
deletions. Majority of variants are clustered in exon 5 of 
the gene while only one variant (p.Arg65Trp) have been 
described in exon 4 [5].

This study reports the oro-dental and molecular find-
ings of 19 patients (a large pedigree with 18 affected indi-
viduals and a sporadic patient) with isolated dentinogenesis 
imperfecta. Additionally, we provide insights on genetic 
counselling of patients especially those with familial DI in 
accordance with the variable beliefs regarding religion, cul-
ture and law in our society.

Materials and methods

Patients

Nineteen patients from two unrelated families were 
recruited from the outpatient clinic of Oro-Dental Genet-
ics Department, Centre of Excellence, National Research 
Centre (NRC), Cairo, Egypt. The chief complaint of the 
affected individuals was abnormal friable discolored teeth. 
The study design was explained to the patients and their 
parents. The study was revised and approved by the Oro-
dental Genetics Reviewer Scientific Board of the Depart-
ment and the Medical Research Ethics Committee of NRC 
(Approval:  20068), Cairo, Egypt. The patients/guardians 
signed a written informed consent to accept the dissemina-
tion of the data. Patients were subjected to meticulous clini-
cal and dental examinations and photo and pedigrees were 
taken as well.

Methods

Genomic DNA was extracted from peripheral blood sam-
ples of all affected patients and their parents using Qiagen 
Blood DNA Kit (Qiagen, Hilden, Germany). Whole exome 
sequencing (WES) was performed for one patient from 
each family (Patients 13 and 19) using SureSelect Human 
All Exome 50  Mb Kit (Agilent, Santa Clara, CA, USA) 
and analyzed on Illumina NovaSeq 6000 (Illumina, San 
Diego, CA, USA). The obtained sequences were aligned 
to UCSC human genome GRCh37/hg19 and variants were 
verified through the GATK pipeline. Identified variants 
were checked against public genetic databases like Genome 
Aggregation Database (gnomAD, https://gnomad.broadin-
stitute.org/), 1000 Genomes (www.1000genomes.org), and 

dbSNP (http://www.ncbi.nlm.nih.gov/SNP/). Pathogenicity 
of detected variants were predicted using different bioin-
formatics tools as MutationTaster (https://www.mutation-
taster.org/), SIFT (https://provean.jcvi.org/protein) and 
PolyPhen-2 (https://genetics.bwh.harvard.edu/pph2/). In 
addition, the NMDEscPredictor tool was used to assess the 
impact of the identified variants, whether they escape or do 
not escape nonsense mediated decay (https://nmdprediction.
shinyapps.io/nmdescpredictor/).

Segregation analysis

Segregation analysis of the identified variants in the par-
ents and other affected family members of Family 1 was 
conducted by PCR amplification of exon 4 of the DSPP 
using specific primer designed by Primer3 software fol-
lowed by purification with Exo-SAP PCR Clean-up kit 
(Fermentas, Germany) and sequencing using the BigDye 
Terminator v3.1 Cycle Sequencing Kit (Applied Bio-
systems, Foster City, CA, USA) on the ABI Prism 3500 
Genetic Analyzer (Applied Biosystems) according to manu-
facturer’s instructions.

Results

Clinical and oro-dental data

The clinical and the radiological examinations of the 19 
patients excluded the presence of fractures, bone aches or 
hearing defect and therefore they were classified as “iso-
lated dentinogenesis imperfecta”.

Family 1

Family 1 is a large pedigree comprising 18 affected indi-
viduals (Patients 1–18). They were 14 females, and 4 males 
and their age ranged from 6 to 85 years old (Fig. 1a). Only 
five patients were participated in the clinical examination 
(two siblings (Patients 3, 4, 9, 13, and 14). The other fam-
ily members provided only the blood samples. Transporta-
tion from Upper Egypt and investigations’ costs prohibited 
the remaining family members to achieve the full clini-
cal examination requested. The teeth were amber in color 
with chipped enamel and teeth sensitivity in all except one 
(Patient 9). Both dentitions in younger patients had the 
same phenotype (Fig.  1b-c). The intraoral examination of 
adult patients displayed severely attritted affected dentitions 
(Fig.  1d). Panoramic view revealed thin roots with a thin 
dentin layer and wide pulp chambers. Bulbous crowns of 
molar teeth were observed in the radiograph. (Fig. 1e). The 
patient (Patient 9) with no pain or sensitivity had complete 
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Fig. 1  (a) Pedigree of Family 1 showing no consanguineous marriage, 
and the large number of affected members (b), (c), (d) Intraoral pho-
tos of Patients 13, 14 and 4 showing full set of dentitions with den-
tinogenesis imperfecta, the lost teeth in figure c were extracted due to 
extensive caries. (e) Panoramic view of Patient 13 showing thin root 
(blue arrow) with loss of dentin layer and wide pulp chamber (green 

arrow), bulbous crowns (orange arrow). (f) Panoramic view of Patient 
9 showing obliterated pulp chamber (red arrows). (g) Panorama of 
Patient 4 showing short roots (yellow arrows) of lower anterior teeth. 
(h) Panorama of Patient 3 showing microdontia of lower affected ante-
rior teeth (pink arrows)
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and rehabilitation methods were explained according to the 
patients’ condition and age. The possibility of having the 
same condition in future pregnancies was explained sev-
eral times, as some counselees tend to think that if they had 
several children with the condition then their probability of 
having affected children would be decreased.

In Family 1, after the counselor made sure that this infor-
mation is perfectly understood, one of the mothers recip-
rocated that she wanted to have normal children and asked 
about the means to do that. After presenting the options of 
pre-implantation genetic testing and in-vitro fertilization as 
well as amniocentesis in case they chose natural conception 
and abortion of the affected pregnancy, the counselor chose 
to advise the parents that the latter procedure which is more 
suitable to their socioeconomic class would be difficult to 
attain, due to the religious constraints in Egypt. The coun-
selor returned and pressed on the fact that the condition is 
considered one of the manageable conditions and that early 
on the children will need psychological support to be able 
to handle comments from their peers until their ages are 
suitable for dental intervention. In Family 2, as the variant 
was not inherited from any of the parents, parents were reas-
sured as the risk of having affected children in the future is 
minimal. Additionally, the parents were informed about the 
possibility of gonadal mosaicism. However, their son had 
a risk of 50% of having affected offspring. They promised 
to pass this information to their son at his appropriate age.

Discussion

Dentin is the main hard core forming the tooth body, situ-
ated beneath enamel and cementum. It is the defender of 
the sensitive pulp tissue. The main component of dentin is 
crystalline tissue, organic matrix, and water. Collagen type 
I predominates in the collagenous protein network of the 
dentinal configuration [6] The current advancement in the 
field of molecular genetics allowed unraveling of the pleio-
tropic action of many genes involved in odontogenesis with 
their complicated interactive networking and pathways [7]. 
Dentin defect is the sequela of altered extracellular matrix 
formation and mineralization. Dentin dysplasia and dentin-
ogenesis imperfecta are inherited monogenic disorders with 
an autosomal dominant pattern of inheritance [4].

In this study, we identified heterozygous DSPP variants as 
the cause of DI in our two families. Two new nonsense vari-
ants: c.288T > A (p.Tyr96Ter) and c.255G > A (p.Trp85Ter) 
in the same exon (exon 4) were identified. Both variants 
are expected to result in early protein truncation and non-
sense mediated decay. So far, around 50 different DSPP 
variants have been described in patients with DI or dentin 
dysplasia from various ethnic groups [5, 8–13]. Majority of 

obliteration of the pulp which explained his symptoms 
(Fig. 1f). Short roots (P4) and microdontia (P3) were also 
seen in some examined patients (Fig. 1g, h).

Family 2

Patient 19 is a 7-years-old boy born to healthy consanguine-
ous parents and was a twin of a normal female sib (Fig. 2a). 
Dental examination revealed opalescent teeth in association 
with destructed dentition. The dentin defect was not pres-
ent in the full set of teeth due to the badly teeth destruction 
which avoided the proper color evaluation. It was present 
mainly in the deciduous canines, 1st deciduous molars and 
slightly on the permanent lower anterior incisors. Moreover, 
a high arched palate, long uvula and median grooved tongue 
were detected (Fig. 2b-d). Due to the short attention of the 
child, a panoramic radiograph of the teeth was taken with 
distortion, however, it exhibited thin roots, wide pulp cham-
bers and bulbous crowns of the molar teeth. The dentin layer 
was not well demarcated in the panoramic film (Fig. 2e). 
The patient was uncooperative, periapical x-ray could not 
be taken, as a result we moved to panoramic alternative. 
At the age 9 years and 6 months, the patient was recalled 
and his oral cavity was examined. Some permanent denti-
tions were erupted with dentinogenesis imperfecta affecting 
mainly the lower anterior incisors (Fig. 2f). The patient was 
continuously uncooperative which did not enable us to have 
new dental x-rays.

Molecular findings

WES analysis of Patient 13 (Family 1) revealed a new 
heterozygous nonsense variant in DSPP gene, c.288T > A 
(p.Tyr96Ter). DSPP gene is associated with dentinogen-
esis imperfecta type II. Segregation analysis confirmed the 
presence of the variant in all affected individuals (Fig. 3a 
and Supplementary Fig.  1). The single patient of Fam-
ily 2 (Patient 19) was also found to harbor a heterozygous 
nonsense variant (c.255G > A, p.Trp85Ter) in DSPP. The 
c.255G > A (p.Trp85Ter) variant was confirmed to be de 
novo as both parents were wild type  (Fig. 3b). The two 
DSPP variants were not found in public genetic databases 
or our-inhouse database of more than 1500 exomes. In 
addition, they were predicted to be deleterious by different 
bioinformatic tools. According to the American College of 
Medical Genetics (ACMG), the two variants should be clas-
sified as “likely pathogenic”.

Genetic counseling

Counseling was offered to each family independently 
explaining the disorder and its inheritance. Management 
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have confirmed the splicing effect of this variant leading to 
skipping of exon 3 [16, 17]. In contrast, the identified vari-
ants in our study are located away from the splice site of 
exon 4 and therefore are not likely to alter splicing. As a 
result, both of these variants might be considered the first 
true nonsense variants identified in the DSPP. In view of 
reported variants, very few were recurrent e.g. the c.52G > T 

these variants are located in exon 5 which is likely due to 
its large size rather than being a hot-spot exon for muta-
tions. Although several protein truncating variants have 
been reported in the DSPP gene, only one nonsense vari-
ant (c.133 C > T, p.Gln45Ter) has been previously described 
[14, 15]. This variant is located at the splice region of exon 3, 
three nucleotides before the end of the exon. Several studies 

Fig. 2  (a) Pedigree of Family 2 with positive consanguinity (b-d) 
Intraoral photos showing opalescent lower permanent anterior teeth, 
amber colored upper and lower deciduous teeth, (e) panorama show-
ing thin roots (blue arrow), wide pulp chamber (orange arrow) and 

bulbous crowns of molar teeth. ((f) Intraoral photo at the age of 9 years 
and 6 months showing dentinogenesis imperfecta in certain dentitions 
mainly in lower anterior teeth (black arrow)
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of using whole exome sequencing to unravel novel DI genes 
[23].

Dentinogenesis imperfecta is known to be associated 
with pulp obliteration and thin roots. The defective dentin 
has atypical effect towards external stimulants which might 
lead to hypertrophied dentin formation and pulp chamber 
obliteration [24]. As a result, periapical pathosis occurs. 
The prevalence of periapical lesions is greater in narrow 
root canals or obliterated. Consequently, loss of teeth due to 
pathosis is prominent [8]. Elder patients of Family 1 com-
plained of complete pulp obliteration without exhibiting any 
periapical pathosis.

Genetic counseling and risk assessment are performed 
under strict ethical considerations taking into account the 
psychological and socioeconomic class of the counselee. 
The ethical considerations particularly respecting the coun-
selee’s autonomy and privacy are considered universal that 
is to say they are protected at all instances regardless of the 
counselee’s ethnicity and religious beliefs. Over the years, 
the concept of the counselee’s autonomy has evolved from 
strict non-directiveness to balanced and well-educated pro-
tection of the counselee’s autonomy [25]. This what was fol-
lowed in the sessions with our families specially Family 1.

In Muslim countries like Egypt, abortion is allowed in 
case the fetus is proven to be deformed to the degree that 
the quality of life would be diminished considerably as in 
multiple congenital anomalies, neurodegenerative diseases 
or metabolic disorders that have no cure yet among other 
disorders and this must be done before the end of the fourth 

(p.Val18Phe) which was described in 6 unrelated families of 
Chinese (3 families), Korean, Caucasian, and Finnish origin 
[18–21, 9]. Also, the c.53T > A (p.Val18Asp) was reported 
in three families from Korea [22, 23] and Japan [24]. Other 
variants were even rarer and found in one family each.

The DSPP gene consists of five exons and encodes the 
dentin sialophosphoprotein which has two main domains, 
the amino-terminal dentin sialoprotein (DSP) and carboxyl-
terminal dentin phosphoprotein (DPP). Exons 1 to 4 and the 
anterior part of exon 5 encode for the DSP while the poste-
rior part of exon 5 encodes for DPP. Previous studies have 
showed that variants in the DSP region, regardless of their 
type (missense or protein truncating), are associated with DI 
while protein truncating variants in the DPP are associated 
with the dentin dysplasia [8, 15, 16]. Interestingly, our two 
families harbored variants in the DSP region and presented 
with DI. Therefore, our results are in accordance with such 
observation and support the presence of phenotype-geno-
type correlations in patients harboring DSPP variants.

Although DSPP gene seems to be the main causative 
gene for DI, some reports failed to identify variants in the 
gene in patients with DI [5, 9]. This led authors to suspect 
the presence of other etiologies for DI. Recently, heterozy-
gous variants in COL1A2 gene, which usually cause osteo-
genesis imperfecta type II, III and IV as well as several types 
of Ehler-Danlos syndrome, were reported in three families 
with non-syndromic dentinogenesis imperfecta by Lee and 
co-authors [23]. The study of Lee et al. broadened the spec-
trum of DI causative genes and highlighted the importance 

Fig. 3  Part of the sequencing electropherograms showing the DSPP variants identified in our study. The arrow indicates the site of the variant

 

1 3

254  Page 6 of 8



Clinical Oral Investigations (2024) 28:254

Declarations

Ethics approval and consent to Participate  The study design was ex-
plained to the patients and their parents. The study was revised and 
approved by the Oro-dental Genetics Reviewer Scientific Board of 
the Department and the Medical Research Ethics of NRC (Approv-
al#:  20068), Cairo, Egypt. The patients/Guardians signed a written 
informed consent to provide the blood sample and to accept the dis-
semination of the data for publication.

Competing interests  The authors declare no competing interests.

Open Access   This article is licensed under a Creative Commons 
Attribution 4.0 International License, which permits use, sharing, 
adaptation, distribution and reproduction in any medium or format, 
as long as you give appropriate credit to the original author(s) and the 
source, provide a link to the Creative Commons licence, and indicate 
if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless 
indicated otherwise in a credit line to the material. If material is not 
included in the article’s Creative Commons licence and your intended 
use is not permitted by statutory regulation or exceeds the permitted 
use, you will need to obtain permission directly from the copyright 
holder. To view a copy of this licence, visit http://creativecommons.
org/licenses/by/4.0/.

References

1.	 Arana-Chavez VE, Massa LF (2004) Odontoblasts: the cells 
forming and maintaining dentine. Int J Biochem Cell Biology 
36,(8):1367–1373. https://doi.org/10.1016/j.biocel.2004.01.006

2.	 Chen S, Xie H, Zhao S, Wang S, Wei X, Liu S (2022) The Genes 
Involved in Dentinogenesis. In Organogenesis 18(1):1–19). 
https://doi.org/10.1080/15476278.2021.2022373

3.	 Vijaykumar A, Ghassem-Zadeh S, Vidovic-Zdrilic I, Komitas K, 
Adameyko I, Krivanek J, Fu Y, Maye P, Mina M (2019) Gen-
eration and characterization of DSPP-Cerulean/DMP1-Cherry 
reporter mice. Genesis 57(10). https://doi.org/10.1002/dvg.23324

4.	 Coster PJ (2009) Dentin disorders: anomalies of dentin forma-
tion and structure. Endodontic Top 21(1):41–61. https://doi.
org/10.1111/j.1601-1546.2012.00272.x

5.	 Du Q, Cao L, Yan N, Kang S, Lin M, Cao P, Jia R, Wang C, Qi 
H, Yu Y, Zou J, Yang J (2023) Identification of DSPP novel vari-
ants and phenotype analysis in dentinogenesis dysplasia Shields 
type II patients. Clin Oral Investig 27(7):3885–3894. https://doi.
org/10.1007/s00784-023-05009-y

6.	 Goldberg M, Kulkarni AB, Young M, Boskey A (2011) Dentin: 
structure, composition and mineralization. Front Biosci (Elite Ed) 
3(2):711–735. https://doi.org/10.2741/e281

7.	 Bloch-Zupan A, Rey T, Jimenez-Armijo A, Kawczynski M, Kha-
rouf N, O-Rare consortium, Dure-Molla M, Noirrit E, Hernandez 
M, Joseph-Beaudin C, Lopez S, Tardieu C, Thivichon-Prince B, 
ERN Cranio Consortium, Dostalova T, Macek M Jr, International 
Consortium, Alloussi ME, Qebibo L, Morkmued S, Pungchan-
chaikul P, Orellana BU, Manière MC, Gérard B, Bugueno IM, 
Laugel-Haushalter V (2023) Amelogenesis Imperfecta: next-gen-
eration sequencing sheds light on Witkop’s classification. Front 
Physiol 14:1130175. https://doi.org/10.3389/fphys.2023.1130175

8.	 Dure-Molla -deL, Fournier MP, B., Berdal A (2015) Isolated 
dentinogenesis imperfecta and dentin dysplasia: revision of 
the classification. Eur J Hum Genet 23(4):445–451. https://doi.
org/10.1038/ejhg.2014.15

month of pregnancy [26]. For a condition like DI where 
the patients’ complaint is only the yellowish color of the 
teeth, abortion would be legally and religiously prohibited. 
However, parents of Family 1, like other parents across the 
globe, were very concerned and wanted to have kids with 
normal teeth to avoid subjecting them to bullying from other 
kids and school colleagues. They were informed about the 
possibility of pre-implantation genetic (PGD) testing which 
would save them the hassle of prenatal testing and abortion. 
However, a major problem with PGD is its high cost which 
cannot be afforded by majority of parents in our country. 
Therefore, parents were advised to seek psychological help 
for for their affected children which is empirical in these 
cases [27]. On the contrary, the outcome of genetic coun-
seling of Family 2 was very positive as parents were very 
happy when informed that neither of them carries the DSPP 
variant and that the recurrence risk has decreased from 50% 
in each pregnancy to less than 1–2% [28]. However, we are 
aware that parental gonadal mosaicism was not ruled out in 
this family.

Conclusion

We reported two new families with DI from Egypt carrying 
novel DSPP variants expanding the mutational spectrum of 
DI and reinforcing the old notion that variants in the DSP 
region are associated with the DI phenotype. The collabora-
tion between multidisciplinary genetics teams is mandatory 
to reach precise diagnosis. Addressing the psychological 
impact of genetic testing of manageable dental diseases in 
Muslim countries is a worthy point of future research. Fur-
ther studies are also recommended in dental molecular biol-
ogy and different pathways for understanding the causative 
genes and epigenetics influencing the odontogenesis.

Supplementary Information  The online version contains 
supplementary material available at https://doi.org/10.1007/s00784-
024-05636-z.

Author contributions  Nehal F. Hassib and Mohamed S. Abdel-Hamid 
were responsible for the conceptualization of the study. Nehal F. Has-
sib and Mennat Mehrez were involved in the orodental examination 
and data documentation. Mohamed S. Abdel-Hamid performed the 
molecular study, data analysis and investigation. The first draft was 
written by Nehal F. Hassib, Mennat Mehrez and Mohamed S. Abdel-
Hamid. Mostafa I. Mostafa supervised, reviewed, and edited the manu-
script. All authors had seriously reviewed the article and approved the 
final version.

Funding  This study was funded by a research grant from the Science 
and Technology Development Fund (STDF), Academy of Science Re-
search and Technology, Egypt (Grant number: 33458).
Open access funding provided by The Science, Technology & Inno-
vation Funding Authority (STDF) in cooperation with The Egyptian 
Knowledge Bank (EKB).

1 3

Page 7 of 8  254

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1016/j.biocel.2004.01.006
https://doi.org/10.1080/15476278.2021.2022373
https://doi.org/10.1002/dvg.23324
https://doi.org/10.1111/j.1601-1546.2012.00272.x
https://doi.org/10.1111/j.1601-1546.2012.00272.x
https://doi.org/10.1007/s00784-023-05009-y
https://doi.org/10.1007/s00784-023-05009-y
https://doi.org/10.2741/e281
https://doi.org/10.3389/fphys.2023.1130175
https://doi.org/10.1038/ejhg.2014.15
https://doi.org/10.1038/ejhg.2014.15
https://doi.org/10.1007/s00784-024-05636-z
https://doi.org/10.1007/s00784-024-05636-z


Clinical Oral Investigations (2024) 28:254

DSPP gene causing dentinogenesis imperfecta type II. Hum Genet 
116(3):186–191. https://doi.org/10.1007/s00439-004-1223-6

20.	 Holappa H, Nieminen P, Tolva L, Lukinmaa PL, Alaluusua 
S (2006) Splicing site mutations in dentin sialophosphopro-
tein causing dentinogenesis imperfecta type II. Eur J Oral Sci 
114:381–384. https://doi.org/10.1111/j.1600-0722.2006.00391.x

21.	 Lee SK, Lee KE, Jeon D, Lee G, Lee H, Shin CU, Jung YJ, Lee 
SH, Hahn SH, Kim JW (2009) A novel mutation in the DSPP 
gene associated with dentinogenesis imperfecta type II. J Dent 
Res 88:51–55. https://doi.org/10.1177/0022034508328168

22.	 Kida M, Tsutsumi T, Shindoh M, Ikeda H, Ariga T (2009) De 
novo mutation in the DSPP gene associated with dentinogenesis 
imperfecta type II in a Japanese family. Eur J Oral Sci 117:691–
694. https://doi.org/10.1111/j.1600-0722.2009.00683.x

23.	 Lee Y, Kim YJ, Hyun H-K, Lee J-C, Lee ZH, Kim J-W (2021) 
Non-syndromic Dentinogenesis Imperfecta caused by mild muta-
tions in COL1A2. J Personalized Med 11(6):526. https://doi.
org/10.3390/jpm11060526

24.	 Barron MJ, McDonnell ST, Mackie I, Dixon MJ (2008) 
Hereditary dentine disorders: dentinogenesis imperfecta and 
dentine dysplasia. Orphanet J Rare Dis 20:3:31. https://doi.
org/10.1186/1750-1172-3-31

25.	 Jamal L, Schupmann W, Berkman BE (2020) An ethical frame-
work for genetic counseling in the genomic era. J Genet Couns 
29(5):718–727. https://doi.org/10.1002/JGC4.1207

26.	 Hessini L (2007) Abortion and Islam: policies and practice in the 
Middle East and North Africa. Reprod Health Matters 15(29):75–
84. https://doi.org/10.1016/S0968-8080(06)29279-6

27.	 Oliveri S, Ferrari F, Manfrinati A, Pravettoni G (2018) A system-
atic review of the psychological implications of genetic testing: 
a comparative analysis among Cardiovascular, neurodegenera-
tive and Cancer diseases. Front Genet 9. https://doi.org/10.3389/
FGENE.2018.00624

28.	 Bernkopf M, Abdullah UB, Bush SJ, Wood KA, Ghaffari S, 
Giannoulatou E, Koelling N, Maher GJ, Thibaut LM, Williams J, 
Blair EM, Kelly FB, Bloss A, Burkitt-Wright E, Canham N, Deng 
AT, Dixit A, Eason J, Elmslie F, Gardham A, Hay E, Holder M, 
Homfray T, Hurst JA, Johnson D, Jones WD, Kini U, Kivuva E, 
Kumar A, Lees MM, Leitch HG, Morton JEV, Németh AH, Ram-
achandrappa S, Saunders K, Shears DJ, Side L, Splitt M, Stewart 
A, Stewart H, Suri M, Clouston P, Davies RW, Wilkie AOM, Gori-
ely A (2023) Personalized recurrence risk assessment following 
the birth of a child with a pathogenic de novo mutation. Nat Com-
mun 14(1):853. https://doi.org/10.1038/s41467-023-36606-w

Publisher’s Note  Springer Nature remains neutral with regard to juris-
dictional claims in published maps and institutional affiliations. 

9.	 Li F, Liu Y, Liu H, Yang J, Zhang F, Feng H (2017) Phenotype and 
genotype analyses in seven families with dentinogenesis imper-
fecta or dentin dysplasia. Oral Dis 23(3):360–366. https://doi.
org/10.1111/odi.12621

10.	 Taleb K, Lauridsen E, Daugaard-Jensen J, Nieminen P, Kreiborg 
S (2018) Dentinogenesis imperfecta type II- genotype and pheno-
type analyses in three Danish families. Mol Genet Genomic Med 
6(3):339–349. https://doi.org/10.1002/mgg3.375

11.	 Porntaveetus T, Osathanon T, Nowwarote N, Pavasant P, 
Srichomthong C, Suphapeetiporn K, Shotelersuk V Dental prop-
erties, ultrastructure, and pulp cells associated with a novel DSPP 
mutation. (2028) Dental properties, ultrastructure, and pulp cells 
associated with a novel DSPP mutation. Oral Dis. 24:619–627. 
https://doi.org/10.1111/odi.12801

12.	 Park H, Hyun HK, Woo KM, Kim JW (2020) Physicochemi-
cal properties of dentinogenesis imperfecta with a known DSPP 
mutation. Arch Oral Biol 117:104815. https://doi.org/10.1016/j.
archoralbio.2020.104815

13.	 Zhang Z, Huang G, Huang Y, Liu S, Chen F, Gao X, Dong Y, 
Tian H (2023) Novel dentin sialophosphoprotein gene frame-
shift mutations affect dentin mineralization. Arch Oral Biol 
151:105701. https://doi.org/10.1016/j.archoralbio.2023.105701

14.	 Zhang X, Zhao J, Li C, Gao S, Qiu C, Liu P, Wu G, Qiang B, 
Lo WH, Shen Y (2001) DSPP mutation in dentinogenesis 
imperfecta Shields type II. Nat Genet 27:151–152. https://doi.
org/10.1038/84765

15.	 Song Y, Wang C, Peng B, Ye X, Zhao G, Fan M, Fu Q, Bian 
Z (2006) Phenotypes and geno- types in 2 DGI families with 
different DSPP mutations. Oral Surg Oral Med Oral Pathol 
Oral Radiol Endod 102:360–374. https://doi.org/10.1016/j.
tripleo.2005.06.020

16.	 McKnight DA, Suzanne Hart P, Hart TC, Hartsfield JK, Wilson 
A, Wright JT, Fisher LW (2008) A comprehensive analysis of nor-
mal variation and disease-causing mutations in the human DSPP 
gene. Hum Mutat 29(12):1392–1404. https://doi.org/10.1002/
humu.20783

17.	 Lee KE, Kang HY, Lee SK, Yoo SH, Lee JC, Hwang YH, 
Nam KH, Kim JS, Park JC, Kim JW (2011) Novel den-
tin phosphoprotein frameshift mutations in dentinogen-
esis imperfecta type II. Clin Genet 79:378–384. https://doi.
org/10.1111/j.1399-0004.2010.01483.x

18.	 Xiao S, Yu C, Chou X, Yuan W, Wang Y, Bu L, Fu G, Qian M, Yang 
J, Shi Y, Hu L, Han B, Wang Z, Huang W, Liu J, Chen Z, Zhao 
G, Kong X (2001) Dentinogenesis imperfecta 1 with or without 
progressive hearing loss is associated with distinct mutations in 
DSPP. Nat Genet 27(2):201–204. https://doi.org/10.1038/84848

19.	 Kim JW, Hu JC, Lee JI, Moon SK, Kim YJ, Jang KT, Lee SH, 
Kim CC, Hahn SH, Simmer JP (2005) Mutational hot spot in the 

1 3

254  Page 8 of 8

https://doi.org/10.1007/s00439-004-1223-6
https://doi.org/10.1111/j.1600-0722.2006.00391.x
https://doi.org/10.1177/0022034508328168
https://doi.org/10.1111/j.1600-0722.2009.00683.x
https://doi.org/10.3390/jpm11060526
https://doi.org/10.3390/jpm11060526
https://doi.org/10.1186/1750-1172-3-31
https://doi.org/10.1186/1750-1172-3-31
https://doi.org/10.1002/JGC4.1207
https://doi.org/10.1016/S0968-8080(06)29279-6
https://doi.org/10.3389/FGENE.2018.00624
https://doi.org/10.3389/FGENE.2018.00624
https://doi.org/10.1038/s41467-023-36606-w
https://doi.org/10.1111/odi.12621
https://doi.org/10.1111/odi.12621
https://doi.org/10.1002/mgg3.375
https://doi.org/10.1111/odi.12801
https://doi.org/10.1016/j.archoralbio.2020.104815
https://doi.org/10.1016/j.archoralbio.2020.104815
https://doi.org/10.1016/j.archoralbio.2023.105701
https://doi.org/10.1038/84765
https://doi.org/10.1038/84765
https://doi.org/10.1016/j.tripleo.2005.06.020
https://doi.org/10.1016/j.tripleo.2005.06.020
https://doi.org/10.1002/humu.20783
https://doi.org/10.1002/humu.20783
https://doi.org/10.1111/j.1399-0004.2010.01483.x
https://doi.org/10.1111/j.1399-0004.2010.01483.x
https://doi.org/10.1038/84848

	﻿Isolated dentinogenesis imperfecta: Novel ﻿DSPP﻿ variants and insights on genetic counselling
	﻿Abstract
	﻿Introduction
	﻿Materials and methods
	﻿Patients
	﻿Methods
	﻿Segregation analysis

	﻿Results
	﻿Clinical and oro-dental data
	﻿Family 1
	﻿Family 2


	﻿Molecular findings
	﻿Genetic counseling
	﻿Discussion
	﻿Conclusion
	﻿References


