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Simple Summary: Epithelial to mesenchymal transition (EMT) programme is central to various
cancers, however how this programme applies to glioblastoma, an aggressive primary brain tumor,
remains unknown. In particular, the cadherin switch which involves E-cadherin down-regulation
and N-cadherin upregulation, is considered a marker of the EMT in epithelial cancers. Given the
knowledge gap in the EMT and cadherins expression in GBM, we studied these proteins (E-, P- and
N-cadherin) expression in a large cohort of GBM, extensively characterized with clinical, imaging,
neuropathological, treatment and survival data. Our results propose that cadherin expression
subgroups reflect an EMT-like programme in GBM and predict patient prognosis.

Abstract: Cadherins are cell–cell adhesion proteins which have been strongly implicated in cancer
invasion, dissemination and metastasis capacity; thus, they are key players in the epithelial-to-
mesenchymal transition (EMT) program. However, their role in glioblastoma (GBM), a primary
central nervous system aggressive tumor, remains to be clarified. N-, E- and P-cadherin expression
was analyzed on a large series of GBMs, characterized with clinical, imaging and neuropathological
parameters, as well as with patients’ survival data. In addition, cadherins’ expression was studied
in match-recurrent cases. Using TCGA data, cadherin expression profiles were also evaluated
according to GBM transcription subtypes. N-cadherin expression was observed in 81.5% of GBM,
followed by E-cadherin in 31% and P-cadherin in 20.8%. Upon tumor recurrence, P-cadherin was
the only significantly upregulated cadherin compared with the primary tumor, being positive in
65.8% of the cases. Actually, P-cadherin gain was observed in 51.4% of matched primary-recurrent
cases. Cadherins’ co-expression was also explored. Interestingly, E- and N-cadherin co-expression
identified a GBM subgroup with frequent epithelial differentiation and a significant survival benefit.
On the other hand, subgroups with P-cadherin expression carried the worse prognosis. P- and
N-cadherin co-expression correlated with the presence of a mesenchymal phenotype. Expressions of
isolated P-cadherin or E- and P-cadherin co-expression were associated with imaging characteristics of
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aggressiveness, to highly heterogeneous tumors, an d to worse patient survival. Classical cadherins co-
expression subgroups present consistent clinical, imaging, neuropathological and survival differences,
which probably reflect different states of an EMT-like program in GBM.

Keywords: glioblastoma; N-cadherin; E-cadherin; P-cadherin; EMT

1. Introduction

Cadherins are membranous calcium-dependent proteins crucial for cell–cell adhe-
sion [1] and thus are key players in a variety of cellular processes [2,3]. Most frequently,
cadherins assemble into adhesive junctions between cells expressing the same cadherin
subtype; however, their expression can also be highly heterogeneous, since cells can express
more than one cadherin subtype [4,5]. Importantly, through their intracellular cytoplasmic
tail, cadherins associate with numerous signaling proteins, participating in a dynamic pro-
cess dependent on the cellular context and which culminates in the regulation of physiologic
mechanisms, such as cell proliferation, differentiation, and migration [3,6–9]. Most likely,
qualitative and quantitative differences in the expression of different cadherin subtypes
confer tissue-specific characteristics and functional roles [2,10].

Epithelial (E-), neuronal (N-) and placental (P-) cadherins are classical cadherins, the
first members of the superfamily to be identified (CDH1, CDH2, CDH3, respectively). Apart
from their important physiological roles [6,8,9], these proteins have been highly impli-
cated in oncogenesis. Considering epithelial cancers, the loss of E-cadherin expression
is considered a prerequisite for tumor cell invasion and dedifferentiation [11–14] and it
frequently parallels the de novo expression of mesenchymal cadherins, such as N-cadherin,
a process called “cadherin switch”, which is a marker of the epithelial-to-mesenchymal
transition (EMT) molecular process [15–18]. Nevertheless, evidence from other tumors has
raised questions regarding this simplified model of cadherins’ expression in cancer [19–22].
Tissue-specific expression profiles of cadherins suggest that, similarly to its cancer-related
functions, cadherin expression subtypes must be context dependent, particularly when con-
sidering the added role brought by interactions between these proteins [23]. Interestingly,
current knowledge on the EMT process parallels this concept of dynamic cadherins’ expres-
sion, with transitory- and function-dependent regulation of gene expression, resulting in a
complex non-binary program, frequently reaching a hybrid phenotype between epithelial
and mesenchymal states [24]. Importantly, the presence of various subclones with distinct
epithelial, mesenchymal or intermediate/hybrid states within the same tumor has been
observed [25], which strongly contributes to tumor heterogeneity.

In the central nervous system (CNS), the role of classical cadherins in gliomas re-
mains to be clarified, as published data remain limited and conflictive [26–29]. Gliomas
are primary brain tumors notorious for their invasiveness, diffuse growth and treatment
resistance [30,31]. Glioblastoma (GBM), the most frequent glioma, is a heterogeneous
and aggressive tumor, with a median overall survival of 15 months [32,33]. In 2010, tran-
scriptomic analysis of glioblastoma established the presence of a molecular classification
into four subtypes: proneural, neural, classical and mesenchymal [34]. Since then, the
mesenchymal subtype of glioblastoma has been thoroughly investigated and has been sug-
gested to be associated with an invasive phenotype, increased aggressiveness and robust
therapy resistance [35,36]. However, how the mesenchymal transcription subtype aligns
with a phenotypic mesenchymal transition, or how the concept of EMT applies to GBM
and to other tumors with non-epithelial origin, is still uncertain. In particular, the canonical
EMT-related E- to N-cadherin switch is unlikely to be a central process in these neoplastic
diseases and the assumption that N-cadherin expression marks for such a mesenchymal
phenotype is likely farfetched. A recent review highlights how our current knowledge
about cadherin expression in gliomas arises mostly from small sampled series, with signifi-
cant contradicting results [29]. For instance, N-cadherin expression has been associated
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with both a protective role, with a decrease in tumor migration, invasiveness and dissem-
ination [27,37–39], and with a detrimental role, with a documented association between
increased N-cadherin expression and high pathological glioma grade [40,41], the presence
of radioresistant glioma stem cells [42], and a significant decrease in patient survival [28,41].
Taken together, the published results collectively point to a broad N-cadherin expression in
gliomas, with a likely increase from low-grade to high-grade gliomas [41,43]. E-cadherin
expression in gliomas is reduced and suggested to be more frequent in low-grade gliomas
than in GBM [44,45]. Interestingly, a recent paper studied, for the first time, P-cadherin
expression on gliomas and demonstrated increased expression in high-grade tumors and a
correlation with a decreased overall survival in GBM [46]. Moreover, P-cadherin expression
was shown to induce an increased tumorigenic behavior, invasive capacity and stem-like
characteristics in GBM cell lines [46].

Overall, the conclusions of published results on the biological role of cadherins’ ex-
pression in GBM dedifferentiation, dissemination or disease aggressiveness are thus far
mostly contradictory and, as a consequence, highly inconclusive. In order to further clar-
ify this topic, we herein present the analysis of cadherins’ expression in a large series of
GBM and correlate their expression profiles with clinical, imaging and survival data. In
addition, we explored the interplay of cadherins’ expression and how it could improve the
understanding of GBM’s unknown pathogenesis.

2. Materials and Methods
2.1. Patients and Materials

A retrospective series of 313 patients who underwent biopsy or surgical resection
for newly diagnosed glioblastomas (GBM), between 2010 and 2017, at the Neurosurgery
Department, Centro Hospitalar de Santo António (Porto, Portugal), has been retrieved
(Supplementary Figure S1). Formalin-fixed and paraffin-embedded (FFPE) tumor tissues
were histologically analyzed for all primary tumors, as well as for matched local recur-
rences in 38 patients. Clinical data, treatment decision and patient and survival follow-up
data were extracted by a review of patients’ records for all the cases included in the series.
Initial MRI was also evaluated and imaging characteristics were documented. This study
has been performed in accordance with the national regulative law for the handling of
biological specimens from tumor banks, as well as under the international Helsinki decla-
ration. Moreover, it has also been approved by the ethics committee at Centro Hospitalar
de Santo António (DEFI 104-17 (093-DEFI/091-CES)). The study design is illustrated in
Supplementary Figure S2.

2.2. Neuropathological Evaluation

All cases were reviewed by an experienced neuropathologist, blinded to clinical and
demographic details. Neuropathological features were analyzed from hematoxylin and
eosin staining of the initial tumor samples. Neuropathological phenotypes were evaluated
and the presence of distinct areas of differentiation was documented according to the
following features: (1) the glial component, which included agglomerates of fibrillary
astrocytes, gemistocytes, multinucleated giant cells or cells with oligodendroglial features;
(2) the epithelioid component, which was considered when there was a morphologic
epithelial appearance, when large and polygonal shape cells were present, and when there
was abundant cytoplasm and a defined cell border; (3) a sarcomatous component was also
considered, whenever areas of sarcomatous or mesenchymal differentiation were observed,
often comprising chondral or osteochondral elements. The predominant component (>50%
of the tumor) was documented as well.

2.3. Immunohistochemical Staining

Immunohistochemical (IHC) staining was performed with specific monoclonal anti-
bodies for the classical cadherins, N-, E-, and P-cadherins, in 3 µm sections: E-cadherin
(1:100, rabbit, clone 24E19, Cell Signalling, Danvers, MA, USA), P-cadherin (1:50, mouse,
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clone C56, BD Transduction, Franklin Lakes, NJ, USA) and N-cadherin (1:100, mouse, clone
3B9, ThermoFisher, Waltham, MA, USA). Briefly, dewaxing and epitope recovery (ER)
was performed using Dewax and HIER Buffer M (Epredia, Kalamazoo, MI, USA) and all
ERs were heat-induced in an Epredia PT Module, according to the standard protocol. The
downstream IHC protocol was performed in the Lab VisionTM Autostainer 480S, using
the Epredia UltraVision™ Quanto-HRP Detection System. The time for primary antibody
incubation was 60 min, with the exception of the anti-P-cadherin antibody, where a 90 min
incubation was performed. All reactions were revealed with 3,3′-diaminobenzidine (DAB)
chromogen. Tissues were then counterstained with HIGHDEF® hematoxylin (Enzo, Farm-
ingdale, NY, USA), dehydrated and coverslipped using a permanent mounting solution
(Entellan®). Positive and negative controls were included in every set of reactions for each
antibody used. The expression for each cadherin was evaluated according to staining inten-
sity [+: weak (1), ++: moderate (2), +++: strong (3)], staining area [<25% (1), 25–50% (2),
>50% (3)] and membrane staining [positive (2) or negative (1)]. All the analyses were
blinded for clinical and demographic details. An algorithm was then used with the sum of
intensity, extension and membrane positivity values, as defined in Supplementary Table S1.
Whenever the cadherin expression score was >3, it was considered positive. This scoring
system was applied for all cadherins. In tumors comprising various paraffin blocks, a
tumor was codified as positive for a given cadherin if positivity was observed in at least one
block. In addition to considering isolated positivity for E-, P- and N-cadherin, we further
classified the tumors according to the expression of the 3 cadherins in 8 subgroups: (1) iso-
lated N-cadherin expression; (2) isolated E-cadherin expression; (3) isolated P-cadherin
expression; (4) E- and N-cadherin co-expression; (5) P- and N-cadherin co-expression;
(6) E- and P-cadherin co-expression; (7) positivity for the 3 cadherins (triple-positive); and
(8) negativity for the 3 cadherins (triple-negative).

2.4. Data Mining from Publicly Available Datasets

RNA expressions from a total of 154 glioblastoma multiform patients (TCGA-GBM)
were downloaded from genomic data commons along with the available clinical informa-
tion on 3 April 2023. Expression data in FPKMs (fragments per kilobase of exon per million
mapped fragments) for CDH1, CDH2 and CDH3 were extracted from the RNA counts file
provided by TCGA data. Additional clinical information (MGMT status, methylation class,
G-CIMP methylation, IDH1 status, expression subclass and therapy class) was extracted
from the original paper [47]. All the analyses performed in this report were carried out in
R version 4.1.2. Expression was classified into high and low categories using the median
value of expression as the threshold.

2.5. Statistics

The chi-square test was used to assess group differences, as appropriate. Overall
survival from GBM diagnosis to patient death or last follow-up was estimated using the
Kaplan–Meier limit method. The log-rank test was used to assess group differences. A
2-tailed significance level (p-value) of 0.05 was applied. Graph Pad Prism version 9.0c
software (Graph Pad Software, San Diego, CA, USA) was used for statistical analysis and
graphical data presentation.

3. Results
3.1. Clinical and Neuropathological Characteristics of Glioblastoma Series

Patient characteristics, including clinical baseline parameters and treatment decisions,
are detailed in Supplementary Table S2. The series of 313 GBM patients include a similar
number of male (n = 178; 56.9%) and female (n = 135; 43.1%) individuals, with a mean age
at diagnosis of 61,743 ± 10,483 years old. Regarding presentation at diagnosis, the majority
of patients had focal deficits (n = 116; 37.1%), followed by headaches (n = 74; 23.6%),
behavior changes (n = 65; 20.8%) and seizures (n = 54; 17.3%). The mean for the initial
functional status, measured by the Karnofsky Performance Scale (KPS), was 79.33 ± 10.585.
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Concerning tumor MRI characteristics, we could describe that the mean major axis of the
tumors was 7.27 ± 2.09 cm. The majority were unilobar (n = 242; 77.3%), mostly located
in the frontal (36.1%) and temporal lobes (30.4%), without ependymal (n = 224; 71.6%) or
corpus callosum extension (n = 221; 70.6%). Less than a third of the tumors (n = 76, 24.3%)
were multifocal and 49 (15.7%) presented cysts. The majority of patients underwent surgical
resection (n = 177, 56.5%), followed by chemotherapy (temozolomide) and radiotherapy, as
proposed by Stupp et al. (64.9%) [48]. We documented tumor recurrence or regrowth in
297 patients. Of these, 38 patients underwent surgical resection and 159 patients underwent
second-line treatments.

The neuropathologic features that we analyzed are summarized in Table 1. Necrosis
and vascular changes were ubiquitous in primary tumors. We identified the presence of
inflammation in about a third of the cases (n = 80; 25.6%). A glial component was present
in up to 99.7% of the tumors (n = 312); in particular, gemistocytes were identified in 15.7%
(n = 49) and an oligodendroglial component in 11.7% (n = 36). A mesenchymal component
was identified in 20.1% of the tumors (n = 63), more commonly than the presence of an
epithelial component, which was only found in 13.1% (n = 41). Based on the outlined
criteria, tumors were divided into predominantly glial (n = 291; 93%), predominantly
mesenchymal (n = 15; 4.8%) or predominantly epithelial (n = 7; 2.2%).

Table 1. Individual cadherins expression in GBM and association with neuropathological features.

GBM Series N-Cadherin Positive E-Cadherin Positive P-Cadherin Positive

n (%) n (%) p-Value n (%) p-Value n (%) p-Value

313 (100%) 255 (81.5%) 97 (31%) 65 (20.8%)

Papillary
structures 17 (5.4%) 15 (5.9%) 0.46 17 (17.5%) <0.001 6 (9.2%) 0.126

Whorls 8 (2.6%) 5 (2%) 0.162 4 (4.1%) 0.239 6 (9.2%) <0.001

Glomeruloid
vessels 47 (15%) 39 (15.3%) 0.773 20 (20.6%) 0.063 9 (13.8%) 0.767

Myxoid stroma 18 (5.7%) 16 (6.3%) 0.404 9 (9.3%) 0.072 4 (6.2%) 0.875

Inflammation 80 (25.6%) 69 (27%) 0.502 39 (40.2%) 0.001 33 (50.8%) <0.001

Calcifications 10 (3.2%) 10 (3.9%) 0.125 3 (3.1%) 0.945 0 0.1

Oligodendroglial
component 36 (11.7%) 32 (12.5%) 0.643 9 (9.3%) 0.299 0 0.014

Gemistocytes 49 (15.7%) 49 (19.5%) <0.001 13 (13.4%) 0.424 5 (7.8%) 0.058

Glial component 312 (99.7%) 254 (99.6%) 0.633 96 (99%) 0.135 65 (100%) 0.608

Mesenchymal
component 63 (20.1%) 44 (17.3%) 0.75 25 (25.8%) 0.005 43 (66.2%) <0.001

Epithelial
component 41 (13.1%) 36 (14.1%) 0.263 39 (40.2%) <0.001 15 (23%) 0.007

Predominant
component

Glial 291 (93%) 242 (94.9%) 0.981 86 (88.7%) <0.001 53 (81.5%) 0.001

Mesenchymal 15 (4.8%) 8 (3.1%) 0.561 4 (4.1%) 0.376 9 (13.8%) <0.001

Epithelial 7 (2.2%) 5 (2%) 0.489 7 (7.2%) <0.001 3 (4.6%) 0.145

Tumor recurrence 38 37 (97.4%) 8 (20.5%) 25 (65.8%)

3.2. Cadherins’ Expression Associated with Clinical, Imaging and Neuropathological
GBM Features

We have studied the expression of the classical cadherins, E-, N- and P-cadherin, in the
series of 313 GBMs (Figure 1A). In cases where preserved normal brain parenchyma was
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present, we observed N-cadherin expression in neurons and ganglion cells, as expected;
however, no staining was found in the brain parenchyma for either E- or P-cadherin
(Figure 1A).
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Figure 1. N-, E- and P-cadherin expression in Glioblastoma. (A) Representative cases of predom-
inant glial, epithelial and mesenchymal component tumors. In tumors with a predominant glial
component, N-cadherin positivity was observed in the majority of the cases and was frequently
strong, with membrane staining. In some cases, E-cadherin positivity was also observed. Tumors
with a predominant epithelial component stained for E-cadherin in all cases, which was frequently
accompanied by N-cadherin staining, as observed in this case. Finally, tumors with a predominant
mesenchymal component most commonly stained for both N-cadherin and P-cadherin (scale bar
corresponds to 50 µm). (B) N-cadherin expression was high in all tumor subtypes. In tumors with a
predominant mesenchymal component, P-cadherin and N-cadherin expression was observed in the
vast majority of cases. Strikingly, all cases with a predominant epithelial component were positive for
E-cadherin. (C) Upon tumor recurrence, 97.4% of the tumors were positive for N-cadherin (maintain
positive + gain of positivity). Gain of P-cadherin expression was the most common event which
was observed in over half of the cases (51.3%). This leads to an important increase in P-cadherin
positivity in recurrence when compared to the primary tumor (20.8% vs. 65.8%). On the contrary,
E-cadherin positivity is lower in recurrence (31% vs. 20.8%), due to E-cadherin loss of staining in
matched primary-recurrent cases (43.6%).
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N-cadherin was the most commonly expressed cadherin in up to 81.5% of the tumor
samples (n = 255) (Table 1). The majority of these samples had strong N-cadherin staining,
since compound scores were higher than five in 49.9% of the cases (n = 156). Moreover,
membrane staining was observed in 64.5% of cases (n = 202). In the available matched
recurrence cases, virtually all tumors were N-cadherin positive (n = 37; 97.4%), where
strong staining was observed in 77% of the cases (n = 30) (Table 1, Figure 1C). Interestingly,
N-cadherin was ubiquitously expressed among tumors with different neuropathological
components: glial (254 in 312 cases, 81%), mesenchymal (44 in 63 cases, 70%) and epithelial
(36 in 41 cases, 88%) (Table 1, Figure 1B). Importantly, N-cadherin expression was not
significantly associated with any particular patient or tumor characteristic.

Positivity for E-cadherin was only found in 31% (n = 97) of the cases (Table 1). In
particular, E-cadherin staining was more frequent in the cytoplasm of larger cells, with an
abundant cytoplasm and defined cell borders, with occasional membrane staining (10.3%)
(Figure 1A). Only 9.4% of the cases had compound scores higher than five (n = 31). Upon
tumor recurrence, contrary to what was observed for N-cadherin, E-cadherin staining loss
was observed in a large number of re-operated patients with initial positivity for E-cadherin
(43.6%). E-cadherin positivity dropped to 20.5% (n = 8) in the recurrent cases (Table 1,
Figure 1C). Interestingly, E-cadherin positive tumors were more frequently observed in
younger patients (46.7% positivity in patients <43 years old, p = 0.079), characteristically
located in the temporal lobe (48%, p = 0.007), with the presence of cysts (p = 0.028) and
a tendency for cortical involvement (p = 0.094). The neuropathological characteristics
that significantly correlated with immunostaining for E-cadherin included the presence
of papillary structures (p < 0.001) and the presence of inflammatory infiltrates (p = 0.001).
Strikingly, E-cadherin was positive in 95.1% (39 in 41 cases) of the cases with an epithelial
component (Table 1). In cases with a predominant epithelial component, E-cadherin was
consistently expressed in all cases (7 in 7 cases) (p < 0.001). On the other hand, E-cadherin
was positive in 26.7% (4 in 15 cases) of the cases with predominant mesenchymal differen-
tiation and in 29.5% (86 in 291 cases) of the cases with predominant glial differentiation
(Table 1, Figure 1B).

Immunostaining for P-cadherin was only found in 20.8% of primary GBMs (n = 65)
(Table 1). As for E-cadherin, P-cadherin was also found in the cytoplasm of large cells, with
low membrane staining (6.1% of the cases) (Figure 1A). In addition, it commonly appeared
in tumors containing fusiform cells (Figure 1A). Strikingly, P-cadherin’s positivity rate in
recurrence was significantly higher compared to the primary tumors (65.8% vs. 20.8%)
(Table 1, Figure 1C). Comparing matched primary and recurrent tumors, P-cadherin gain
was the most frequent event, present in 51.3% of the tumor matched pairs. The presence of a
mesenchymal component also significantly correlated with positive staining for P-cadherin
(p < 0.001), which was positive in up to 66% of these cases. It was also positive in 23% of the
cases with an epithelial component (Table 1, Figure 1B). Indeed, positivity for P-cadherin
was found in 60% of the tumors where the mesenchymal component was predominant (9
in 15 cases), in 42.9% where there was a predominance of the epithelial component (3 in
7 cases), and in 18.2% of predominant glial tumors (53 in 291 cases) (p < 0.001). In addition,
we identified the presence of lymphocytic infiltrates in about 50% of P-cadherin positive
cases (p < 0.001).

3.3. Cadherins’ Co-Expression Profiles Improve the Identification of GBM Subgroups

We further classified tumors into eight subgroups according to the co-expression of
the three studied cadherins. The expression of more than one cadherin was identified in
124 tumors (39.6%), while only 22 tumors expressed all the three cadherins (triple-positive
tumors, 7%). Moreover, the immunostaining was negative for N-, E- and P-cadherin in
40 tumors (12.8%, triple-negative tumors). Most commonly, tumors expressed only N-
cadherin (n = 137, 43.8%) or co-expressed E- and N-cadherin (n = 67, 21.4%), as shown in
Figures 2 and 3A. Interestingly, upon tumor recurrence, the most common profiles were the
co-expression of P- and N-cadherin (46.2%) or the isolated expression of N-cadherin (30.8%)



Cancers 2024, 16, 2298 8 of 18

(Figure 3A). Cadherins’ expression profiles changed in 69.2% of the cases. Curiously, all
E-cadherin positive cases, upon tumor recurrence, showed concomitant expression of P-
and N-cadherin (Figure 3A).

In tumors with more than one FFPE block, we evaluated the heterogeneity of each
cadherin subgroup. Over 50% of the tumors showed intratumoral cadherin expression
heterogeneity, including four distinct subgroups in 1.7% of the tumors. Curiously, N-
cadherin expression was heterogeneous in 40% of the tumors and E-cadherin in 28% of the
tumors, while P-cadherin was heterogeneous in only 16% of the tumors.

When considering the combined expression of the three cadherins, we further evalu-
ated putative significant correlations with clinical, imaging and neuropathological character-
istics. Clinical presentation was associated with cadherin co-expression profiles (Figure 2).
In particular, patients with tumors that expressed epithelial cadherins more frequently
presented focal deficits (P-cadherin, p = 0.024 and co-expression of E- and P-cadherin,
p = 0.018), while headache was the most common presentation in patients with tumors that
showed isolated E-cadherin expression (p = 0.015). These expression profiles also correlated
with age; specifically, the isolated expression of E-cadherin was more common in younger
patients (p = 0.015). Tumor location was more common in the frontal lobe for isolated
N-cadherin expression tumors (p = 0.024) and the temporal lobe for the co-expression of E-
and N-cadherin (p = 0.022). Other imaging features correlated with cadherin expression
subgroups included cyst formation (co-expression E- and N-cadherin, p < 0.001, and a
tendency for E-cadherin, p = 0.057), multifocality (P-cadherin expression, p = 0.011, and
co-expression P- and N-cadherin, p = 0.024), ependymal extension (P-cadherin expression,
p = 0.030, and E- and P-cadherin co-expression, p = 0.036), and corpus callosum extension
(tendency for P- and N-cadherin co-expression, p = 0.055).

When evaluating for distinct neuropathological phenotypes, we observed that tumors
with a predominant sarcomatous/mesenchymal differentiation predominantly exhibited
N- and P-cadherin co-expression (44.4%) or were positive for the three cadherins (33.3%)
or expressed only P-cadherin (11.1%) or only N-cadherin (11.1%) (p < 0.001) (Figure 3B).
Predominant epithelial differentiation was observed in tumors showing only E-cadherin
expression (28.6%), E- and N-cadherin co-expression (28.6%) and the expression of the three
cadherins (triple-positive, 42.9%) (p < 0.001) (Figure 3B). Tumors with predominant glial
expression most frequently had only N-cadherin expression (46.1%), E- and N-cadherin
co-expression (21.5%) or were negative for the three cadherins (13.5%) (Figure 3B).

Based on the phenotypic differentiation results, we further explored cadherin expres-
sion differences according to transcription subtypes, particularly the mesenchymal subtype,
using the online available TCGA data. Indeed, these data showed that tumors with the
mesenchymal transcription subtype were enriched for isolated N-cadherin expression
(28%), P- and N-cadherin co-expression (16%), triple positivity (14%), triple negativity
(14%) and isolated P-cadherin expression (12%) subgroups. When compared to tumors
with other subtypes, P- and N-cadherin co-expression was specifically associated with the
presence of a mesenchymal subtype (p = 0.019) (Figure 3C).
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313 (100%)
Presentation

Focal deficits 116 (37.1%) 52 (38%) 0.773 6 (75%) 0.024 17 (25.4%) 0.025 12 (41.4%) 0.615 5 (83.3%) 0.018 8 (36.4%) 0.944 16 (40%) 0.681
Headache 74 (23.6%) 24 (17.5%) 0.024 3 (75%) 0.015 19 (28.4%) 0.307 10 (34.5%) 0.15 6 (27.3%) 0.679 12 (30%) 0.312
Behaviour 65 (20.8%) 35 (25.5%) 0.066 1 (25%) 0.834 2 (25%) 0.766 13 (19.4%) 0.757 4 (13.8%) 0.333 1 (16.7%) 0.803 4 (18.2%) 0.757 5 (12.5%) 0.169

Seizures 54 (17.3%) 23 (16.8%) 0.849 18 (26.9%) 0.019 3 (10.3%) 0.303 3 (13.6%) 0.643 7 (17.5%) 0.965
Finding 4 (1.3%) 3 (2.2%) 0.206 1 (4.5%) 0.158

Age (mean) 61.743 ± 1.483 62.1 ± 11.0 0.848 49 ± 16.39 0.015 66.25 ± 6.409 0.299 60 ± 11.6 0.264 61.103 ± 8.491 0.55 68.833 ± 5.037 0.139 62.2 ± 10 0.97 65.4 ± 11.6 0.055
Location

Frontal 113 (36.1%) 59 (43.1%) 0.024 1 (25%) 0.643 3 (37.5%) 0.934 23 (34.3%) 0.734 9 (31%) 0.552 1 (16.7%) 0.367 5 (22.7%) 0.177 12 (30%) 0.391
Temporal 95 (30.4%) 29 (21.2%) 0.002 1 (25%) 0.815 3 (37.5%) 0.657 28 (41.8%) 0.022 11 (37.9%) 0.353 1 (16.7%) 0.463 10 (45.5%) 0.111 12 (30%) 0.959

Parietal 70 (22.4%) 33 (24.1%) 0.52 1 (25%) 0.899 1 (12.5%) 0.499 11 (16.4%) 0.189 5 (17.2%) 0.489 4 (66.7%) 0.008 5 (22.7%) 0.966 10 (25%) 0.67
Deep 15 (4.8%) 6 (4.4%) 0.764 1 (25%) 0.057 1 (12.5%) 0.303 2 (3%) 0.436 1 (3.4%) 0.723 1 (4.5%) 0.955 3 (7.5%) 0.392

Other 20 (6.4%) 10 (7.3%) 0.563 3 (4.5%) 0.472 3 (10.3%) 0.362 1 (4.5%) 0.715 3 (7.5%) 0.759
Cysts 49 (15.7%) 33 (24.1%) 0.65 2 (50%) 0.057 0 0.218 22 (32.8%) <0.001 1 (3.4%) 0.057 2 (33.3%) 0.229 0 0.036 2 (5%) 0.047
Multifocal 76 (24.3%) 35 (25.5%) 0.645 1 (25%) 0.973 5 (62.5%) 0.011 10 (14.9%) 0.044 12 (41.4%) 0.024 2 (33.3%) 0.602 6 (27.3%) 0.734 5 (12.5%) 0.063
Corpus 
callosum ext.

92 (29.4%) 40 (29.2%) 0.946 1 (25%) 0.846 4 (50%) 0.195 17 (25.4%) 0.415 13 (44.8%) 0.055 2 (33.3%) 0.831 7 (31.8%) 0.796 8 (20%) 0.163

Ependymal 
extension

89 (28.4%) 39 (28.5%) 0.991 2 (50%) 0.336 5 (62.5%) 0.03 14 (20.9%) 0.123 9 (31%) 0.745 4 (66.6%) 0.036 7 (31.8%) 0.715 9 (22.5%) 0.373

Predominant 
component

Glial 291 (93%) 135 (97.8%) 0.003 2 (50%) <0.001 7 (87.5%) 0.541 63 (94%) 0.703 22 (75.9%) <0.001 6 (100%) 0.498 17 (77.3%) 0.003 40 (100%) 0.063
Mesenchymal 15 (4.8%) 3 (2.2%) 0.057 1 (12.5%) 0.303 7 (24.1%) <0.001 4 (18.2%) 0.002

Epithelial 7 (2.2%) 2 (50%) <0.001 4 (6%) 0.020 1 (4.5%) 0.449
Treatment

No 96 (30.7%) 46 (33.6%) 0.327 3 (37.5%) 0.673 13 (19.4%) 0.086 11 (37.9%) 0.375 1 (16.7%) 0.454 7 (31.8%) 0.904 15 (37.5%) 0.317
RT 19 (6.1%) 7 (5.1%) 0.531 1 (25%) 0.111 3 (4.5%) 0.540 1 (3.4%) 0.536 1 (16.7%) 0.274 6 (15%) 0.011

QT+RT 8 (2.5%) 3 (2.2%) 0.718 2 (3%) 0.803 1 (3.4%) 0.750 2 (5%) 0.296
Stupp 189 (60.4%) 81 (59.1%) 0.615 3 (75%) 0.557 5 (62.5%) 0.916 49 (73.1%) 0.079 16 (55.2%) 0.524 4 (66.7%) 0.764 15 (68.2%) 0.458 17 (42.5%) 0.096

6 (1.9%) 22 (7%) 40 (12.8%)137 (43.8%) 4 (1.3%) 8 (2.6%) 67 (21.4%) 29 (9.3%)

Ecad/Pcad Triple positive Triple negativeNcad Ecad Pcad Ecad/Ncad Pcad/Ncad
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Figure 2. Cadherins’ co-expression profiles in glioblastomas and association with clinical, imaging and neuropathological characteristics.
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Figure 3. Cadherins’ expression subgroups in glioblastoma. (A) Compared to primary tumors,
the most frequent subgroups in recurrent tumors are P- and N-cadherin co-expression (46.2%) and
N-cadherin expression (30.8%). (B) Tumors with a predominant epithelial component expressed
E-cadherin, E- N-cadherin or triple-positive subgroups. For mesenchymal tumors, the subgroups
expressed were P- N-cadherin, triple-positive, P-cadherin and N-cadherin. (C) Analysis of data
from the TCGA data confirmed a main expression of P- and N-cadherin, N-cadherin, triple-positive
and N-cadherin subgroups in the mesenchymal transcriptional subtype. P- and N- co-expression
significantly correlated with the mesenchymal subtype (p = 0.033). (D) Tumors from long-term
survival patients more frequently exhibited E- and N-cadherin co-expression, N-cadherin, triple-
positive or triple-negative subgroups (p = 0.013).

3.4. Cadherins Expression Profiles Define GBM Patients’ Prognosis

As expected, patients’ age (HR = 1.405; p = 0.004), functional status (KPS 50; HR = 1.772;
p = 0.006), surgical decision (biopsy; HR = 2.329; p < 0.001) and complimentary treatment
(no treatment; HR = 4.73; p < 0.001) were validated as prognostic factors in this particular
GBM series (Table 2). Thus, survival analysis was used to correlate cadherins’ expression
with GBM patients’ prognosis.

In particular, N-cadherin expression identified tumors with improved progression-free
survival (median 6 months, log rank test, p = 0.033) and overall survival (median 12 months,
log rank test, p = 0.001) (Figure 4A), while a significant decrease in progression-free survival
and overall survival was observed in tumors positive for P-cadherin expression (log rank
test, median 3 months and 7 months, p = 0.028 and p = 0.024, respectively) (Figure 4C).
E-cadherin staining identified tumors with a longer time to recurrence (7 months, log rank
test, p = 0.008) and a better overall survival (14 months, log rank test, p = 0.039) (Figure 4B).
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Table 2. Univariate analysis of cadherins’ expression profile in glioblastomas and association with
patient’s prognosis.

Progression-Free Survival Overall Survival

HR
95.0% CI

p-Value
HR 95.0% CI

p-Value
Inferior Superior Inferior Superior

Surgery
Surgery 1 1

Biopsy 2.120 1.626 2.763 <0.001 2.329 1.842 2.945 <0.001

Treatment
Yes 1 1

No 13.244 8.492 20.665 <0.001 4.730 3.547 6.308 <0.001

KPS

100 1 1

50 0.505 0.056 4.550 0.543 1.772 1.183 2.654 0.006

60 0.580 0.078 4.318 0.595 1.411 0.866 2.298 0.167

70 0.587 0.080 4.295 0.600 2.575 1.223 5.421 0.013

80 0.430 0.059 3.105 0.403 2.596 1.035 6.508 0.042

90 0.391 0.054 2.826 0.352 1.599 1.022 2.503 0.040

Age
< 65 yo 1 1

> 65 yo 1.258 0.974 1.625 0.079 1.400 1.113 1.762 0.004

Ncad
Negative 1 1

Positive 0.725 0.522 1.007 0.055 0.627 0.468 0.840 0.002

Ecad
Negative 1 1

Positive 0.716 0.546 0.938 0.016 0.779 0.608 0.998 0.048

Pcad
Negative 1 1

Positive 1.367 1.003 1.863 0.048 1.364 1.029 1.806 0.031

Cadherins co-
expression

Ecad/Ncad 1 1

Ncad 1.367 0.984 1.900 0.063 1.316 0.969 1.787 0.079

Ecad 1.507 0.471 4.826 0.490 2.550 0.923 7.041 0.071

Pcad 1.864 0.884 3.933 0.102 2.611 1.239 5.502 0.012

Pcad/Ncad 1.910 1.186 3.076 0.008 1.619 1.033 2.536 0.036

Ecad/Pcad 2.203 1.068 5.868 0.035 2.728 1.169 6.366 0.020

Triple
positive 1.194 0.683 2.087 0.533 1.427 0.875 2.328 0.154

Triple
negative 1.712 1.084 2.704 0.021 1.794 1.196 2.690 0.005

Interestingly, the combined expression of cadherins also stratified patients’ prognosis,
both progression-free and overall survival (Figure 4D and Table 2). For instance, Kaplan–
Meier survival curves showed a survival benefit for E- and N-cadherin co-expression for
both progression-free (log rank test, p = 0.005, median 7 months) and overall survival (log
rank test, 14 months, p = 0.005) (Figure 4D). On the contrary, P- and N-cadherin or E- and
P-cadherin co-expression showed shorter times to recurrence (median 2 and 3 months, log
rank test, p = 0.046 and p = 0.093, respectively), while E- and P-cadherin co-expression and
single P-cadherin expression showed a tendency for worse overall survival (log rank test,
9 months, p = 0.078 and 9 months, p = 0.055, respectively) (Figure 4D).



Cancers 2024, 16, 2298 12 of 18

Cancers 2024, 16, x FOR PEER REVIEW 13 of 20 
 

 

months, log rank test, p = 0.001) (Figure 4A), while a significant decrease in progression-
free survival and overall survival was observed in tumors positive for P-cadherin 
expression (log rank test, median 3 months and 7 months, p = 0.028 and p = 0.024, 
respectively) (Figure 4C). E-cadherin staining identified tumors with a longer time to 
recurrence (7 months, log rank test, p = 0.008) and a better overall survival (14 months, log 
rank test, p = 0.039) (Figure 4B). 

 
Figure 4. Survival analysis according to cadherins’ expression. (A) N-cadherin expression in GBM 
showed a significant improvement in both progression-free (p = 0.033) and overall survival (p = 
0.001). (B) A significant survival benefit was also observed in tumors with E-cadherin expression (p 
= 0.008 for progression-free survival and p = 0.039 for overall survival. (C) On the contrary, P-
cadherin expression significantly marked tumors with a shorter time for recurrence (p = 0.028) and 
survival (p = 0.024). (D) Kaplan–Meier curves identified a survival benefit for E- and N-cadherin co-
expression subgroup (p = 0.005 for both PFS and OS). P-, N-cadherin co-expression (p = 0.046) 
subgroup significantly associated with a worse progression-free survival, while E-P-cadherin co-

Figure 4. Survival analysis according to cadherins’ expression. (A) N-cadherin expression in GBM
showed a significant improvement in both progression-free (p = 0.033) and overall survival (p = 0.001).
(B) A significant survival benefit was also observed in tumors with E-cadherin expression (p = 0.008 for
progression-free survival and p = 0.039 for overall survival. (C) On the contrary, P-cadherin expression
significantly marked tumors with a shorter time for recurrence (p = 0.028) and survival (p = 0.024).
(D) Kaplan–Meier curves identified a survival benefit for E- and N-cadherin co-expression subgroup
(p = 0.005 for both PFS and OS). P-, N-cadherin co-expression (p = 0.046) subgroup significantly
associated with a worse progression-free survival, while E-P-cadherin co-expression (p = 0.078) and
P-cadherin (p = 0.055) subgroups showed a tendency for worse overall survival.

Univariate analysis identified three subgroups with worse progression-free survival:
E- and P-cadherin co-expression (HR = 2.203, p = 0.035), P- and N-cadherin co-expression
(HR = 1.91, p = 0.008) and triple-negative tumors (HR = 1.712, p = 0.021) and four subgroups
with worse overall survival: E- and P-cadherin co-expression (HR = 2.728, p = 0.020),
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P-cadherin (HR = 2.611, p = 0.012), triple-negative tumors (HR = 1.794, p = 0.005) and P-
and N- co-expression (HR = 1.619, p = 0.036) (Table 2).

Multivariate analysis identified E- and P-cadherin co-expression (HR = 2.96, p = 0.020)
as a significant independent factor for worse progression-free survival (Table 3). E-cadherin
(HR = 4.24, p = 0.017), E- and P-cadherin co-expression (HR = 3.35, p = 0.021), P-cadherin
(HR = 2.33, p = 0.036) and triple positivity (EPN) (HR = 2.11, p = 0.011) were also found as
significant independent factors for worse overall survival (Table 3). In concordance with
these results, of the 21 long-term survivors (LTS) (6.7%) within our series, 42.9% had N- and
E-cadherin co-expressing tumors, compared to the 19.9% expression in non-LTS (p = 0.013);
further, 38.1% of the GBMs showed N-cadherin expression, 9.5% were triple-positive and
other 9.5% were triple-negative tumors. Strikingly, the tumors from LTS patients did not
show isolated expression of epithelial cadherins (E- and P-cadherins) (Figure 3D).

Table 3. Multivariate analysis of cadherins’ expression profile in glioblastomas and association with
patient’s prognosis.

Progression-Free Survival Overall Survival

HR
95.0% CI

p-Value
HR 95.0% CI p-Value

Inferior Superior Inferior Superior

Mesenchymal
Component

yes 1.000 1.000

no 1.060 0.670 1.660 0.811 0.810 0.530 1.250 0.345

Epithelial
Component

yes 1.000 1.000

no 0.930 0.580 1.470 0.743 0.720 0.450 1.140 0.160

Cadherins co-
expression

Ecad/N-cad 1.000 1.000

Ncad 0.990 0.690 1.440 0.979 1.300 0.900 1.870 0.162

Ecad 2.200 0.650 7.430 0.205 4.240 1.290 13.930 0.017

Pcad 1.330 0.600 2.980 0.482 2.330 1.050 5.130 0.036

Pcad/Ncad 1.340 0.770 2.360 0.303 1.440 0.850 2.460 0.178

Ecad/Pcad 2.960 1.180 7.400 0.020 3.350 1.330 8.440 0.010

Triple
positive 1.190 0.640 2.210 0.577 2.110 1.190 3.760 0.011

Triple
negative 1.090 0.660 1.820 0.728 1.490 0.910 2.450 0.113

Surgery
Surgery 1.000 1.000

Biopsy 1.760 1.290 2.390 <0.001 1.550 1.170 2.060 0.003

Treatment
yes 1.000 1.000

no 15.000 9.020 24.930 <0.001 4.570 3.300 6.330 <0.0001

KPS

100 1.000 1.000

50 0.150 0.020 1.390 0.094 0.700 0.080 6.170 0.752

60 0.250 0.030 1.900 0.179 2.400 0.320 18.040 0.396

70 0.240 0.030 1.790 0.162 2.190 0.300 16.220 0.442

80 0.210 0.030 1.550 0.125 1.520 0.210 11.150 0.681

90 0.200 0.030 1.510 0.118 1.310 0.180 9.660 0.790

Age
<65 yo 1.000 1.000

>65 yo 1.210 0.920 1.600 0.176 1.270 0.980 1.660 0.072
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4. Discussion

E-cadherin, P-cadherin and N-cadherin expression function and impact in prognosis
is well established in various systemic cancers. It is nevertheless important to remember
that this consensus is accepted for epithelial tumors and, although E- to N-cadherin switch
is frequently used as a marker of EMT in cancers of other origins, the factual involvement
of these proteins in processes akin to the EMT in non-epithelial tumors remains to be
adequately studied and clarified. Actually, the EMT process recently became accepted as a
continuum between these two definable states, often achieving hybrid phenotypes, with
increased cell plasticity. In this context, cadherin expression regulation will most likely
follow the cell–cell adhesion requirements of the different EMT states.

Given the knowledge gap in cadherin expression in glial tumors, our main goal was to
characterize the expression of the most studied classical cadherins (E-, N- and P-cadherins)
in a large and representative series of GBMs. To do so, and taking into account GBM
intratumoral heterogeneity, we marked the expression of these proteins in all available
paraffin blocks of 313 patients, in a total of 727 samples. Our main findings were the
following: (1) N-cadherin is the most frequent cadherin expressed in GBM, present in over
80% of the cases, followed by E-cadherin in about a third of the tumors and P-cadherin in
20%; (2) expression of epithelial cadherins (E- and P-cadherin) determines a distinct imaging
and neuropathological profile in GBM; and (3) expression of epithelial cadherins has a
significant detrimental impact on GBM patient’s prognosis. In addition to showing distinct
associations with clinical and neuropathological characteristics, the distinct behavior of
E- and P-cadherins’ expression upon tumor recurrence is notable. There was a clear P-
cadherin dominance and a loss of E-cadherin expression in recurrent lesions compared
with primary tumors. Survival analysis further supported P-cadherin as a marker of tumor
aggressiveness, as P-cadherin-expressing tumors were significantly correlated with a worse
patient prognosis. On the contrary, E-cadherin expression was observed in patients with a
significant increase in progression-free and overall survival.

These results, although corroborated by robust morphological correlations, only con-
sidered the expression of each isolated cadherin and may thus represent a simplified
version of an intricately regulated cellular mechanism between them. In fact, the mechanis-
tic reciprocities between the expression of distinct cadherins have been already suggested,
although poorly explored in tumor pathogenesis. Examples include the co-expression of R-
and E-cadherin that suppresses the progression and metastasis in salivary adenoid cystic
carcinomas [49], the combined expression of cadherin-6 and cadherin-11 associated with
lymph node metastasis and poor prognosis in oral squamous cell carcinoma [50], and the
co-expression of E- and P-cadherin which is associated with poor prognosis in breast can-
cer [23]. In particular, further studies of the mechanisms involving E- and P- co-expression
led to the proposal of P-cadherin as a marker of an intermediate EMT phenotype [51].

Hence, we expanded our analysis and evaluated tumor characteristics considering
the simultaneous expression of the three classical cadherins. This allowed us to not only
identify distinct tumor subgroups considering clinico-imaging and neuropathological
features but, more importantly, to confirm the importance of cadherin’s interplay in the
biological outcome of GBM. For example, the isolated expression of N-cadherin was
able to identify the most common GBM profiles (up to 43.8% of the cases), which are
the ones commonly found in the frontal lobe, with a typical glial component and few
inflammatory infiltrates. Importantly, when N-cadherin expression is combined with E-
or P-cadherin, divergent tumor subtypes are observed: E- and N-cadherin co-expressing
tumors are frequently located in the temporal lobe, with cortical involvement and cysts,
and frequently exhibit an epithelial component, while GBMs positive for P- and N-cadherin
frequently display a mesenchymal component, with frequent immune infiltrates. Finally,
survival analysis highlights tumors with E- and N-cadherin co-expression as a subgroup
with significantly improved progression-free and overall survival, while the P- and N-
cadherin subgroups have shorter times to recurrence and worse overall survival. It is also
noteworthy that, in our data, P-cadherin’s increase in recurrence is always accompanied
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by N-cadherin expression, while co-expression of E-cadherin and N-cadherin was not
observed in any recurrent case. Tumors without N-cadherin expression, but with the
expression of epithelial cadherins, commonly exhibit distinctive neuropathological and
MRI patterns and collectively are subgroups with a worse prognosis.

Taken together, these results suggest that although N-cadherin is the dominant cad-
herin in GBM, its function can be strongly modulated by the expression of epithelial cad-
herins. When associated with E-cadherin, it frequently leads to an epithelial-differentiated
tumor with a distinct clinical profile and a survival benefit. However, when combined
with P-cadherin expression, it leads to tumors with a predominant mesenchymal differ-
entiation, with reduced time for recurrence and survival. In addition, this is the most
frequent subgroup upon tumor recurrence. These results led us to hypothesize that the
mesenchymal state in glioblastoma is most likely reflected by the combined expression of P-
and N-cadherins. In fact, these results were further supported by data leveraged from the
TCGA data, showing a significant association between the mesenchymal transcriptional
profile and P- and N-cadherin co-expression.

P-cadherin positive status, in our analysis, clearly marks for the worse prognosis sub-
groups. In particular, isolated P-cadherin or E- and P-cadherin co-expression were found as
independent predictors for worse overall survival, while also displaying an imaging profile
suggestive of multifocality and propensity to dissemination. This is in concordance with
recent reports which associated P-cadherin expression with GBM aggressiveness, through
an increase in cell invasion and migration, as well as a decrease in patient survival [46].
In addition, we curiously observe that these tumors often display both mesenchymal and
epithelial differentiation, but not a homogeneous differentiation, denoting perhaps the pres-
ence of heterogeneous cancer cell populations with increased phenotypic plasticity. Thus,
our results suggest that neither E-cadherin, nor N-cadherin, expression is able to counteract
the disadvantageous biology brought by P-cadherin expression. An apparent profile with
increased cancer cell plasticity and markers for enhanced infiltrative potential seems to be
denoted by the expression of epithelial cadherins, either P-cadherin expression or E- and
P-cadherin co-expression, which we interpret in the context of the possible acquisition of a
hybrid EMT state.

The role of E-cadherin, also an epithelial cadherin, with infrequent expression in GBM,
is less clear. Our results show a potential dichotomy in the role of this protein. On the one
hand, when it was co-expressed with N-cadherin, a subgroup with distinct neuropathologi-
cal and MRI features and improved survival was identified. On the other hand, tumors
with isolated expression of E-cadherin seemed to portend a worse prognosis, although they
exhibited a similar neuropathological and imaging profile to E- and N-cadherin-expressing
tumors. Published reports on epithelioid GBMs describe this neuropathological and imag-
ing profile and typically identify tumors with an aggressive course [52,53]. It is thus
possible that, as described for other tumors, the expression of other concomitant cadherins,
and hence activation of different cellular programs, and not expression of E-cadherin per
se, will define overall tumor characteristics and aggressiveness.

Finally, the biology of triple-positive and triple-negative tumors is equivocal. Triple-
negative tumors do not relate to specific patient characteristics or prognosis. Triple-positive
tumors present all three morphological components, although are significantly associated
with the predominance of a mesenchymal component. They also are a frequent subgroup
in tumor recurrence. These results point to a closer similarity to the P- and N-subgroup.
In accordance with these results, we propose a reformulation of the rigid concept of E- to
N-cadherin switch as a marker of EMT activation and tumor aggressiveness in GBM. In
fact, we hypothesize that tumor characteristics are more likely dictated by the interplay
between the expression of different cadherins and considering the expression of a single
cadherin may contribute to equivocal results. N-cadherin tumors are the most frequent
in our analysis and reflect the average GBM. Our results propose P-cadherin and N-
cadherin interplay as a contributor for the mesenchymal-like state in GBM. The presence
of an intermediate, more plastic phenotype, with increased tumor aggressiveness, is most
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likely reflected by the presence of epithelial cadherins, P-cadherin or E- and P-cadherin
co-expression. Lastly, GBM is not an epithelial tumor and is therefore less obvious if
an epithelial differentiation would present a protective effect. If so, then such putative
protective epithelial state in GBM is clearly reflected by an E- and N-cadherin interaction.
Further studies on the mechanisms underlying cadherin interplay are warranted.

In addition, upon validation in other series, our results propose cadherin expression
subgroups as a reflection of tumor biology and EMT states. Therefore, they become
putative biomarkers to guide clinical decision. These results will become particularly
interesting with additional characterization of EMT pathways in GBM and identification of
treatment targets.

5. Conclusions

In this study, we document the expression of N-, E- and P-cadherin in GBM. Our
findings establish that cadherin co-expression is associated with consistent clinical, imaging
and neuropathological differences, ultimately correlating with patient prognosis. Addition-
ally, we challenge the notion that an E- to N-cadherin switch is a definitive marker of an
EMT-like program in GBM. Instead, we propose that cadherin co-expression subgroups
serve as indicators of distinct differentiation stages within GBM.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/cancers16132298/s1, Figure S1: Scheme representing patient
inclusion algorithm to the selected cohort of glioblastomas; Figure S2: Study design; Table S1: Classi-
fication algorithm used to evaluate cadherins expression in GBM, taking in consideration staining in-
tensity, staining extension and membrane positivity; Table S2: Characterization of glioblastoma series.

Author Contributions: C.N., A.S.R. and J.P. conceived and designed the structure of the work. C.N.
and R.C. were involved in the experimental work. N.M., C.N. and A.S.R. performed the experimental
data analysis. R.T. performed the pathology evaluation and performed critical data analysis. J.R. and
C.C.F. were involved in the discussion of the data and review of the final version of the manuscript.
C.N. wrote the manuscript. A.S.R. and J.P. supervised all the work and edited the final manuscript.
All authors have read and agreed to the published version of the manuscript.

Funding: This work was funded (in part) by the Programa Operacional Regional do Norte and
co-funded by European Regional Development Fund under the project “The Porto Comprehen-
sive Cancer Center Raquel Seruca” with the reference NORTE-01-0145-FEDER-072678—Consórcio
PORTO.CCC—Porto.Comprehensive Cancer Center and by FCT—Fundação para a Ciência e a
Tecnologia/Ministério da Ciência, Tecnologia e Ensino Superior under the project POCI-01-0145-
FEDER-030625. FCT funded the research grants of RC (SFRH/BD/135831/2018).

Institutional Review Board Statement: The study has been approved by the ethics committee at
Centro Hospitalar de Santo António (DEFI 104-17 (093-DEFI/091-CES)).

Informed Consent Statement: Patient consent was waived according to institutional requirements.

Data Availability Statement: All data generated or analyzed during this study are included in this
published article and its Supplementary Materials.

Acknowledgments: The authors acknowledge Bruno Cavadas from the i3S Bioinformatic Platform
for all the TCGA data analyses. The authors acknowledge the i3S Scientific Platform HEMS, which is
a member of the national infrastructure PPBI—Portuguese Platform of Bioimaging (PPBI-POCI-01-
0145-FEDER-022122).

Conflicts of Interest: The authors have declared that no competing interests exist.

References
1. Miller, P.W.; Clarke, D.N.; Weis, W.I.; Lowe, C.J.; Nelson, W.J. The evolutionary origin of epithelial cell-cell adhesion mechanisms.

Curr. Top. Membr. 2013, 72, 267–311. [CrossRef]
2. Larue, L.; Antos, C.; Butz, S.; Huber, O.; Delmas, V.; Dominis, M.; Kemler, R. A role for cadherins in tissue formation. Development

1996, 122, 3185–3194. [CrossRef]

https://www.mdpi.com/article/10.3390/cancers16132298/s1
https://www.mdpi.com/article/10.3390/cancers16132298/s1
https://doi.org/10.1016/B978-0-12-417027-8.00008-8
https://doi.org/10.1242/dev.122.10.3185


Cancers 2024, 16, 2298 17 of 18

3. Saito, M.; Tucker, D.K.; Kohlhorst, D.; Niessen, C.M.; Kowalczyk, A.P. Classical and desmosomal cadherins at a glance. J. Cell Sci.
2012, 125, 2547–2552. [CrossRef]

4. Inuzuka, H.; Redies, C.; Takeichi, M. Differential expression of R- and N-cadherin in neural and mesodermal tissues during early
chicken development. Development 1991, 113, 959–967. [CrossRef]

5. Shimoyama, Y.; Tsujimoto, G.; Kitajima, M.; Natori, M. Identification of three human type-II classic cadherins and frequent
heterophilic interactions between different subclasses of type-II classic cadherins. Biochem. J. 2000, 349, 159–167. [CrossRef]

6. Cavallaro, U.; Christofori, G. Cell adhesion and signalling by cadherins and Ig-CAMs in cancer. Nat. Rev. Cancer 2004, 4, 118–132.
[CrossRef]

7. Niessen, C.M.; Leckband, D.; Yap, A.S. Tissue organization by cadherin adhesion molecules: Dynamic molecular and cellular
mechanisms of morphogenetic regulation. Physiol. Rev. 2011, 91, 691–731. [CrossRef]

8. Ratheesh, A.; Yap, A.S. A bigger picture: Classical cadherins and the dynamic actin cytoskeleton. Nat. Rev. Mol. Cell Biol. 2012, 13,
673–679. [CrossRef]

9. Wheelock, M.J.; Johnson, K.R. Cadherin-mediated cellular signaling. Curr. Opin. Cell Biol. 2003, 15, 509–514. [CrossRef]
10. Vestweber, D. Cadherins in tissue architecture and disease. J. Mol. Med. 2015, 93, 5–11. [CrossRef]
11. Birchmeier, W.; Behrens, J. Cadherin expression in carcinomas: Role in the formation of cell junctions and the prevention of

invasiveness. Biochim. Biophys. Acta 1994, 1198, 11–26. [CrossRef] [PubMed]
12. Bracke, M.E.; Van Roy, F.M.; Mareel, M.M. The E-cadherin/catenin complex in invasion and metastasis. Curr. Top. Microbiol.

Immunol. 1996, 213 Pt 1, 123–161. [CrossRef]
13. Frixen, U.H.; Behrens, J.; Sachs, M.; Eberle, G.; Voss, B.; Warda, A.; Lochner, D.; Birchmeier, W. E-cadherin-mediated cell-cell

adhesion prevents invasiveness of human carcinoma cells. J. Cell Biol. 1991, 113, 173–185. [CrossRef]
14. Paredes, J.; Figueiredo, J.; Albergaria, A.; Oliveira, P.; Carvalho, J.; Ribeiro, A.S.; Caldeira, J.; Costa, A.M.; Simoes-Correia, J.;

Oliveira, M.J.; et al. Epithelial E- and P-cadherins: Role and clinical significance in cancer. Biochim. Biophys. Acta 2012, 1826,
297–311. [CrossRef] [PubMed]

15. Hazan, R.B.; Qiao, R.; Keren, R.; Badano, I.; Suyama, K. Cadherin switch in tumor progression. Ann. N. Y. Acad. Sci. 2004, 1014,
155–163. [CrossRef]

16. Li, H.; Leung, T.C.; Hoffman, S.; Balsamo, J.; Lilien, J. Coordinate regulation of cadherin and integrin function by the chondroitin
sulfate proteoglycan neurocan. J. Cell Biol. 2000, 149, 1275–1288. [CrossRef]

17. Thiery, J.P.; Acloque, H.; Huang, R.Y.; Nieto, M.A. Epithelial-mesenchymal transitions in development and disease. Cell 2009, 139,
871–890. [CrossRef] [PubMed]

18. Tomita, K.; van Bokhoven, A.; van Leenders, G.J.; Ruijter, E.T.; Jansen, C.F.; Bussemakers, M.J.; Schalken, J.A. Cadherin switching
in human prostate cancer progression. Cancer Res. 2000, 60, 3650–3654.

19. Hu, Q.P.; Kuang, J.Y.; Yang, Q.K.; Bian, X.W.; Yu, S.C. Beyond a tumor suppressor: Soluble E-cadherin promotes the progression
of cancer. Int. J. Cancer 2016, 138, 2804–2812. [CrossRef]

20. Lammens, T.; Swerts, K.; Derycke, L.; De Craemer, A.; De Brouwer, S.; De Preter, K.; Van Roy, N.; Vandesompele, J.; Speleman,
F.; Philippe, J.; et al. N-cadherin in neuroblastoma disease: Expression and clinical significance. PLoS ONE 2012, 7, e31206.
[CrossRef]

21. Padmanaban, V.; Krol, I.; Suhail, Y.; Szczerba, B.M.; Aceto, N.; Bader, J.S.; Ewald, A.J. E-cadherin is required for metastasis in
multiple models of breast cancer. Nature 2019, 573, 439–444. [CrossRef]

22. Rodriguez, F.J.; Lewis-Tuffin, L.J.; Anastasiadis, P.Z. E-cadherin’s dark side: Possible role in tumor progression. Biochim. Biophys.
Acta 2012, 1826, 23–31. [CrossRef]

23. Ribeiro, A.S.; Sousa, B.; Carreto, L.; Mendes, N.; Nobre, A.R.; Ricardo, S.; Albergaria, A.; Cameselle-Teijeiro, J.F.; Gerhard, R.;
Soderberg, O.; et al. P-cadherin functional role is dependent on E-cadherin cellular context: A proof of concept using the breast
cancer model. J. Pathol. 2013, 229, 705–718. [CrossRef]

24. Kroger, C.; Afeyan, A.; Mraz, J.; Eaton, E.N.; Reinhardt, F.; Khodor, Y.L.; Thiru, P.; Bierie, B.; Ye, X.; Burge, C.B.; et al. Acquisition
of a hybrid E/M state is essential for tumorigenicity of basal breast cancer cells. Proc. Natl. Acad. Sci. USA 2019, 116, 7353–7362.
[CrossRef]

25. Brown, M.S.; Muller, K.E.; Pattabiraman, D.R. Quantifying the Epithelial-to-Mesenchymal Transition (EMT) from Bench to
Bedside. Cancers 2022, 14, 1138. [CrossRef]

26. Appolloni, I.; Barilari, M.; Caviglia, S.; Gambini, E.; Reisoli, E.; Malatesta, P. A cadherin switch underlies malignancy in high-grade
gliomas. Oncogene 2015, 34, 1991–2002. [CrossRef]

27. Asano, K.; Duntsch, C.D.; Zhou, Q.; Weimar, J.D.; Bordelon, D.; Robertson, J.H.; Pourmotabbed, T. Correlation of N-cadherin
expression in high grade gliomas with tissue invasion. J. Neurooncol. 2004, 70, 3–15. [CrossRef]

28. Noh, M.G.; Oh, S.J.; Ahn, E.J.; Kim, Y.J.; Jung, T.Y.; Jung, S.; Kim, K.K.; Lee, J.H.; Lee, K.H.; Moon, K.S. Prognostic significance of
E-cadherin and N-cadherin expression in Gliomas. BMC Cancer 2017, 17, 583. [CrossRef]

29. Noronha, C.; Ribeiro, A.S.; Taipa, R.; Castro, D.S.; Reis, J.; Faria, C.; Paredes, J. Cadherin Expression and EMT: A Focus on Gliomas.
Biomedicines 2021, 9, 1328. [CrossRef]

30. Alexander, B.M.; Cloughesy, T.F. Adult Glioblastoma. J. Clin. Oncol. 2017, 35, 2402–2409. [CrossRef]
31. Weller, M. Challenges in the diagnoses and treatment of CNS tumors. Neurooncol. Pract. 2019, 6, 329. [CrossRef]

https://doi.org/10.1242/jcs.066654
https://doi.org/10.1242/dev.113.3.959
https://doi.org/10.1042/0264-6021:3490159
https://doi.org/10.1038/nrc1276
https://doi.org/10.1152/physrev.00004.2010
https://doi.org/10.1038/nrm3431
https://doi.org/10.1016/s0955-0674(03)00101-7
https://doi.org/10.1007/s00109-014-1231-5
https://doi.org/10.1016/0304-419x(94)90003-5
https://www.ncbi.nlm.nih.gov/pubmed/8199193
https://doi.org/10.1007/978-3-642-61107-0_9
https://doi.org/10.1083/jcb.113.1.173
https://doi.org/10.1016/j.bbcan.2012.05.002
https://www.ncbi.nlm.nih.gov/pubmed/22613680
https://doi.org/10.1196/annals.1294.016
https://doi.org/10.1083/jcb.149.6.1275
https://doi.org/10.1016/j.cell.2009.11.007
https://www.ncbi.nlm.nih.gov/pubmed/19945376
https://doi.org/10.1002/ijc.29982
https://doi.org/10.1371/journal.pone.0031206
https://doi.org/10.1038/s41586-019-1526-3
https://doi.org/10.1016/j.bbcan.2012.03.002
https://doi.org/10.1002/path.4143
https://doi.org/10.1073/pnas.1812876116
https://doi.org/10.3390/cancers14051138
https://doi.org/10.1038/onc.2014.122
https://doi.org/10.1023/b:neon.0000040811.14908.f2
https://doi.org/10.1186/s12885-017-3591-z
https://doi.org/10.3390/biomedicines9101328
https://doi.org/10.1200/JCO.2017.73.0119
https://doi.org/10.1093/nop/npz044


Cancers 2024, 16, 2298 18 of 18

32. Ostrom, Q.T.; Cioffi, G.; Gittleman, H.; Patil, N.; Waite, K.; Kruchko, C.; Barnholtz-Sloan, J.S. CBTRUS Statistical Report: Primary
Brain and Other Central Nervous System Tumors Diagnosed in the United States in 2012–2016. Neuro Oncol. 2019, 21 (Suppl. S5),
v1–v100. [CrossRef]

33. Weller, M.; Tabatabai, G.; Kastner, B.; Felsberg, J.; Steinbach, J.P.; Wick, A.; Schnell, O.; Hau, P.; Herrlinger, U.; Sabel, M.C.; et al.
MGMT Promoter Methylation Is a Strong Prognostic Biomarker for Benefit from Dose-Intensified Temozolomide Rechallenge in
Progressive Glioblastoma: The DIRECTOR Trial. Clin. Cancer Res. 2015, 21, 2057–2064. [CrossRef]

34. Verhaak, R.G.; Hoadley, K.A.; Purdom, E.; Wang, V.; Qi, Y.; Wilkerson, M.D.; Miller, C.R.; Ding, L.; Golub, T.; Mesirov, J.P.; et al.
Integrated genomic analysis identifies clinically relevant subtypes of glioblastoma characterized by abnormalities in PDGFRA,
IDH1, EGFR, and NF1. Cancer Cell 2010, 17, 98–110. [CrossRef]

35. Nagaishi, M.; Paulus, W.; Brokinkel, B.; Vital, A.; Tanaka, Y.; Nakazato, Y.; Giangaspero, F.; Ohgaki, H. Transcriptional factors
for epithelial-mesenchymal transition are associated with mesenchymal differentiation in gliosarcoma. Brain Pathol. 2012, 22,
670–676. [CrossRef]

36. Wood, M.D.; Reis, G.F.; Reuss, D.E.; Phillips, J.J. Protein Analysis of Glioblastoma Primary and Posttreatment Pairs Suggests a
Mesenchymal Shift at Recurrence. J. Neuropathol. Exp. Neurol. 2016, 75, 925–935. [CrossRef]

37. Asano, K.; Kubo, O.; Tajika, Y.; Huang, M.C.; Takakura, K.; Ebina, K.; Suzuki, S. Expression and role of cadherins in astrocytic
tumors. Brain Tumor Pathol. 1997, 14, 27–33. [CrossRef]

38. Asano, K.; Kubo, O.; Tajika, Y.; Takakura, K.; Suzuki, S. Expression of cadherin and CSF dissemination in malignant astrocytic
tumors. Neurosurg. Rev. 2000, 23, 39–44. [CrossRef]

39. Camand, E.; Peglion, F.; Osmani, N.; Sanson, M.; Etienne-Manneville, S. N-cadherin expression level modulates integrin-mediated
polarity and strongly impacts on the speed and directionality of glial cell migration. J. Cell Sci. 2012, 125, 844–857. [CrossRef]

40. Utsuki, S.; Oka, H.; Miyajima, Y.; Kijima, C.; Yasui, Y.; Fujii, K. Adult cerebellar glioblastoma cases have different characteristics
from supratentorial glioblastoma. Brain Tumor Pathol. 2012, 29, 87–95. [CrossRef]

41. Wu, W.; Tian, Y.; Wan, H.; Ma, J.; Song, Y.; Wang, Y.; Zhang, L. Expression of beta-catenin and E- and N-cadherin in human
brainstem gliomas and clinicopathological correlations. Int. J. Neurosci. 2013, 123, 318–323. [CrossRef]

42. Osuka, S.; Zhu, D.; Zhang, Z.; Li, C.; Stackhouse, C.T.; Sampetrean, O.; Olson, J.J.; Gillespie, G.Y.; Saya, H.; Willey, C.D.; et al.
N-cadherin upregulation mediates adaptive radioresistance in glioblastoma. J. Clin. Investig. 2021, 131, e136098. [CrossRef]

43. Utsuki, S.; Sato, Y.; Oka, H.; Tsuchiya, B.; Suzuki, S.; Fujii, K. Relationship between the expression of E-, N-cadherins and
beta-catenin and tumor grade in astrocytomas. J. Neurooncol. 2002, 57, 187–192. [CrossRef]

44. Bar, J.K.; Zub, L.; Lis-Nawara, A.; Noga, L.; Jelen, M.; Paradowski, B. Expression and Interactions between Cell Adhesion
Molecules CD44v6 and E-Cadherin in Human Gliomas. Adv. Clin. Exp. Med. 2014, 23, 827–834. [CrossRef]

45. Motta, F.J.; Valera, E.T.; Lucio-Eterovic, A.K.; Queiroz, R.G.; Neder, L.; Scrideli, C.A.; Machado, H.R.; Carlotti-Junior, C.G.; Marie,
S.K.; Tone, L.G. Differential expression of E-cadherin gene in human neuroepithelial tumors. Genet. Mol. Res. 2008, 7, 295–304.
[CrossRef]

46. Martins, E.P.; Goncalves, C.S.; Pojo, M.; Carvalho, R.; Ribeiro, A.S.; Miranda-Goncalves, V.; Taipa, R.; Pardal, F.; Pinto, A.A.;
Custodia, C.; et al. Cadherin-3 is a novel oncogenic biomarker with prognostic value in glioblastoma. Mol. Oncol. 2022, 16,
2611–2631. [CrossRef]

47. Brennan, C.W.; Verhaak, R.G.; McKenna, A.; Campos, B.; Noushmehr, H.; Salama, S.R.; Zheng, S.; Chakravarty, D.; Sanborn, J.Z.;
Berman, S.H.; et al. The somatic genomic landscape of glioblastoma. Cell 2013, 155, 462–477. [CrossRef]

48. Stupp, R.; Mason, W.P.; van den Bent, M.J.; Weller, M.; Fisher, B.; Taphoorn, M.J.; Belanger, K.; Brandes, A.A.; Marosi, C.; Bogdahn,
U.; et al. Radiotherapy plus concomitant and adjuvant temozolomide for glioblastoma. N. Engl. J. Med. 2005, 352, 987–996.
[CrossRef]

49. Xie, J.; Feng, Y.; Lin, T.; Huang, X.Y.; Gan, R.H.; Zhao, Y.; Su, B.H.; Ding, L.C.; She, L.; Chen, J.; et al. CDH4 suppresses the
progression of salivary adenoid cystic carcinoma via E-cadherin co-expression. Oncotarget 2016, 7, 82961–82971. [CrossRef]

50. Ma, C.; Zhao, J.Z.; Lin, R.T.; Zhou, L.; Chen, Y.N.; Yu, L.J.; Shi, T.Y.; Wang, M.; Liu, M.M.; Liu, Y.R.; et al. Combined overexpression
of cadherin 6, cadherin 11 and cluster of differentiation 44 is associated with lymph node metastasis and poor prognosis in oral
squamous cell carcinoma. Oncol. Lett. 2018, 15, 9498–9506. [CrossRef]

51. Ribeiro, A.S.; Paredes, J. P-Cadherin Linking Breast Cancer Stem Cells and Invasion: A Promising Marker to Identify an
“Intermediate/Metastable” EMT State. Front. Oncol. 2014, 4, 371. [CrossRef] [PubMed]

52. Lewis-Tuffin, L.J.; Rodriguez, F.; Giannini, C.; Scheithauer, B.; Necela, B.M.; Sarkaria, J.N.; Anastasiadis, P.Z. Misregulated
E-cadherin expression associated with an aggressive brain tumor phenotype. PLoS ONE 2010, 5, e13665. [CrossRef] [PubMed]

53. Rodriguez, M.; Aladowicz, E.; Lanfrancone, L.; Goding, C.R. Tbx3 represses E-cadherin expression and enhances melanoma
invasiveness. Cancer Res. 2008, 68, 7872–7881. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1093/neuonc/noz150
https://doi.org/10.1158/1078-0432.CCR-14-2737
https://doi.org/10.1016/j.ccr.2009.12.020
https://doi.org/10.1111/j.1750-3639.2012.00571.x
https://doi.org/10.1093/jnen/nlw068
https://doi.org/10.1007/BF02478865
https://doi.org/10.1007/s101430050030
https://doi.org/10.1242/jcs.087668
https://doi.org/10.1007/s10014-011-0070-0
https://doi.org/10.3109/00207454.2012.758123
https://doi.org/10.1172/JCI136098
https://doi.org/10.1023/a:1015720220602
https://doi.org/10.17219/acem/37261
https://doi.org/10.4238/vol7-2gmr424
https://doi.org/10.1002/1878-0261.13162
https://doi.org/10.1016/j.cell.2013.09.034
https://doi.org/10.1056/NEJMoa043330
https://doi.org/10.18632/oncotarget.12821
https://doi.org/10.3892/ol.2018.8509
https://doi.org/10.3389/fonc.2014.00371
https://www.ncbi.nlm.nih.gov/pubmed/25601904
https://doi.org/10.1371/journal.pone.0013665
https://www.ncbi.nlm.nih.gov/pubmed/21060868
https://doi.org/10.1158/0008-5472.CAN-08-0301
https://www.ncbi.nlm.nih.gov/pubmed/18829543

	Introduction 
	Materials and Methods 
	Patients and Materials 
	Neuropathological Evaluation 
	Immunohistochemical Staining 
	Data Mining from Publicly Available Datasets 
	Statistics 

	Results 
	Clinical and Neuropathological Characteristics of Glioblastoma Series 
	Cadherins’ Expression Associated with Clinical, Imaging and Neuropathological GBM Features 
	Cadherins’ Co-Expression Profiles Improve the Identification of GBM Subgroups 
	Cadherins Expression Profiles Define GBM Patients’ Prognosis 

	Discussion 
	Conclusions 
	References

