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ABSTRACT

Recent studies have reported that Helicobacter pylori (H. pylori) persistent infection and gastric atrophy 
development were associated with genetic polymorphisms of cytokines. This study aimed to determine 
possible associations of host genotypes with the seropositivity of anti-H. pylori IgG and anti-CagA IgG, 
as well as gastric atrophy measured with serum pepsinogens (PG) among an Uzbek population. Subjects 
were 84 patients with peptic ulcer disease, 35 with other miscellaneous diseases, and 48 healthy persons, 
for a total of 167 participants. Using a polymerase chain reaction with confronting two-pair primers, their 
DNA was genotyped for polymorphisms of interleukins (IL) (IL-1B C-31T, IL-2 T-330G, IL-4 C-33T, 
IL-8 T-251A, IL-10 T-819C, and IL-13 C-1111T) and tumor necrosis factor A (TNF-A) (C-857T and 
T-1031C). Among 167 participants, 124 (74.9%) were anti-H. pylori IgG seropositive, 142 (85.6%) were 
anti-CagA IgG seropositive, and 44 (26.3%) exhibited gastric atrophy (PG1<70 ng/ml and PG1/PG2<3). 
The adjusted odds ratio (OR) of IL-4 -33CT for anti-H. pylori IgG seropositivity was significant; OR=2.33 
(95% confidence interval (CI), 1.04–5.19), relative to -33CC. In addition, those with TNF-A-1031TC had 
a significantly increased risk for anti-H. pylori IgG seropositivity; OR=2.82 (95%CI, 1.05–7.57), relative 
to -1031TT. No alleles were associated with the risk of anti-CagA IgG seropositivity or gastric atrophy. 
The significant associations with cytokine polymorphisms indicated that genetic traits might play a role 
in the persistent infection of H. pylori among Uzbeks. In addition to confirming the above associations, 
lifestyle interactions with the genotypes also remain to be elucidated.  
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INTRODUCTION

Helicobacter pylori (H. pylori) infection plays a key role in the pathogenesis of gastric 
diseases, including stomach cancer.1) Two thirds of world populations are reportedly infected,2) 
but only some of them actually develop H. pylori-associated diseases. CagA–positive strains are 
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associated with a higher degree of gastric mucosal damage, inducing an immune response.3-5) It 
seems reasonable to assume that the degree of immunological response corresponds to the levels 
of mucosal inflammation, which could influence the conditions conducive to persistent H. pylori 
infection and subsequent gastric atrophy. The inflammatory process is regulated by biological 
mediators including cytokines produced by epithelial cells. H. pylori secretes several factors that 
contribute to the inflammatory process by stimulating the release of cytokines such as interleukins 
(IL) and tumor necrosis factor (TNF)-a, with the difference in the amount of cytokines produced 
possibly accounting for the varying clinical presentations of H. pylori infection.6-17) 

Since cytokine production is regulated partly at the transcriptional level,18,19) functional 
polymorphisms in the promoter region could act as potential determinants of H. pylori infection 
susceptibility and its outcomes.20,21) In the present study, polymorphisms of relevant cytokines 
were evaluated in an Uzbek population along with their associations with anti-H. pylori and 
anti-CagA seropositivity, as well as with gastric atrophy (GA) measured with serum pepsinogen 
(PG), were examined.

MATERIALS AND METHODS

Study subjects
Subjects were participants in a case-control study of digestive ulcers among 167 ethnic Uzbeks 

(89 males and 78 females), including 84 with a definitive diagnosis of peptic ulcer disease (PUD) 
(77 with duodenal ulcer and 7 with gastric ulcer), 35 with other miscellaneous diseases (14 
with acute appendicitis, 17 with acute cholecystitis, and 4 with hernia) and 48 healthy subjects 
(students and staff), with subjects divided into three groups according to  recruitment sources.22) 
Blood samples were obtained between January and March 2007 in the Republic Research Center 
of Emergency Medicine, Tashkent, Uzbekistan, after informed consent was obtained. The samples 
were immediately stored at –20°C until analysis. None of the participants enrolled in the study 
had been treated for PUD before enrollment, and none were under medication with non-steroid 
anti-inflammatory drugs.

Laboratory tests
Anti-H. pylori and anti-CagA IgG antibodies were measured by enzyme-linked immunosorbent 

assay (ELISA). E-plate Eiken H. pylori antibody (Eiken Chemical Co., Ltd., Tokyo, Japan) and 
CagA IgG EIA WELL (Radim SpA, Rome, Italy), respectively, were used. Serum PG1 and PG2 
were measured by chemiluminescent enzyme immunoassay (CLEIA). Gastric mucosal atrophy 
was categorized as “none” (PG1≥70 ng/ml or PG1/PG2≥3), or “positive” (PG1<70 ng/ml and 
PG1/PG2<3).

Genotyping
DNA was extracted from a heparinized buffy coat with a BioRobot M48 Workstation (QIA-

GEN Group, Tokyo). All cytokine polymorphisms (IL-1B C-31T, IL-2 T-330G, IL-4 C-33T, IL-8 
T-251A, IL-10 T-819C, IL-13 C-1111T, TNF-A C-857T, and TNF-A T-1031C) were genotyped 
using a polymerase chain reaction with confronting two-pair primers (PCR-CTPP), as described 
in the previous studies.23-26)

Statistical analysis
Statistical analysis was conducted using SPSS 11.0. Logistic regression analysis was applied 

for the estimation of odds ratios (OR) and 95% confidence intervals (CI). The Hardy-Weinberg 
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equilibrium was examined with a chi-square test. Age, sex, and recruitment source (three subject 
groups) were adjusted to exclude any potential confounding. 

The study was approved by the local medical authority in Uzbekistan and the Ethics Com-
mittee of Nagoya University, Graduate School of Medicine (approval number 459).

RESULTS

Table 1 shows the seropositivity for anti-H. pylori antibody and anti-CagA antibody, as well 
as those with GA. The mean age for all participants was 37.9 years, ranging from 15 to 86 
years. One-hundred-twenty-five samples (74.9%) were positive for anti-H. pylori antibody and 
143 (85.6%) for anti-CagA antibody. GA was found in 44 cases (26.3%). Anti-H. pylori IgG 
seropositivity was higher among women (80.8%) than men (69.7%), though roughly the same 
prevalence of anti-CagA IgG seropositivity and GA were found in both sexes. Anti-H. pylori 

Table 1 � Seropositive subjects for anti-H. pylori (Hp) and anti-CagA, and those with gastric atrophy* (GA), 
according to sex and subject recruitment source

Characteristics N Mean age (range) Hp (%) CagA (%) GA(%)

Sex
Males 89 37.3 (16–75) 62 (69.7) 78 (87.6) 24 (27.0)
Females 78 38.7 (15–86) 63 (80.8) 65 (83.3) 20 (25.6)

Recruitment source 
PUD 84 42.9 (16–86)    59 (70.2) 77 (91.7) 19 (22.6)
Non–PUD 35 36.7 (17–75) 27 (77.1) 26 (74.3)  9 (25.7)
Healthy 48 30.3 (15–58) 39 (81.3) 40 (83.3) 16 (33.3)

* Gastric atrophy was defined with PG1<70 ng/ml and PG1/PG2<3.

Table 2 � Genotype distribution, allele frequency, and p value of Hardy-Weinberg equilibrium for selected cytokine 
polymorphisms

Polymorphism            Genotype distribution (%) Allele frequency c2 p

TT CT CC T C
IL-1B C-31T 49 (29.5) 78 (47.0) 39 (23.5) 0.530 0.470 0.536 0.464

TT TG GG T G
IL-2 T-330G 57 (34.3) 82 (49.4) 27 (16.3) 0.590 0.410 0.075 0.784

CC CT TT C T
IL-4 C-33T 57 (34.3) 88 (53.0) 21 (12.7) 0.608 0.392 2.103 0.147

TT TA AA T A
IL-8 T-251A 56 (33.7) 69 (41.6) 41 (24.7) 0.545 0.455 4.347 0.037

CC CT TT C T
IL-10 T-819C 64 (38.6) 79 (47.5) 23 (13.9) 0.623 0.377 0.031 0.860

CC CT TT C T
IL-13 C-1111T 90 (54.2) 70 (42.2) 6 (3.6) 0.753 0.247 2.966 0.085

CC CT TT C T
TNF-A C-857T 110 (66.4) 53 (31.9) 3 (1.8) 0.822 0.178 1.419 0.234

TT TC CC T C
TNF-A T-1031C 115 (69.3) 47 (28.3) 4 (2.4) 0.834 0.166 0.097 0.755
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Table 3  Age, sex and subject group adjusted odds ratio (OR) and 95% confidence interval (CI) of genotypes 
for anti-H. pylori (Hp) antibody and anti-CagA antibody, and gastric atrophy 

Genotype
  Anti-Hp antibody     Anti-CagA antibody     Gastric atrophy  

N (%) OR (95% CI) N (%) OR (95% CI) N (%) OR (95% CI) 
IL-1B C–31T
TT 39 (31.5) 1 (Reference) 44 (31.0) 1 (Reference) 11 (25.0) 1 (Reference) 
CT 55 (44.4) 1.01 (0.35-2.95) 64 (45.1) 0.52 (0.17-1.59) 22 (50.0) 1.39 (0.58-3.34) 
CC 30 (24.1) 0.59 (0.25-1.39) 34 (23.9) 0.66 (0.16-2.76) 11 (25.0) 1.49 (0.52-4.27) 
CT+CC 85 (68.5) 0.69 (0.31-1.57) 98 (69.0) 0.58 (0.19-1.69) 33 (75.0) 1.41 (0.62-3.19) 

IL-2 T-330G 
TT 40 (32.3) 1 (Reference) 45 (31.7) 1 (Reference) 13 (29.5) 1 (Reference) 
TG 61 (49.2) 1.34 (0.62-2.91) 73 (51.4) 2.43 (0.90-6.56) 24 (54.5) 1.57 (0.69-3.54) 
GG 23 (18.5) 2.29 (0.65-8.19) 24 (16.9) 2.18 (0.51-9.36) 7 (15.9) 1.86 (0.49-6.91) 
TG+GG 84 (67.7) 1.44 (0.69-2.99) 97 (68.3) 2.41 (0.97-5.99) 31 (70.4) 1.50 (0.69-3.29) 

IL-4 C-33T 
CC 39 (31.4) 1 (Reference) 51 (35.9) 1 (Reference) 16 (36.4) 1 (Reference) 

CT 72 (58.1) 2.33 (1.04-5.19) 75 (52.8) 0.62 (0.21-1.83) 21 (47.7) 0.71 (0.31-1.59) 
TT 13 (10.5) 0.92 (0.29-2.92) 16 (11.3) 0.37 (0.09-1.53) 7 (15.9) 0.86 (0.26-2.87) 
TT+CT 85 (68.6) 1.81 (0.86-3.78) 91 (64.1) 0.56 (0.20-1.54) 28 (63.6) 0.81 (0.37-1.73) 

IL-8 T-251A 
TT 42 (33.9) 1 (Reference) 48 (33.8) 1 (Reference) 12 (27.3) 1 (Reference) 
TA 55 (44.3) 1.27 (0.53-3.02) 61 (43.0) 1.22 (0.41-3.69) 22 (50.0) 1.64 (0.68-3.96) 
AA 27 (21.8) 0.59 (0.23-1.48) 33 (23.2) 0.69 (0.23-2.17) 10 (22.7) 1.13 (0.41-3.13) 
TA+AA 82 (66.1) 0.97 (0.46-2.06) 94 (66.2) 1.00 (0.39-2.57) 32 (72.7) 1.44 (0.65-3.19) 

IL-10 T-819C 
CC 47 (37.9) 1 (Reference) 53 (37.3) 1 (Reference) 13 (29.5) 1 (Reference) 
CT 62 (50.0) 1.38 (0.62-3.07) 71 (50.0) 1.67 (0.61-4.59) 23 (52.3) 1.75 (0.77-3.99) 
TT 15 (12.1) 0.54 (0.18-1.61) 18 (12.7) 0.61 (0.17-2.18) 8 (18.2) 1.78 (0.58-5.48) 
CT+TT 77 (62.1) 1.13 (0.55-2.35) 89 (62.7) 1.32 (0.54-3.23) 31 (70.5) 1.67 (0.77-3.62) 

IL-13 C-1111T 
CC 66 (53.3) 1 (Reference) 78 (54.9) 1 (Reference) 22 (50.0) 1 (Reference) 
CT 52 (41.9) 0.96 (0.46-2.00) 58 (40.9) 0.71 (0.28-1.78) 20 (45.5) 0.97 (0.46-2.06) 
TT 6 (4.8) not calculated 6 (4.2) not calculated 2 (4.5) 2.95 (0.36-24.35) 
CT+TT 58 (46.7) 1.09 (0.52-2.25) 64 (45.1) 0.81 (0.33-2.02) 22 (50.0) 0.99 (0.48-2.08) 

TNF-A C-857T 
CC 79 (63.7) 1 (Reference) 90 (63.4) 1 (Reference) 29 (65.9) 1 (Reference) 
CT 44 (35.5) 2.06 (0.88-4.79) 50 (35.2) 3.22 (0.89-11.58) 15 (34.1) 0.95 (0.43-2.07) 
TT  1 (0.8) 0.34 (0.03-4.22) 2 (1.4) 0.42 (0.03-5.70) 0 (0) not calculated 
CT+TT 45 (36.3) 1.75 (0.79-3.87) 52 (36.6) 2.57 (0.81-8.06) 15 (34.1) 0.89 (0.41-1.94) 

TNF-A T-1031Ｃ
TT 82 (66.1) 1 (Reference) 97 (68.3) 1 (Reference) 29 (65.9) 1 (Reference) 

TC 41 (33.1) 2.82 (1.05-7.57) 44 (31.0) 3.22 (0.85-12.19) 15 (34.1) 1.17 (0.52-2.62) 

CC  1 (0.8) 0.12 (0.01-1.25)  1 (0.7) 0.10 (0.01-1.16) 0 (0) not calculated 
TC+CC 41 (33.9) 1.93 (0.82-4.55) 45 (31.7) 1.72 (0.59-4.91) 15 (34.1) 1.01 (0.46-2.26) 

Underlined ORs are statistically significant (p <0.05) 

Table 3 � Age, sex and subject group adjusted odds ratio (OR) and 95% confidence interval (CI) of genotypes 
for anti-H. pylori (Hp) antibody and anti-CagA antibody, and gastric atrophy
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antibody-positive and GA were the most common among the healthy volunteers, although they 
were the youngest as a group. The anti-CagA antibody-positive was found to be the most 
prevalent in the PUD group. The difference in seropositivity between anti-H. pylori antibody 
and anti-CagA antibody in the PUD group was 21.5%. Table 2 shows genotype distributions 
and allele frequencies, as well as p values for a Hardy-Weinberg equilibrium test. All genotype 
distributions except for IL-8 T-251A (p<0.05) were in a Hardy-Weinberg equilibrium. 

As Table 3 shows, the IL-4 -33CT genotype was significantly associated with anti-H. pylori 
seropositivity; OR=2.33 (95% CI, 1.04–5.19) relative to -33CC, although the OR of -33CT/
TT relative to -33CC was not significant. TNF-A -1031TC heterozygotes posed a significantly 
high risk for anti-H. pylori seropositivity relative to -1031TT; OR=2.82 (95% CI, 1.05–7.57). 
Similarly, the OR of -1031TC/CC relative to -1031TT was not significant. No other genotypes 
were significantly associated with the risks of anti-H. pylori– seropositive, anti-CagA–seropositive, 
or gastric atrophy.

DISCUSSION

The present study revealed that the enrolled Uzbek subjects were highly infected with CagA-
positive H. pylori strains. Among the eight polymorphisms, IL-4 C-33T and TNF-A T-1031C 
were significantly associated with the anti-H. pylori antibody. Such significant associations were 
observed only for the heterozygotes of both polymorphisms relative to the major homozygotes; 
when the minor homozygotes were included the OR became insignificant. No polymorphisms 
were associated with anti-CagA antibody or GA. All genotypes except IL-8 T-251A were in a 
Hardy-Weinberg disequilibrium. When the p value for IL-8 T-251A (0.037) was corrected for a 
multiple comparison with the Bonferroni method, it was not found to be significant (0.037 × 8 
= 0.296 > 0.05). 

IL-4 has been considered to inhibit H. pylori infection and gastric atrophy by decreasing the 
serum level of IFN-γ, which plays an important role in Th1 immune responses.16) Nakashima 
et al. found a high expression level of IL-4 protein among the population with a TT genotype 
of IL-4 C-33T.27) A significant association between IL-4 -33CT and H. pylori–induced atrophic 
gastritis was reported.24) Our study found that H. pylori seropositivity was associated with that 
same genotype. These data clearly indicate that IL-4-33CT genotype contributes to infection 
persistence and a further development of H. pylori–induced mucosal atrophy.

Our data also revealed that TNF-A -1031CT genotype carriers pose about a three–fold higher 
risk for H. pylori seropositive prevalence. These findings agreed with those in other research 
groups, who have noted a decreased OR for anti-H. pylori seropresence among TNF-A -1031CC 
genotype carriers26) and lower seroprevalence of H. pylori in males with -1031 C allele than 
with T allele.28) Contradictory data on TNF-A T-1031C polymorphism and the level of TNF-α 
production were published. Lu et al reported that the severity of H. pylori–induced inflammation 
was determined by TNF-A-1031C and/or -863A carriers.29) High levels of TNF-α were found to 
be determined by -857T or -1031C alleles in an in vitro study.30) 

Among Brazilian subjects31) the IL-1B C-31T genotype was not associated with H. pylori 
seropositivity, however in the Japanese population it showed an association.32) The G allele of 
IL-2 T-330G was related to a lower risk of H. pylori infection in Brazilians and gastric atrophy 
in Japanese.24,31) Those with IL-8 -251TT and IL-10 -819TT were reported to be at a low risk 
of H. pylori seropositivity.25) IL-13 C-1111T was not associated with H. pylori infection, but 
was associated with the presence of gastric atrophy.24) Although TNF-A C-857T was associated 
with H. pylori seropositivity,32) however other studies showed no association.26,28) In our study, 
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loci of the cytokines IL-1B C-31T, IL-2 T-330G, IL-8 T-251A, IL-10 T-819C, IL-13 C-1111T, 
and TNF-A C-857T were not individually associated with persistent H. pylori infection itself, 
nor with CagA carrying strains nor gastric atrophy in Uzbeks.

There were several limitations in this study. First, it was conducted using data from a case-
control study on digestive ulcers, in which about half of the study subjects were patients with 
PUD. Although three subject groups (PUD patients, those with other miscellaneous diseases, and 
healthy volunteers) were adjusted, the associations reflected mainly those among PUD patients. 
A second limitation was the number of subjects. Since large–scale studies in Uzbekistan have 
proved difficult, the current study size was most feasible. Finally, the abnormally high infection 
rate reduced the study’s statistical power.

In summary, IL-4 C-33T and TNF-A 1031 might be ones of the host factors determining 
the persistence of H. pylori infection in Uzbeks. The suboptimal secretions of IL-4 and TNF-α 
that do not cause an acute response or elimination probably promote the long–term chronic 
inflammation favorable for infection. To confirm these associations, further studies with a large 
sample should be conducted, as well as biological studies of the gene expressions and roles of 
molecules in the regulatory mechanisms for the underlying persistent infection. 

ACKNOWLEDGEMENTS

The authors wish to thank all the staff members involved in this study and are especially 
grateful to Ms. Yoko Mitsuda for her technical assistance. This work was supported in part by 
a Grant-in-Aid for Scientific Research on Special Priority Areas of Cancer from the Japanese 
Ministry of Education, Culture, Sports, Science and Technology. One author (S.A.) was supported 
by a scholarship from the Novartis Foundation and the “Epidemiological and Clinical Research 
Information Network” (ECRIN).

REFERENCES

  1)	 Labenz J. Borsch G. Evidence for the essential role of Helicobacter pylori in gastric ulcer disease. Gut, 
1994; 35: 19–22.

  2)	 Suerbaum S, Michetti P. Helicobacter pylori infection. N Engl J Med, 2002; 347: 1175–1186.
  3)	 Crabtree JE, Farmery SM. Helicobacter pylori and gastric mucosal cytokines: evidence that CagA-positive 

strains are more virulent. Lab Invest, 1995; 73: 742–745.
  4)	 Censini S, Lange C, Xiang Z, Crabtree JE, Ghiara P, Borodovsky M, Rappuoli R, Covacci A. CagA 

pathogenicity island of Helicobacter pylori, encodes type I-specific and disease-associated virulence factors. 
Proc Natl Acad Sci USA, 1996; 93: 14648–14653.

  5)	 Peek RM, Miller GG, Tham KT, Perez-Perez GI, Zhao X, Atherton JC, Blaser MJ. Heightened inflamma-
tory response and cytokine expression in vivo to CagA+ Helicobacter pylori strains. Lab Invest, 1995; 71: 
760–770.

  6)	 Rad R, Dossumbekova A, Neu B, Lang R, Bauer S, Saur D, Gerhard M, Prinz C. Cytokine gene polymor-
phisms influence mucosal cytokine expression, gastric inflammation, and host specific colonization during 
Helicobacter pylori infection. Gut, 2004; 53: 1082–1089.

  7)	 Vilaichone RK, Mahachai V, Tumwasorn S, Wu JY, Graham DY, Yamaoka Y. Gastric mucosal cytokine 
levels in relation to host interleukin-1 polymorphisms and Helicobacter pylori CagA genotype. Scand J 
Gastroenterol, 2005; 40: 530–539.

  8)	 El-Omar EM. The importance of interleukin 1b in Helicobacter pylori associated disease. Gut, 2001; 48: 
743–748.

  9)	 Yamaoka Y, Kita M, Kodama T, Sawai N, Kashima K, Imanishi J. Induction of various cytokines and 
development of severe mucosal inflammation by CagA gene positive Helicobacter pylori strains. Gut, 1997; 
41: 442–451.



172

Shavkat Abdiev et al.

10)	 Crabtree JE, Shallcross TM, Heatley RV, Wyatt JI. Mucosal tumour necrosis factor alpha and interleukin-6 
in patients with Helicobacter pylori associated gastritis. Gut, 1991; 32: 1473–1477.

11)	 Crabtree JE, Peichl P, Wyatt JI, Stachl U, Lindley IJ. Gastric interleukin-8 and IgA IL-8 autoantibodies in 
Helicobacter pylori infection. Scand J Immunol, 1993; 37: 65–70.

12)	 Crabtree JE, Covacci A, Farmery SM, Xiang Z, Tompkins DS, Perry S, Lindley IJ, Rappudi R. Helicobacter 
pylori induced interleukin-8 expression in gastric epithelial cells is associated with CagA positive phenotype. 
J Clin Pathol, 1995; 48: 41–45.

13)	 Crabtree JE, Lindley JJ. Mucosal interleukin-8 and Helicobacter pylori-associated gastroduodenal disease. 
Eur J Gastroenterol Hepatol, 1994; 6: 33–38.

14)	 Bamford KB, Fan X, Growe SE, Leary JF, Gourley WK, Luthra GK, Brooks EG, Graham DY, Reyes 
VE, Ernst PB. Lymphocytes in the human gastric mucosa during Helicobacter pylori have a T helper 1 
phenotype. Gastroenterology, 1998; 114: 482–492.

15)	 Padol IT, Hunt RH. Effect of Th1 cytokines on acid secretion in pharmacologically characterized mouse 
gastric glands. Gut, 2004; 53: 1075–1081.

16)	 Vercelli D, Jabara HH, Lauener RP, Geha RS. IL-4 inhibits the synthesis of IFN-gamma and induces the 
synthesis of IgE in human mixed lymphocyte cultures. J Immunol, 1990; 144: 570–573.

17)	 Strieter RM, Kunkel SL, Bone RC. Role of tumor necrosis factor-alpha in disease states and inflammation. 
Crit Care Med, 1993; 21: 447–463.

18)	 Wilson AG, Symons JA, McDowell TL, McDevitt HO, Duff GW. Effects of a polymorphism in the human 
tumor necrosis factor alpha promoter on transcriptional activation. Proc Natl Acad Sci USA, 1997; 94: 
3195–3199.

19)	 Sariban E, Imamura K, Luebbers R, Kufe D. Transcriptional and posttranscriptional regulation of tumor 
necrosis factor gene expression in human monocytes. J Clin Invest, 1988; 81: 1506–1510.

20)	 Yea SS, Yang Y-I, Jang WH, Lee YJ, Bae H-S, Paik K-H. Association between TNF-A promoter polymor-
phism and Helicobacter pylori CagA subtype infection. J Clin Pathol, 2001; 54: 703–706.

21)	 Zambon CF, Basso D, Navaglia F, Belluco C, Falda A, Fogar P, Greco E, Gallo N, Rugge M, Di Mario 
F, Plebani M. Pro- and anti-inflammatory cytokines gene polymorphisms and Helicobacter pylori infection: 
interactions influence outcome. Cytokine, 2005; 29: 141–152.

22)	 Abdiev S, Ahn KS, Rahimov B, Bahramov S, Malikov YR, Khadjibaev AM, Kurbanov F, Hamajima N. 
Helicobacter pylori infection and peptic ulcer disease in Uzbekistan. Helicobacter, 2008; 13: 304–305.

23)	 Hamajima N, Saito T, Matsuo K, Kozaki K, Takahashi T, Tajima K. Polymerase chain reaction with 
confronting two-pair primers for polymorphism genotyping. Jpn J Cancer Res, 2000; 91: 865–868.

24)	 Togawa S, Joh T, Itoh M, Katsuda N, Ito H, Matsuo K, Tajima K, Hamajima N. Interleukin-2 gene poly-
morphisms associated with increased risk of gastric atrophy from Helicobacter pylori infection. Helicobacter, 
2005; 10: 172–178.

25)	 Hamajima N, Katsuda N, Matsuo K, Saito T, Hirose K, Inoue M, Zaki T, Tajima K, Tominaga S. High 
anti-Helicobacter pylori antibody seropositivity associated with the combination of IL-8-251TT and IL-10-
819TT genotypes. Helicobacter, 2003; 8: 105–110.

26)	 Hamajima N, Shibata A, Katsuda N, Mori S, Ito H, Matsuo K, Tajima K, Tominaga S.  Subjects with 
TNF-A-857TT and -1031TT genotypes showed the highest Helicobacter pylori seropositive rate compared 
with those with other genotypes. Gastric Cancer, 2003; 6: 230–236.

27)	 Nakashima H, Miyake K, Inoue Y, Shimizu S, Akahoshi M, Tanaka Y, Otsuka T, Harada M. Association 
between IL-4 genotype and IL-4 production in the Japanese population. Gene Immun, 2002; 3: 107–109.

28)	 Atsuta Y, Ito LS, Oba-Shinjo SM, Uno M, Shinjo SK, Marie SK, Goto Y, Hamajima N. Associations of 
TNF-A-1031TT and -857TT genotypes with Helicobacter pylori seropositivity and gastric atrophy among 
Japanese Brazilians. Int J Clin Oncol, 2006; 11: 140–145. 

29)	 Lu CC, Sheu BS, Chen TW, Yang HB, Hung KH, Kao AW, Chuang CH, Wu JJ. Host TNF-A-1031 and 
-863 promoter single nucleotide polymorphisms determine the risk of benign ulceration after Helicobacter 
pylori infection. Am J Gastroenterol, 2005; 100: 1274–1282.

30)	 Higuchi T, Seki N, Kamizono S, Yamada A, Kimura A, Kato H, ltoh K. Polymorphism of the 5_-flanking 
region of the human tumor necrosis factor (TNF)-alpha gene in Japanese. Tissue Antigens, 1998; 51: 
605–612.

31)	 Queiroz DM, Saraiva IE, Rocha GA, Rocha AM, Gomes LI, Melo FF, Bittencourt PF. IL2-330G polymorphic 
allele is associated with decreased risk of Helicobacter pylori infection in adulthood. Microbes Infect, 2009; 
11: 980–987.

32)	 Saijo Y, Yoshioka E, Fukui T, Kawaharada M, Sata F, Sato H, Kishi R. Helicobacter pylori seropositivity 
and cytokine gene polymorphisms. World J Gastroenterol, 2007; 13: 4445–4451.


