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In the above-mentioned article, the CASTf × 13Rm data set that is presented originated from thewrongmouse strain, like-
ly due to amix-up duringmouse husbandry or at the time of tissue collection. This error does not affect the conclusions of
the study, and the correct CAST×13R data set is now available in GEO under accession number GSE75419. All other
strains and hybrids used in this study have been verified to be of the correct genetic backgrounds. The CASTf × 13Rm
data have been removed from the article online, and the multistrain comparisons in Figures 2A, 4A, and 5; Supplemental
Figures S5A, S9, S12, and S17A; and Supplemental Tables S4 and S5 have been revised in the article online and in the
Supplemental Material to omit these data. The authors thank Dr. Julien Joseph and Dr. Laurent Duret for alerting
them to this error.
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