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Simple Summary: Triple-negative breast cancer (TNBC) is characterized by the absence of estrogen
receptors, progesterone receptors, and human epidermal receptors. This lack of receptors renders
TNBC unsuitable for targeted-based treatment, making it the most fatal and aggressive subtype
of breast cancer. TNBC has a greater relapse rate, worse prognosis, and increased metastasis rate
compared to non-TNBC because of its tendency to resist apoptosis, a programmed cell death triggered
by most chemotherapeutic drugs, producing anticancer efficacy. This work describes two new drugs,
TPH104c, and TPH104m, that induce a non-apoptotic form of cell death in TNBC. The incubation of
TNBC cells with TPH104c or TPH104m causes cellular expansion and rupture without producing
apoptotic characteristics, such as nuclear fragmentation, apoptotic blebbing, or caspase activation.
TPH104c and TPH104m decreased the mitochondrial protein, division regulator, and dynamin-related
protein 1 (DRP1). The level of DRP1 in TNBC cells affects the magnitude of cytotoxicity produced by
TPH104c and TPH104m.

Abstract: Apoptosis induction with taxanes or anthracyclines is the primary therapy for TNBC.
Cancer cells can develop resistance to anticancer drugs, causing them to recur and metastasize.
Therefore, non-apoptotic cell death inducers could be a potential treatment to circumvent apoptotic
drug resistance. In this study, we discovered two novel compounds, TPH104c and TPH104m, which
induced non-apoptotic cell death in TNBC cells. These lead compounds were 15- to 30-fold more
selective in TNBC cell lines and significantly decreased the proliferation of TNBC cells compared
to that of normal mammary epithelial cell lines. TPH104c and TPH104m induced a unique type
of non-apoptotic cell death, characterized by the absence of cellular shrinkage and the absence of
nuclear fragmentation and apoptotic blebs. Although TPH104c and TPH104m induced the loss of the
mitochondrial membrane potential, TPH104c- and TPH104m-induced cell death did not increase the
levels of cytochrome c and intracellular reactive oxygen species (ROS) and caspase activation, and
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cell death was not rescued by incubating cells with the pan-caspase inhibitor, carbobenzoxy-valyl-
alanyl-aspartyl-[O-methyl]-fluoromethylketone (Z-VAD-FMK). Furthermore, TPH104c and TPH104m
significantly downregulated the expression of the mitochondrial fission protein, DRP1, and their
levels determined their cytotoxic efficacy. Overall, TPH104c and TPH104m induced non-apoptotic
cell death, and further determination of their cell death mechanisms will aid in the development of
new potent and efficacious anticancer drugs to treat TNBC.

Keywords: triple-negative breast cancer; multidrug resistance; non-apoptotic cell death; thienopyrimidines;
mitochondrial membrane potential; dynamin-related protein 1 (DRP1)

1. Introduction

Triple-negative breast cancer (TNBC) is a subtype of breast cancer that does not ex-
press estrogen, progesterone, and HER2 receptors and accounts for 15–20% of breast cancer
cases [1]. TNBC exhibits a wide range of morphological, genetic, and clinical variations,
and has significant aggressive characteristics [2,3]. TNBC patients have a worse survival
rate than non-TNBC patients due to a poorer prognosis and a greater recurrence rate [4,5].
Furthermore, TNBC cannot be treated with hormonal therapy, such as selective estrogen
receptor modulators (SERMS), HER2 antagonists, or aromatase inhibitors, which limits
treatment options [6]. Currently, there are only limited combinations of immunotherapy and
chemotherapy for the treatment of metastatic TNBC (mTNBC). These include atezolizumab
(Tecentriq) in combination with nab-paclitaxel and pembrozulizumab (Keytruda) and in
combination with paclitaxel-carboplatin, doxorubicin-cyclophosphamide, or epirubicin-
cyclophosphamide [7–10]. Similarly, sacituzumab govitecan (Trodelvy) has been approved
for patients previously treated for mTNBC with two targeted therapies, and talazoparib
(Talzenna) and olaparib (Lynparza) have been approved for mTNBC that contain germline
BRCA mutations [11]. Nevertheless, over the past three decades, neoadjuvant anthracy-
clines, such as doxorubicin and epirubicin, and taxane-based chemotherapeutic regimens,
such as paclitaxel and docetaxel, are still the main therapeutic options for patients with
early stage TNBC and higher mortality risk [12–14]. Although TNBC patients initially have
a therapeutic response to chemotherapy, treatment eventually becomes ineffective after
the tumor metastasizes or becomes resistant to chemotherapy [13]. Therefore, treatment
will not be therapeutically optimal due to an increase in chemoresistance as well as the
occurrence of severe toxicity [15–17].

Resistance to anticancer drugs can be produced by various mechanisms, such as (1) in-
creased expression of certain ATP-binding cassette (ABC) and other efflux transporters [18],
(2) resistance to or evasion of apoptosis [19], (3) impairment or decrease in anticancer drug
uptake into cells [20], (4) increased DNA damage response and repair [21], (5) increased
tolerance of cancer cells to a stressful or non-homeostatic tumor microenvironment [22],
(6) mutations in drug targets that significantly decrease or abrogate the interaction of drugs
with their cellular targets [23], (7) sequestration of drugs by certain cellular organelles,
which decreases the amount of drug that can interact with their cellular target(s) [24–26],
and (8) increased systemic or intracellular metabolism of drugs to less efficacious or inactive
metabolites [27]. Currently, there is an urgent demand for novel anticancer therapies that
can circumvent resistance in cancer cells.

Recently, there has been an increase in the discovery and development of anticancer
treatments that induce cancer cell death by mechanisms independent of apoptosis, also
known as non-apoptotic cell death, which can surmount resistance to drugs that produce
their efficacy by inducing apoptosis [28–30]. Mitochondrial dynamics have garnered at-
tention as a potential target for the treatment of cancer [31–34]. Mitochondrial fission and
fusion events, the main processes in mitochondrial dynamics, are involved in maintain-
ing cellular homeostasis [35]. Through this process, cells regulate the number, location,
and shape of their mitochondria to meet their energy demands [36]. Dynamin—related
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protein 1 (DRP1) belongs to the dynamin family of GTPases and regulates mitochondrial
dynamics. Upregulation of DRP1, a key protein in mitochondrial fission and a fragmented
mitochondrial pattern, occurs in a number of different types of cancer [37–40]. DRP1 has
been implicated in increasing the proliferation, migration, and invasiveness of cancers of
different origins [31], including breast cancer [38]. In addition, enhanced mitochondrial
fission caused by the upregulation of DRP1 has been correlated with poor prognosis in
TNBC [40]. Therefore, the development of a potential pharmacophore to target DRP1 and
induce non-apoptotic death could be a milestone in addressing drug resistance related to
apoptotic cell death.

Heterocyclic compounds containing fused thiophene and pyrimidine rings, such as
thieno [2,3-d]pyrimidine, possess structural similarities to purine bases and have been
reported to be effective as antibiotics [41], antiviral [42], anti-inflammatory [43], antimicro-
bial [44], anti-tuberculosis [45], antioxidant [46], and anticancer drugs [38–44]. Furthermore,
these compounds can inhibit certain kinases and efflux transporters [47]. Currently, three
thieno-pyrimidine-based lead compounds, apitolisib (phosphoinositide-3-kinase (PI3K)
and mammalian target of rapamycin (mTOR) kinase inhibitor), SNA-314 Ph1 and pictilisib
(inhibitor of PI3Kα and PI3Kδ), are being evaluated for their anticancer efficacy in clinical
trials [48–52]. These compounds highlight the importance of thieno-pyrimidine pharma-
cophores in the development of novel chemotherapeutic molecules. Therefore, in this study,
our group has synthesized TPH104c and TPH104m, derived from the parent compound, (E)-
4-methoxy-2-((2-(5-(p-tolyl)thieno [2,3-d]pyrimidin-4-yl)hydrazineylidene)methyl)phenol
(TPH104) [53,54] and evaluated whether they induce non-apoptotic cell death in TNBC and
whether these compounds we found that these compounds dysregulated mitochondrial
dynamics by downregulating the protein, DRP1.

2. Materials and Methods
2.1. Cell Lines and Cell Culture

All triple-negative breast cancer (TNBC) cell lines (MDA-MB-231, MDA-MB-468, and
BT-20), non-TNBC cell lines (ZR-75-1 and MCF-7), and mouse embryonic fibroblast line
(MEF) were generously provided by the late Dr. Gary Kruh (University of Illinois at Chicago,
Chicago, IL, USA). The normal human mammary epithelial cell line (HMEC) (Cat: PCS-600-
010), MCF-10A (Cat: CRL10317), and MCF-12A (Cat: CRL10782) were purchased from
the American Type Culture Collection (ATCC, Manassas, VA, USA). Likewise, Paclitaxel-
resistant SUM159 (PAC200) was developed in collaboration with Dr. Dayanidhi Raman
(University of Toledo, Toledo, OH, USA) [55]. TNBC cells were cultured as adherent mono-
layers in Dulbecco’s modified Eagle medium (DMEM) (Corning, Tewksbury, MA, USA).
HMEC and MCF-12A were cultured in Mammary Epithelial Cell Basal Medium (ATCC)
and Mammary Epithelial Cell Growth Basal Medium (Lonza, Basel, Switzerland), whereas
MCF-10A was cultured in DMEM:F12 medium along with supplements as described in
this study [56]. These culture media were supplemented with 10% fetal bovine serum (FBS)
(Biotechne, Minneapolis, MN, USA), 1% penicillin and streptomycin (Cytiva, Marlborough,
MA, USA), and 0.1% plasmocin (Invivogen, San Diego, CA, USA) in a humidified incubator
with 5% CO2 at 37 ◦C. All cells tested negative for fungus and mycoplasma.

2.2. Cell Cytotoxicity Assay

The cytotoxic efficacy of thienopyrimidine derivatives was determined as previously
described, using 3 different assays: (1) (3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium
bromide) (MTT) (Avantor, Radnor, PA, USA), (2) CellTiter-Blue (CTB) (Promega, Madison,
WI, USA), and (3) sulforhodamine B (SRB) (TargetMol, Boston, MA, USA) assay. For these
assays, cells were harvested using 0.05% trypsin-ethylenediamine-tetraacetic acid (EDTA)
(Corning, Corning, NY, USA), seeded at a density of 3000–5000 cells/well in a 96-well plate,
and incubated at 37 ◦C overnight. The next day, the cells were incubated with different
concentrations of the test compounds (0.1, 0.3, 1, 3, 10, 30, or 100 µM) and incubated for 72 h.
TPH104c and TPH104m were prepared in dimethylsulfoxide (DMSO) (Avantor, Radnor, PA,
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USA) and then diluted in media to achieve the desired concentration. In contrast, vehicle
control (cells incubated in drug-free medium) contained less than 0.1% of DMSO.

For the MTT assay, 4 mg/mL MTT was added to the cells and incubated for 3 h to
allow for the conversion of MTT (yellow) to formazan crystals (dark blue). Following
incubation, the media was aspirated and DMSO was added to solubilize the formazan
crystals. The Cytation 7 Cell Imaging Multi-Mode Reader (Agilent Technologies, Winooski,
VT, USA) was used to measure the absorbance at 570 nm.

For the SRB assay, the cells were fixed with 50% (w/v) tri-chloroacetic acid (TCA)
(Avantor, Radnor, PA, USA) and incubated at 4 ◦C for 1 h. The cells were washed 4 times
with deionized, distilled water, and air-dried at room temperature. The next day, the cells
were stained with 0.04% (w/v) SRB solution for 1 h at room temperature and washed 4 times
with 1% (v/v) acetic acid (Avantor, Radnor, PA, USA). After airdrying the plates overnight,
10 mM Tris base solution (pH 10.5) was added to each well and pipetted thoroughly to
dissolve the dye, and absorbance was read at 510 nm.

For the CTB assay, the CTB reagent was added to cells and incubated for 3 h to allow
the reduction of resazurin (emits a blue color and low fluorescence) by metabolically active
cells to resorufin (emits a pink color and high fluorescence). Finally, the plates were shaken
for 10 s in a plate shaker, and fluorescence was measured at 560/590 nm.

2.3. Real-Time Cytotoxicity Assays

2.3.1. IncuCyteTM Live-Cell Morphology Study

Real-time morphological assessment of the cells was performed using the IncuCyte®

S3 Live-Cell Analysis System (Essen BioScience, Ann Arbor, MI, USA), as previously
described [53]. Briefly, BT-20 TNBC cells were plated at a cell density of 3000/well and
incubated overnight. The next day, cells were incubated in media with or without different
concentrations of TPH104c and TPH104m. The plate was incubated in the IncuCyte® S3
Live-Cell Analysis System to capture images every 6 h for 72 h. The integrated IncuCyte S3
software version 2020B was used to analyze the images.

2.3.2. IncuCyteTM Cytotox Green Assay

The real-time assessment of dead BT-20 cells was conducted using the IncuCyte cytotox
green reagent (Essence BioScience, Ann Arbor, MI, USA), as described previously [57]. This
reagent enters dead or non-viable cells, due to structurally compromised cell membranes
and binds to nuclear DNA, resulting in green fluorescence [58]. BT-20 cells were cultured
at a density of 3000 cells/well and incubated overnight. The cells were incubated with
different concentrations of the test compounds or vehicle, prepared at a 3X concentration
in cytotox dye—containing media. The plate was placed in an IncuCyte® S3 Live-Cell
Analysis System, which was programmed to obtain images of BT-20 cells, every 6 h for
72 h. Finally, the integrated IncuCyte S3 software version 2020B was used to analyze the
mean fluorescence intensity of the cytotox dye in the BT-20 cells.

2.4. β-Galactosidase Staining

BT-20 cells were plated at 4000/well into a 96-well plate and incubated overnight.
The next day, the cells were incubated with 2 or 5 µM of TPH104c and TPH104m.
Four thousand cells/well of senescent MEFs were also seeded. The plate was incubated
for 24 h. Once 80–100% confluency was obtained, mouse embryonic fibroblast (MEF) cells
were incubated with 250 nM of doxorubicin for 24 h to induce senescence (positive control),
followed by a change in media. The cells were incubated for another week and the media
was changed every 3–4 days.

The next day, the cells were washed with PBS and fixed with 3% formaldehyde for
5 min. The cells were washed with PBS twice, followed by an addition of β-galactosidase
(Research Products International, Racine, WI, USA) stain. The cells were placed in a 37 ◦C
incubator with no CO2 overnight and imaged to detect β-galactosidase staining the next
day using the Color Brightfield channel on the Cytation 7 Imaging Multi-Mode Reader.
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2.5. Colony Formation Assay

BT-20 cells were cultured at a density of 500 cells/well into a 6-well plate overnight.
The following day, the cells were incubated with 0.1, 0.3, or 1 µM of TPH104c or TPH104m,
as well as media containing no test compounds (vehicle control). The vehicle or test
compounds were added every 72 h over a 10-day period. The media was carefully aspirated
on the tenth day, and the colonies formed in each plate were fixed using 100% methanol.
The colonies were stained with crystal violet dye prepared at 0.1% concentration for 15 min
in the dark. Finally, the colonies were visualized, using an EVOS microscope at 4 and
20× (Thermo Fisher Scientific, Wayne, MI, USA), and the area covered by colonies was
calculated using ImageJ software Version 1.53k (National Institutes of Health, Bethesda,
MD, USA).

2.6. Cell Cycle Analysis

Briefly, 250,000 cells/well of BT-20 cells were plated in a 6-well plate and allowed
to grow overnight. The next day, the cells were incubated with vehicle, 0.5, 1, or 2 µM
of TPH104c or TPH104m. Twenty-four hours later, the cells were washed with DPBS,
trypsinized using 0.05% trypsin and 2.21mM EDTA, re-washed one time, and suspended
in 1ml of ice-cold PBS. Subsequently, 200 µL of propidium iodide (PI), prepared at a stock
concentration of 50 µg/mL, was added to each sample, and each sample was incubated
for at least 15 min to stain the cellular DNA. The distribution of BT-20 cells incubated with
media, TPH104c or TPH104m, was determined in the Go, S, G1, and G2 phases of the cell
cycle using a BD Accuri™ flow cytometer (BD Biosciences, Becton-Dickinson, San Jose,
CA, USA). One hundred thousand cellular events were collected, with a maximum rate of
1000 events per second, and the results were generated by analyzing the raw instrument
files, using FCS express 7 plus De Novo software (Glendale, CA, USA).

2.7. Nuclear Staining

To determine whether our lead compounds induced nuclear fragmentation, nuclear
staining was conducted according to a previous study [59], using the dye Hoechst 33342
(2′-(4-Ethoxyphenyl)-5-(4-methyl-1-piperazinyl)-2,5′-bi-1H-benzimidazole trihydrochlo-
ride) (Immunochemistry Technologies, Davis, CA, USA). Briefly, 100,000 cells/well of BT-20
cells were plated in a 6-well plate containing clear sterile coverslips. Cells were incubated
with vehicle or TPH104c (2 or 5 µM), TPH104m (2 or 5 µM), or paclitaxel (1 µM; an anti-
cancer drug that induces fragmentation of cancer cells) [60,61], for 24 h. Next, the cells
were stained with 0.5% v/v of the Hoechst 33342 dye for 15 min. 4% paraformaldehyde
at a concentration of 4%, was used to fix cells at room temperature for another 15 min.
After 1 wash with PBS, the cells were mounted on a clear slide, using Fluoromount-G
(SouthernBiotech, Birmingham, AL, USA). The slides were visualized to detect nuclear
fragmentation using the Cytation 7 Cell Imaging Multi-Mode Reader (Agilent Technologies,
Winooski, VT, USA), which provided data related to nuclear fragmentation.

2.8. Apoptosis and Mitochondrial Membrane Potential

Alexa Flour 488-conjugated Annexin V (Molecular Probes Inc., Invitrogen, Eugene,
OR, USA) staining was used to quantitatively assess apoptosis by flow cytometry, according
to a previous study [62]. Briefly, 250,000 cells/well of BT-20 cells were plated in a 6-well
plate and incubated with vehicle or lead compounds, TPH104c or TPH104m, at several
concentrations (0.5, 2.5, or 5 µM), for 24 h, on the following day. Subsequently, the cells
were collected, subjected to a cold PBS wash and resuspended in 1X Annexin-binding
buffer. Following a 15 min incubation with 5% Annexin V, 400 µL of 1X Annexin-binding
buffer was added. The cells were mixed gently and analyzed for Annexin V staining, using
a BD FACSCalibur Flow Cytometer. One hundred thousand cellular events were collected,
with a maximum rate of 1000 events per second and the raw data were analyzed using FCS
express 7 plus De Novo software.
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The mitochondrial membrane potential (MMP) was determined using fluorescence mi-
croscopy by staining cellular mitochondria with tetramethylrhodamine ethyl ester (TMRE)
dye (Invitrogen, Waltham, MA, USA). Briefly, 3000 cells/well of BT-20 cells were seeded
in a 96-well plate and incubated with 2 or 5 µM TPH104c or TPH104m, for 24 h. As a
positive control, cells were incubated with carbonyl cyanide 3-chlorophenylhydrazone
(CCCP) (TargetMol, Boston, MA, USA), a compound that uncouples mitochondrial oxida-
tive phosphorylation [63], at a concentration of 200 µM, for 4 h. After incubation with
the test compounds, the media was carefully removed from each well and incubated for
20 min with 0.4 µM of TMRE in PBS. Finally, the dye was carefully removed and replaced
with fresh PBS. The cells were then imaged to detect MMP using a Cytation 7 Cell Imaging
Multi-Mode Reader.

2.9. Cell Lysis and Western Blot Analysis

Western blot assays were conducted to determine the effect of TPH104c and TPH104m
on the levels of cleaved and full-length caspases (-3, -7, -8, -9), B-cell lymphoma-2
(BCL-2)—associated X (BAX), BCL-2 homologous antagonist/killer (BAK), BCL-2, cleaved
and full-length Poly (ADP-ribose) polymerase (PARP), which are increased during apopto-
sis [64]. Briefly, cells were seeded and incubated with vehicle, TPH104c, or TPH104m (0.5, 1,
2, or 5 µM) for 12 h. Subsequently, the cells were washed with ice-cold PBS. The subcellular
fraction was obtained by scraping the cells using a cell scrapper in ice-cold cytosolic lysis
buffer [65]. Next, the lysates were left on ice for 15 min. Nonyl phenoxypolyethoxylethanol
(NP-40) (10% v/v) was introduced in the lysates and subjected to 2–3 min incubation. The
lysates were then centrifuged for 10 min at 4 ◦C and 14,000 rpm. The resultant protein
concentration in the lysates was determined using bicinchoninic acid (BCA) assay. Thirty
micrograms of the proteins were loaded and separated on a 10% acrylamide SDS-PAGE gel,
transferred to a PVDF membrane, and incubated overnight at 4 ◦C, with primary antibod-
ies against cleaved caspase-3, caspase-3, cleaved caspase-7, caspase-7, cleaved caspase-9,
caspase-9, cleaved caspase-8, caspase-8, BAX, BAK, BCL-2, cleaved PARP, PARP, p-DRP1,
DRP1, p-MFF, MFF, FIS1, MFN1, MFN2, OPA1, and β-actin. Apart from β-actin, which
was prepared at a dilution of 1:2000, all antibodies were prepared at a dilution of 1:1000
in 5% Bovine serum albumin (BSA). Horseradish peroxidase (HRP)-labeled anti-rabbit
or anti-mouse secondary antibodies (1:4000) were added the next day for 1.5 h. G:BOX
Chemi XX6/XX9, obtained from Syngene (Frederick, MD, USA), was used for protein band
detection in the blots. ImageJ software (National Institutes of Health, Bethesda, MD, USA)
was used to quantify the protein. Cellular proteins were quantified as a ratio to β-actin and
were normalized to the vehicle control. The densitometry readings/intensity ratio of each
band, andthe original whole western blot (uncropped blots) showing all the bands with the
molecular weight markers, is shown in the Supplemental Materials.

2.10. Caspase-3/7 Activity Assay

Caspase-Glo® 3/7 Assay (Promega, Madison, WI, USA) was used to study the caspase
3/7 activity in BT-20 cells incubated with lead compounds. Briefly, 3000 BT-20 TNBC
cells/well were plated in an opaque 96-well plate. The cells were incubated the following
day with the vehicle, TPH104c (0.3, 1, or 3 µM), or TPH104m (0.3, 1, or 3 µM) for 24 h.
Next, a mixture of Caspase-Glo® 3/7 buffer and lyophilized Caspase-Glo® 3/7 substrate
was equilibrated to room temperature. The plates were removed from the incubator and
allowed to adjust to room temperature for 30 min. Next, 100 µL of the Caspase-Glo®

3/7 reagent was added to each well, and the samples were placed in a shaker for 30 s. After
3 h of incubation at room temperature, luminescence, which indicates cleavage of initiator
caspases (caspase-3 and -7), was measured using a microplate reader (Agilent Technologies,
Winooski, VT, USA).
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2.11. Immunofluorescence Staining and Analysis

Immunofluorescence assays were conducted as previously described [66]. In total,
100,000 BT-20 cells per well were plated on coverslips in a 6-well plate. On the following
day, cells were incubated with either vehicle, TPH104c (2 or 5 µM), or TPH104m (2 or 5 µM)
for 24 h. After the incubation period, the media was carefully removed, and the cells were
fixed using 1 mL of 4% paraformaldehyde for 15 min at room temperature. The cells were
rinsed three times with PBS for 5 min. Five hundred microliters of 0.2% Trition-X100 was
added to each well for 10 min to permeabilize the cells. The cells were washed three times
with PBS for 5 min each. The cells were then blocked with 3% bovine serum albumin (BSA)
in PBS, containing 0.1% Tween, for 2 h at room temperature before incubation with either
cytochrome c (1:250), DRP1 (1:50), or phosphorylated-DRP1(1:450) monoclonal antibodies
(Cell Signaling Technology, Danvers, MA, USA) overnight at 4 ◦C. The cells were incubated
with either anti-mouse Alexa Fluor™ 594 (Invitrogen, Waltham, MA, USA) or anti-rabbit
Alexa Fluor™ 488 at room temperature for 1 h. Nuclei were finally stained with Hoechst
33342 (ImmunoChemistry Technologies, Davis, CA, USA) for 10 min. Images were captured
using a Cytation 7 Cell Imaging Multi-Mode Reader.

2.12. Molecular Docking Studies

The interaction between the Drp1 protein and ligands (TPH104c and TPH104m) was
examined through a docking simulation conducted using the AceDock program accessed
through the Playmolecule platform (https://www.playmolecule.com/AceDock/). Ace-
Dock is a set of protein-ligand docking protocols that run rDock [67] in the backend.
Docking software was used to predict the binding mode of a given ligand to a defined
binding site in a protein. The protein data bank (http://www.rcsb.org) was used to retrieve
the X-ray crystal structure of DRP1 (PDB-ID: 4H1V) [68]. Subsequently, the protein un-
derwent various optimizations, including dehydration, hydrogenation, refinement of loop
regions and selection of the binding site based on the natural ligand in 4H1V. Subsequently,
TPH104c and TPH104m were docked into the active binding site of the DRP1 protein
using the same parameters. Both compounds were observed to occupy the same pocket
(Figure S4a). The starting point for our simulations was determined by extracting coordi-
nates from previously docked structures. We conducted Molecular Dynamics (MD) simula-
tions using GROMACS software (version 2023.1) [69,70] and applied the CHARMM36m
force field [71]. To prepare the systems, we utilized the CHARMM-GUI web server [72–74].
We used a cubic box with dimensions of 10.10 nm3, which was subsequently filled with
TIP3P water molecules [75], and the system’s charge was neutralized with potassium
chloride counter ions, at 0.15 mol/liter. The system underwent optimization, using the
steepest descent algorithm [76], to reach its lowest energy state. To maintain the positions
of both the ligand and protein atoms, we imposed a position restraint of 1000 kJ/mol·nm2.
The entire system was equilibrated under the NVT ensemble for 1 nanosecond, during
which the V-rescale thermostat was used to regulate the temperature at approximately
310 K. After the NVT step, we proceeded to equilibrate the system under the NPT ensemble
for an additional 1 nanosecond, ensuring that the system’s pressure stabilized at 1 atm.
Subsequently, we conducted two sets of production MD runs for each ligand, utilizing
a 3 fs timestep with hydrogen mass repartitioning [77] and the leap-frog integrator. The
only difference between these runs was the assignment of the initial velocity seeds, both
starting from the well-equilibrated system at 310 ◦K and a pressure of 1 atm. For calculating
long-range electrostatic effects, we used the Particle-mesh Ewald (PME) algorithm [78], and
the length of covalent bonds was constrained using the LINCS algorithm [79], known for
its computational efficiency, compared to the SHAKE algorithm [80]. We also used the ana-
lytical SETTLE algorithm [81] to reset the positions and velocities to satisfy the holonomic
constraints on the rigid water model. Finally, 100 nanoseconds of unbiased simulations
were run to examine the ligand dynamics and corresponding protein conformations. Upon
completion of the simulations, the protein was repositioned at the center of the simulation
box, and the periodic boundary conditions were removed from the trajectory.

https://www.playmolecule.com/AceDock/
http://www.rcsb.org
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2.13. Surface Plasmon Resonance (SPR) Binding Assay

The binding of TPH compounds to DRP1 protein was validated, using surface plasmon
resonance (SPR) (Nicoya Lifesciences, Kitchener, ON, Canada). His-tagged recombinant
Drp1 protein was generously gifted by Dr. Blake Hill (Medical College of Wisconsin).
The protein was diluted in a solution of immobilization buffer (pH 7.2) that consisted of
HEPES (10 mM), NaCl (0.15 M), Tween 20 (0.05%), and then tethered to a high-sensitivity
nitrilotriacetic acid (NTA) sensor chip (Nicoya Lifesciences, Kitchener, ON, Canada) at a
final surface concentration of 10,000 RU. The TPH analogs were prepared in a two-fold
concentration series from 100–6.25 µM in an immobilization buffer, and 150 µL was injected
across the chip at a rate of 50 µL/min for 1 min. Finally, the binding constant KD value
was calculated, using Tracedrawer software Version 1.9.2 (Tracedrawer, Uppsala, Sweden).

2.14. Generation of Partial and Complete DRP1-KO Gene Models

Partial and complete DRP1 knockout models of PAC200 (paclitaxel-resistant variant
of SUM159) were generated using the CRISPR/Cas9 system (Santa Cruz Biotechnology,
Dallas, TX, USA). Briefly, 200,000 cells/well of PAC200 cells were plated in a 6-well plate
in 3 mL of DMEM media. After 24 h incubation, the mixture of plasmid transfection
medium containing plasmid DNA (CRISPR control (sc-418922) and DRP1 (sc-400459)) and
plasmid transfection medium containing transfection reagent was introduced into each
well and allowed to incubate for 48 h. The cells were sorted based on the detection of green
fluorescent protein (GFP) with a BD FACSAria™ III High-Speed Cell Sorter manufactured
by BD Biosciences (Franklin Lakes, NJ, USA). Dulbecco’s phosphate-buffered saline (DPBS),
modified without Ca2+ and Mg2+ ions, was utilized as a sheath fluid, as recommended by
BD Biosciences.

The sorted cells were grown in a small Petri dish. After reaching confluency, the
cells were placed in a 96-well plate to allow the development of single-cell colonies. West-
ern blotting was performed to confirm the complete and partial knockout of DRP1 in
PAC200 cells.

2.15. Statistical Analysis

All experiments were performed at least in triplicate. Results are presented as the
mean ± standard error of the mean (SEM). GraphPad Prism (San Diego, CA, USA) was
used to analyze the data. The data from colony assay, cell cycle assay, ROS assay, Annexin
V staining, caspase-3/7 activity assay, western blotting analysis, and comparison of IC50
values of control wild-type, partial, and complete DRP KO PAC200 cells were analyzed
using a two-way ANOVA, and post hoc comparisons were performed using Dunnett’s
test. The analysis of the IC50 data for BT-20 cells preincubated with or without z-VAD-FMK
was performed using an unpaired, 2-tailed t-test. The mitochondrial membrane potential
analysis data were analyzed using one-way ANOVA with Dunnett’s post hoc test. The a
priori significance level was p < 0.05.

3. Results
3.1. TPH104c and TPH104m Selectively Decreased the Proliferation of Cancer Cell Lines

Using the MTT assay, we determined the antiproliferative efficacy of the two lead
compounds, TPH104c and TPH104m, in the (1) TNBC cell lines, BT-20, MDA-MB-231, and
MDA-MB-468 and (2) normal human mammary epithelial cell line, HMEC, MCF-10A, and
MCF12A (Table 1). The IC50 values of TPH104c for BT-20, MDA-MB-231, and MDA-MB-468
TNBC cells were 0.22 ± 0.06 µM, 0.48 ± 0.16 µM, and 0.45 ± 0.17 µM, respectively. The
IC50 values of TPH104m were: (1) 0.18 ± 0.03 µM, 0.47 ± 0.15 µM, and 0.27 ± 0.14 µM for
BT-20, MDA-MB-231, and MDA-MB-468 cells, respectively.

Neither TPH104c nor TPH104m resulted in a significant decrease in the proliferation
of non-cancerous HMEC cells (IC50 values for TPH104c and TPH104m were >5 µM).
(Figure 1a,b). The TPH compounds were 15-to 30-fold more selective in decreasing in vitro
tumor growth, compared to the normal cells, HMEC, MCF-10A, and MCF-12A. We also
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determined cellular viability using the CellTiter-Blue® (CTB) and Sulforhodamine B (SRB)
assays. The IC50 values of TPH104c and TPH104m in the CTB assays for the BT-20 cell
line were 0.23 ± 0.06 µM and 0.19 ± 0.08 µM, respectively (Table 2). In the SRB assay, the
IC50 values of TPH104c and TPH104m for the BT-20 cell line were 0.30 ± 0.07 µM and
0.32 ± 0.16 µM, respectively (Table 2).

Table 1. The efficacy of the thieno-pyrimidin-4-yl-hydrazylidene (TPH) derivatives, TPH104c and
TPH104m, in the TNBC cell line, BT-20, MDA-MB-231, and MDA-MB-468, and the normal human
mammary epithelial cell lines HMEC, MCF-10A and MCF-12A.

Compounds

IC50 ± SD (µM)

TNBC Normal

BT-20 MDA-MB-231 MDA-MB-468 HMEC MCF-10A MCF-12A

TPH104c 0.22 ± 0.06 0.48 ± 0.16 0.45 ± 0.17 6.74 ± 0.97 5.84 ± 1.81 6.04 ± 1.56

TPH104m 0.18 ± 0.03 0.47 ± 0.15 0.27 ± 0.14 5.67 ± 0.23 5.24 ± 2.47 6.13 ± 1.30

Cell survival assay was performed using the MTT assay. IC50 values represent the concentration required to inhibit
cell proliferation by 50%. These values are presented as the average ± SD of three separate experiments conducted
in triplicate. The efficacy of TPH104c and TPH104m was determined in TNBC cell lines: BT-20, MDA-MB-231,
MDA-MB-468, and normal mammary epithelial cell lines: primary HMEC, MCF-10A, and MCF-12A.

BT-20 cancer cells reached their maximum confluence (~95%) after 72 h of incubation
with the vehicle (Figure 1c). The incubation of BT-20 cells with 0.1 µM of TPH104c and
TPH104m did not produce a marked cytotoxic effect in BT-20 cells. After incubation with
TPH104c at a concentration lower than the IC50, the number of BT-20 cells increased from
20% to 50% to 95% at 24 h, 48 h, and 72 h, respectively. Similarly, following the incubation
of BT-20 cells with TPH104m at a concentration lower than IC50, the number of BT-20
cells increased from 20% to 60% to 90% at 24 h, 48 h, and 72 h, respectively. However, at
concentrations greater than the IC50 value, i.e., 0.3 µM, the level of BT-20 cell confluence was
only increased by a smaller percentage, i.e., from 18% to 25% to 40% at 24 h, 48 h, and 72 h,
respectively, for TPH104c and from 20% to 30% to 35% at 24 h, 48 h, and 72 h, respectively,
for TPH104m. At 1 µM of either TPH104c or TPH104m, the proliferation of BT-20 cells was
approximately 20% at 24, 48, and 72 h) (Figure 1c). These results suggest that BT-20 cell
proliferation was significantly decreased over time by incubation with either TPH104c or
TPH104m at 0.3 and 1 µM (p < 0.0001) for 48 and 72 h, compared to the vehicle control.

We also used the IncucyteTM Cytotox Green assay to further validate the effects of
TPH104c and TPH104m on TNBC cell viability. In this assay, the highly sensitive cyanine
nucleic acid dye, Cytotox green, penetrates and stains dead or non-viable cells due to a
compromised cellular membrane, and upon binding to deoxyribose nucleic acid (DNA), it
emits green fluorescence [57]. The incubation of BT-20 cells for 72 h with 0.1 µM of either
TPH104c or TPH104m did not significantly alter the level of green fluorescence, compared
to the vehicle control (Figure 1d). In contrast, after the incubation of BT-20 cells with 1 µM
of TPH104c and TPH104m, for 72 h, there was a significant increase in the fluorescence
intensity (p < 0.0001), compared to the vehicle control (Figure 1c,d). These in vitro results
indicated that TPH104c and TPH104m significantly decreased the growth of BT-20 cells
and increased the percentage of dead cells, after 72 h of incubation. This was in contrast
to the cells incubated with the vehicle control, which continued to grow, multiply, and
remained healthy over time, as shown by the low fluorescence intensity of cytotox green
dye in the cells.

Similar to the cytotoxicity findings, TPH104c and TPH104m produced a concentration-
dependent decrease in BT-20 colony formation (Figure 1e,f). The incubation of BT-20 cells
with 0.3 or 1 µM of TPH104c for 10 days, significantly decreased the colony formation area
(p < 0.05 for 0.3 and 1 µM), compared to the vehicle control. TPH104m also significantly
decreased the area of the BT-20 colonies, compared to vehicle control (p < 0.05 for 0.3 µM
and p < 0.1 for 1 µM). TPH104c and TPH104m significantly decreased BT-20 cell division,
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resulting in smaller, less dense colonies, compared to the control cells, where the cells
proliferated rapidly and formed larger colonies (Figure 1e,f).
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Figure 1. The cytotoxicity (i.e., anticancer efficacy) of TPH104c and TPH104m in different breast
cancer cell lines. (a) The selectivity of TPH104c and TPH104m for TNBC, compared to normal,
non-TNBC cell lines and TNBC, compared to normal breast cell line. (b) The cell viability curves of
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BT-20 cells after incubation for 72 h, with varying concentrations of TPH104c or TPH104m, using
the MTT, CTB, or SRB assays, respectively. (c) Quantitative graphs of percent (%) cell viability data
obtained using IncuCyte S3 software based on phase-contrast images of BT-20 cells incubated for
72 h with vehicle or varying concentrations of TPH104c, TPH104m and media. (d) Real-time live-cell
imaging pictures of BT-20 cells after incubation with TPH104c and TPH104m for 72 hrs, in an Incucyte
Cytotox green reagent—containing media. The images show the green fluorescence intensity of
cytotox green dye, which stains dead or non-viable cells. (e) Colony formation assay for BT-20 cells
that were incubated with vehicle (0 µM), 0.1, 0.3, or 1 µM of TPH104c or TPH104m. The images show
the effect of TPH104c and TPH104m on colony density and size. (f) Bar graph summarizing the effect
of different concentrations of TPH104c or TPH104m on the size of the colonies formed by BT-20 cells.
The results represent the mean ± SD of three independent experiments. * p < 0.05, ** p < 0.01.

Table 2. The efficacy of TPH104c and TPH104m in inhibiting the proliferation of BT-20 cells, as
determined using the MTT, CTB and SRB assays.

Compounds
IC50 ± SD (µM)

MTT Assay CTB Assay SRB Assay

TPH104c 0.22 ± 0.06 0.23 ± 0.06 0.30 ± 0.07

TPH104m 0.18 ± 0.03 0.19 ± 0.08 0.32 ± 0.16

PTX 0.05 ± 0.00 0.07 ± 0.03 0.05 ± 0.00
BT-20 cell survival was further confirmed with CTB and SRB assays and compared with the MTT assay. Paclitaxel
was used as the positive control. IC50 values represent the average concentration ± SD required to suppress cell
proliferation by 50% and are the average of three separate experiments performed in triplicate.

3.2. TPH104c and TPH104m Arrest the Cell Cycle of BT-20 Cells in the S/G2 Phase

It is well known that anticancer drugs can significantly disrupt the cell cycle of cancer
cells [82,83]. Therefore, we stained cells with PI to study the effects of TPH104c and
TPH104m on the cell cycle. PI stains the DNA and this allows for the determination
of the cell distribution in different phases of the cell cycle: G1, S, and G2 phases, using
flow cytometry [84]. The vehicle control had a normal cell cycle distribution, where 6.3%,
81.4%, 5.8%, and 5.1% of the cells were in the subG1, G1, S, and G2 phases, respectively
(Figure 2a–d).

However, there was a significant decrease in the % of cells in the G1 phase, following
incubation with 2 µM of TPH104c, compared to vehicle control (81.4% and 69.15% at
0 and 2 µM, respectively, p < 0.001 at 2 µM, Figure 2a,b). BT-20 cells incubated with
TPH104c significantly shifted the cell cycle toward the S (15.4% and 21.4% for 1 and 2 µM,
respectively, with p < 0.01 and p < 0.0001 for 1 and 2 µM, respectively) and G2 phases
(14.1% and 12.9% for 1 and 2 µM, respectively, with p < 0.01 and p < 0.05 for 1 and 2 µM,
respectively, Figure 2a,b). Similarly, the percentage of cells in the G1 phase, following
incubation with 1 and 2 µM of TPH104m, was significantly decreased, compared to the
vehicle control (81.4%, 68.4%, and 61.3% at 0, 1, and 2 µM, respectively, p < 0.05 at 1 µM and
p < 0.0001 at 2 µM, Figure 2c,d). BT-20 cells incubated with TPH104m significantly shifted
the cell cycle toward the S (18.4% and 22.1% for 1 and 2 µM, respectively, with p < 0.05 and
p < 0.001 for 1 and 2 µM, respectively, Figure 2c,d) and G2 phases (19.7% and 19.5% for 1
and 2 µM, respectively, with p < 0.05 for 1 and 2 µM, Figure 2c,d). Overall, these results
indicate that BT-20 cells are arrested in the S and G2 stages of the cell cycle after incubation
with TPH104c and TPH104m.
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Figure 2. The effect of TPH104c or TPH104m on the cell cycle in BT-20 cells. Representative figures
showing the distribution of BT-20 cells in different phases of the cell cycle after incubation with
vehicle (0 µM), (a) TPH104c, or (c) TPH104m (0.5, 1, and 2 µM). BT-20 cells were stained with PI and
subjected to flow cytometry. Count (y-axis) represents the cell population used in the flow cytometric
analysis, and PE-A (x-axis) represents the cells stained with PI. Quantitative histograms depicting the
percent change in BT-20 cells in the SubG1, G1, S, and G2 phases of the cell cycle upon treatment with
(b) TPH104c or (d) TPH104m. * p < 0.05, ** p < 0.01, *** p < 0.001, **** p < 0.0001. The data represent
the average ± SD of three separate experiments performed in triplicate.

3.3. TPH104c and TPH104m-Mediated Cell Death Occurs Independent of Intrinsic and
Extrinsic Apoptosis

Our morphological experiments indicated that the incubation of BT-20 cells with 0.1,
0.3, or 1 µM of TPH104c and 0.1, 0.3, or 1 µM of TPH104m did not produce cellular features
indicative of apoptosis, such as a decrease in cell size, blebbing of the cytoplasmic mem-
brane, nuclear fragmentation, and apoptotic body formation (Figures 3a and 4a) [62,63].
However, TPH104c and TPH104m produced an increase in the surface area of BT-20 cells
(Figures 3a and 4a) that resembled swelling, which ultimately led to cell death by bursting
(Videos S1–S3). Alternatively, senescence, defined as a state of permanent cell growth arrest,
produces a flattened, enlarged cellular morphology [85,86]. Therefore, to confirm whether
TPH104c and TPH104m induced senescence, we performed β-galactosidase staining. Senes-
cent cells had β-galactosidase activity, known as SA-G-gal, a biomarker of senescence [87].
Our positive control, MEF cells incubated with doxorubicin, appeared flatter and much
larger than the BT-20 cells and stained blue, which indicated SA-G-gal staining and the
presence of senescence. However, there was no β-galactosidase staining in BT-20 cells
incubated with TPH compounds. This finding confirmed that TPH104c and TPH104m do
not induce senescence in BT-20 cells (Figure S1).
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Figure 3. The effect of TPH104c on the levels of apoptotic and anti-apoptotic proteins in BT-20 cells.
(a) Representative images featuring morphological changes in BT-20 cells (under 20× magnification)
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after incubation with vehicle (0 µM, media without drug), 0.1, 0.3, or 1 µM of TPH104c for 0, 24,
48 or 72 h. (b) Representative images of BT-20 cells with vehicle (0 µM), 2, or 5 µM of TPH104c for
24 h or paclitaxel (PTX, 1 µM, a positive control) and stained with Hoechst 33342 dye. TPH104c
did not produce condensed or fragmented nuclei compared to cells incubated with paclitaxel (PTX).
Scale bar = 25 µM. (c) Western blot images representing the levels of the apoptotic molecules, cleaved
caspase-3, caspase-3, cleaved caspase-7, caspase-7, cleaved caspase-9, caspase-9, cleaved caspase-8,
caspase-8, BAX, BAK, BCL-2, cleaved PARP and PARP, following incubation with vehicle (0 µM), 0.5,
1, 2 or 5 µM of TPH104c. The proteins are expressed as a ratio to β-actin, followed by normalization
to the vehicle control. (d) The level of each protein is shown by histograms. Clvd = cleaved;
Csp = caspase. The data represent the average ± SEM of four separate studies. (e) Caspase-Glo
3/7 assay results are represented as a bar graph and curve, showing a decrease in the levels of
caspase-3 and caspase-7 by TPH104c, in a concentration-dependent manner in BT-20 cells, after
24 h of incubation. In contrast, 1 µMof PTX induced caspase- 3 and 7 activity (n = 2). (f) The IC50

values, using the MTT assay, for TPH104c in BT-20 cells that were preincubated with zVAD-FMK
(a pan-caspase inhibitor) and then incubated with varying concentrations of TPH104c for 72 h. The
data were obtained from three independent experiments conducted in triplicate and represent the
average ± SD. ** p < 0.01, *** p < 0.001, **** p < 0.0001 and ns means non-significant. Original Western
Blot images can be found in Supplementary Materials.

Therefore, to further validate our hypothesis that TPH104c and TPH104m do not
induce apoptosis, we incubated BT-20 cells with a fluorophore-labeled Annexin V dye,
which binds to phosphatidylserine that is translocated from the inner plasma membrane to
the outer membrane during the early stage of apoptosis [88]. BT-20 cells incubated with
0.5, 2.5, or 5 µM of TPH104c or TPH104m did not significantly increase in the percentage
of Annexin V positive cells, compared to the vehicle control (Figure S2). Approximately
90% of the vehicle control cells were viable, whereas only 11% of cells that had Annexin V
incorporated into their membranes, i.e., they were undergoing apoptosis. Similar to the
vehicle group, BT-20 cells incubated with 0.5, 2.5, or 5 µM of TPH104c and TPH104m did
not have significant changes in the percentage of PS exposure. BT-20 cells incubated with
0.5, 2.5, or 5 µM of TPH104c, resulted in 12.1%, 13.9%, and 14.8% Annexin V positive cells,
whereas BT-20 cells incubated with 0.5, 2.5, or 5 µM of TPH104m resulted in only 14.0%,
15.6% and 15.6% Annexin V positive cells. These results indicate that neither TPH104c
nor TPH104m produced a level of apoptosis that was significantly greater than that of the
vehicle, i.e., these compounds did not cause cancer cell death by inducing apoptosis.

We also studied the effect of TPH104c and TPH104m on nuclear fragmentation, an-
other hallmark of apoptosis, where nuclear chromatin condensation begins at the peripheral
surface of the nuclear membrane and ultimately produces fragmentation of the nucleus,
known as karyorrhexis [89]. BT-20 cells were incubated with Hoechst 33342 dye, which can
penetrate into live or viable cells, where it binds to DNA in adenine-thymine regions and
produces a measurable blue fluorescence when exposed to light at 460–490 nm [90]. The
incubation of BT-20 cells with 2 or 5 µM of either TPH104c or TPH104m for 24 h did not
significantly alter the level of blue fluorescence or the shape of the nucleus, compared to
the vehicle control (Figures 3b and 4b). However, BT-20 cells incubated with the positive
control, 1 µM of paclitaxel, which has been previously reported to produce nuclear fragmen-
tation [91], significantly increased the level of nuclear fragmentation (Figures 3b and 4b).
Thus, these results suggest that at the concentrations and incubation times used in this
study, TPH104c and TPH104m did not induce nuclear fragmentation, a process that occurs
in the later stage of apoptosis.
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Figure 4. The effect of TPH104c on apoptotic and anti-apoptotic proteins in BT-20 cells. (a) Represen-
tative images featuring morphological changes in BT-20 cells (20× magnification) after incubation
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with vehicle (media without the TPH compounds or paclitaxel (PTX)), 0.1, 0.3, or 1 µM of TPH104m,
at 0, 24, 48 or 72 h post-incubation. (b) Representative images of BT-20 cells incubated with 2 or
5 µM of TPH104m or PTX (1 µM,) a positive control) or vehicle control and stained with Hoechst
33342 dye. TPH104c did not produce condensed or fragmented nuclei, compared to cells incubated
with PTX. Scale bar = 25 µM. (c) Western blot images for the apoptotic molecules, cleaved caspase-3,
caspase-3, cleaved caspase-7, caspase-7, cleaved caspase-9, caspase-9, cleaved caspase-8, caspase-8,
BAX, BAK, BCL-2, cleaved PARP, and PARP, following incubation with vehicle (0 µM), 0.5, 1, 2, or
5 µM of TPH104m. The data are expressed as the ratio to β-actin, followed by normalization to the
vehicle control. (d) The level of each protein is shown by histograms. Clvd = cleaved; Csp = caspase.
The data represent the average ± SEM of four separate studies. (e) Caspase-Glo 3/7 assay results are
presented as a bar graph and as a curve, showing that incubation of BT-20 cells with TPH104m for
24 h decreased the levels of caspase 3/7 in a concentration-dependent manner. In contrast, PTX (1 µM)
increased the levels of caspase 3 and 7 (n = 2). (f) IC50 values, using the MTT assay, for TPH104c in
BT-20 cells that were preincubated with z-VADfmk and then incubated with varying concentrations of
TPH104c for 72 h. The data is obtained from three independent experiments conducted in triplicates
and represents the average ± SD. * p < 0.05, *** p < 0.001, **** p < 0.0001 and ns means non-significant.
Original Western Blot images can be found in Supplementary Materials.

We also determined the effect of the TPH compounds on the levels of key regulators of
apoptosis, including initiator and executioner caspases, caspase-8, caspase-9, caspase-3, and
caspase-7, pro-apoptotic proteins, BAK and BAX, anti-apoptotic protein, Bcl-2, and PARP,
using western blot assay. BT-20 cells were also incubated with 1 µM of paclitaxel, which
alters the levels of certain apoptotic proteins [85]. BT-20 cells incubated with paclitaxel,
significantly upregulated the levels of cleaved caspase-3 (p < 0.001), caspase-7 (p <0.01),
caspase-8 (p < 0.0001), caspase-9 (p < 0.01),) and total caspase-8 (***, p <0.001), compared to
the vehicle control (Figures 3c,d and 4c,d). In contrast, the incubation of BT-20 cells with 0.5,
1, 2, or 5 µM of TPH104c or TPH104m did not significantly alter the level of cleaved and
total caspases (both initiator and executioner caspases), compared to the vehicle control
(Figures 3c,d and 4c,d). Since TPH104c and TPH104m did not induce the cleavage of
caspase-3 and caspase-7, it is unlikely that they activated the intrinsic or mitochondrial
pathway of apoptosis. Furthermore, there was no caspase-8 cleavage in cells incubated
with TPH104c and TPH104m, indicating that TPH104c- and TPH104m-induced cell death
is not mediated through the extrinsic apoptotic pathway, as activation of initiator caspase-8
is required to cleave and activate caspase-3 and caspase-7 to induce extrinsic apoptosis [92].
Also, the incubation of BT-20 cells with TPH104c or TPH104m did not significantly alter the
levels of (1) BAK; (2) BAX, (3) cleaved PARP, and (4) total PARP, compared to the vehicle
control. There was no significant change in the levels of Bcl-2 in BT-20 cells incubated with
TPH104c and TPH104m (0.5, 1, 2, or 5 µM), compared to the vehicle control. In contrast,
there was a significant decrease in Bcl-2 levels in BT-20 cells incubated with paclitaxel,
compared to vehicle control cells.

We used the Caspase-Glo® 3/7 assay, which involves incubating cells with the caspase-
3/7 substrate, Z-DEVD-aminoluciferin, a substrate for luciferase that is cleaved by active
caspase-3 and caspase-7 [93], to further validate the above results, indicating that the
TPH compounds do not induce apoptosis. The cleavage of Z-DEVD-aminoluciferin by
caspase-3 or caspase-7, releases aminoluciferin, a substrate for luciferase, which produces
luminescence [94]. The incubation of BT-20 cells with 0.3, 1, or 3 µM of TPH104c or
TPH104m for 24 h did not significantly induce the activation of caspase 3/7, compared
to the vehicle control (Figures 3e and 4e). However, BT-20 cells treated with 0.1 µM of
paclitaxel, a compound that activates the intrinsic apoptotic pathway [95,96], significantly
increased the level of bioluminescence, indicating activation of caspase-3 and caspase-
7 (Figures 3e and 4e). We conducted an additional experiment to show that TPH104c
and TPH104m do not induce BT-20 cell death by apoptosis. The pre-incubation of BT-20
cells with 100 µM of benzyloxycarbonyl-valine-alanine-aspartate-FMK (Z-VAD-FMK), an
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irreversible pan-caspase inhibitor [68], did not prevent cell death after incubation with 0.1,
0.3, or 1 µM of TPH104c or TPH104m, compared to vehicle control (Figure S3). There was
no significant difference between the IC50 values of BT-20 cells treated with Z-VAD-FMK
and BT-20 cells treated with either TPH104c or TPH104m (Figures 3f and 4f). These results
suggested that neither TPH104c nor TPH104m induced cell death by activating caspase-3
and caspase-7, i.e., they did not induce apoptosis by the intrinsic pathway. It is important
to note that although the incubation of BT-20 cells with TPH104c and TPH104m resulted
in a significant loss of the mitochondrial membrane potential, it is possible that the level
of cytochrome c release in the cytoplasm was not sufficient to activate caspases and cause
apoptotic cell death.

3.4. TPH104c and TPH104m-Mediated Cell Death Induced the Loss of the Mitochondrial
Membrane Potential, Independent of Cytochrome c Release and Reactive Oxygen Species
(ROS) Production

As previously discussed, the majority of clinically used anticancer drugs induce the apop-
tosis of cancer cells [97]. Apoptosis can be activated through the intrinsic/mitochondrial or
extrinsic/death receptor pathways [64,98]. Intrinsic apoptosis is mediated by the apoptotic
regulator family known as the B-cell lymphoma-2 (BCL-2) family. This family includes
pro-apoptotic proteins such as BAX, BAK, and BCL-2 related ovarian killer (BOK), as well
as BH3-only proteins like BCL-2 associated agonist of cell death (BAD), BH3 interacting
domain death agonist (BID), BCL-2 interacting killer (BIK), BCL-2 modifying factor (BMF),
BCL-2-like 11 (BIM), activator of apoptosis hara-kiri (HRK), NOVA, p53 upregulated mod-
ulator of apoptosis (PUMA), and SOUL. Additionally, there are anti-apoptotic survival
proteins in this family, such as BCL-2, BCL-extra-large (BCL-XL), BCL-2-like protein (BCL2-
L-2) or BCL-W, B-cell lymphoma 2 (BCL-B), BCL-2-related protein A1 (BCL-2-A1), and
myeloid cell leukemia-1 (MCL-1) [99]. Numerous studies indicate that intrinsic stimuli,
such as cellular stress, DNA damage, excessive levels of reactive oxygen species (ROS),
and pro-apoptotic proteins, such as BAK and BAX, are activated either transcriptionally
or post-transcriptionally and are translocated to the outer mitochondrial membrane [64].
Due to pore formation on the outer surface of the mitochondria, apoptogenic factors
such as cytochrome c and diablo IAP-binding mitochondrial protein (DIABLO/Smac)
are released into the cytosol, leading to mitochondrial outer membrane permeabilization
(MOMP) [100,101]. Subsequently, cytochrome c binds to the apoptotic peptidase activating
factor 1 (APAF1) and pro-caspase 9, to form an apoptosome complex [102]. Caspase-9, an
initiator caspase, is activated by the apoptosome via heterodimerization with APAF1 and a
self-homodimerization process [103,104]. This complex activates caspase-3 and caspase-7,
which produce DNA fragmentation, phosphatidylserine (PS) externalization and apoptotic
blebs [105–108]. In contrast, extrinsic apoptosis is mediated by transmembrane death
receptors, TNF receptor superfamily members 1A (TNFR1), 10a (TRAILR1 or DR4), and
10b (TRAILR2 or DR5), and the Fas cell surface death receptor (Fas/CD95/APO1) [64].
The binding of the endogenous ligands, FAS l to the Fas receptor and TRAIL to the TRAIL
receptor, recruits the adaptor proteins Fas-associated via death domain (FADD) and TNFR1
associated via death domain (TRADD), respectively, and forms an intracellular multipro-
tein complex known as the death-inducing signaling complex (DISC) [109]. This process
enables the recruitment and activation of caspase-8 or caspase -10 through homodimeriza-
tion, leading to the corresponding activation of the executioner caspase cascade, ultimately
resulting in cell death [110].

Using the dye, TMRE, we determined the effect of TPH compounds on the mito-
chondrial membrane potential in BT-20 cells. This positively the charged dye is taken
up by negatively charged viable mitochondria with an intact mitochondrial membrane
potential, resulting in the emission of red fluorescence when exposed to the TPH com-
pounds [111]. The vehicle control cells emitted high levels of red fluorescence (Figure 5a).
However, BT-20 cells incubated with 2 and 5 µM of TPH104c or TPH104m, for 24 h, had
significantly lower levels of red fluorescence, compared to the vehicle control (**, p < 0.01,
for both concentrations of TPH104c and **, p < 0.01 and ***, p < 0.001 for 2 and 5 µM
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of TPH104m, respectively) (Figure 5a,b). Carbonyl cyanide m-chlorophenyl hydrazone
(CCCP), an inhibitor of oxidative phosphorylation [112], was used as the positive control
for this assay. BT-20 cells incubated with 200 µM of CCCP had a significantly lower level
of fluorescence, compared to the vehicle control and 2 or 5 µM of TPH104c and TPH104m
(Figure 5a,b; p < 0.0001) [113]. These results indicated that TPH104c and TPH104 caused a
loss of mitochondrial membrane potential. The loss of mitochondrial membrane potential
results in the release of apoptogenic factors, such as cytochrome c, from the mitochon-
dria, which is crucial for the activation of specific caspases to initiate apoptosis [114–116].
Therefore, to determine whether TPH compounds release cytochrome c, which mediates
apoptosis, we determined the effect of TPH104c and TPH104m (2 and 5 µM) on the level of
cytochrome c using immunofluorescence. Interestingly, TPH104c and TPH104m, at 2 or
5 µM, significantly decreased the fluorescence of cytochrome c (p < 0.0001 and p < 0.001 for
2 and 5 µM of TPH104c, respectively; p < 0.0001 and p < 0.0001 for 2 and 5 µM of TPH104m,
respectively (Figure 5c,d), indicating that the levels of cytochrome c were lower in BT-20
cells incubated with TPH104c and TPH104m, for 24 h, compared to the vehicle control.
In contrast, BT-20 cells incubated with 1 µM of paclitaxel, known to induce apoptotic cell
death, significantly enhanced cytochrome c release (**** p < 0.0001), compared to the vehicle
control, TPH104c, or TPH104m. These results suggest that TPH104c and TPH104m did not
induce cell death by increasing the levels of cytochrome c in the cytosol of BT-20 cells.
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Figure 5. TPH104c and TPH104m induced the loss of the mitochondrial membrane potential but
did not induce oxidative stress in BT-20 cells. (a) Fluorescent microscopic images of BT-20 cells
stained with TMRE dye after incubation with the vehicle for 24 h (0 µM), 2 or 5 µM of TPH104c or
TPH104m, and CCCP as a positive control. The TMRE dye is retained in cells with normal structural
and functioning mitochondria, producing a high level of red fluorescence, whereas weak or no
fluorescence occurred in cells without MMP. Scale bar = 200 µm. (b) Quantitative bar graph illustrating
the change in the percentage of red fluorescence in BT-20 cells incubated with 2, or 5 µM of TPH104c
and TPH104m or CCCP, compared to cells incubated with media. The results are shown as mean
± SD in triplicate. CCCP = Carbonyl cyanide 3-chlorophenylhydrazone. (c) Immunofluorescence
analysis of cytochrome c levels in BT-20 cells incubated with 2 or 5 µM of TPH104c or TPH104m
or PTX or vehicle control (0 µM), for 24 h. PTX = Paclitaxel. Scale bar = 50 µm. (d) Bar graphs
illustrating the fluorescence intensity of cytochrome c in BT-20 cells incubated with 2 and 5 µM
TPH104c and TPH104m or vehicle control (0 µM) for 24 h. (e) Representative images and (f) bar
graphs depicting the level of dichlorofluorescein (DCF) fluorescence in BT-20 cells incubated with
TPH104c and TPH104m (0 µM (vehicle), 2, or 5 µM) for 24 h, or paclitaxel (2 µM) for 2 h. Images
were captured at 20× magnification. Scale bar = 200 µm. Relative fluorescence units of H2DCFA in
BT-20 cells. The data are expressed as the average fluorescence ± SEM of three separate experiments.
** p < 0.01, *** p < 0.001, **** p < 0.0001, compared to the vehicle control cells.

It has been reported that ROS can cause the death of cancer cells by inducing apop-
tosis [29,117–119]. Indeed, high levels of ROS activate the p53 enzyme system, which
promotes late-stage apoptosis by upregulating the levels of pro-apoptotic proteins such
as BAK and BAX and downregulating the levels of anti-apoptotic proteins such as BCL-
2, BCL-xL, and MCL-1 [120]. In addition, ROS induce permeabilization of the outer
mitochondrial membrane by opening the mitochondrial permeability transition pore
(mPTP) [121,122]. This alters the electrochemical proton gradient across the mitochon-
dria, causing the release of pro-apoptotic molecules into the cytoplasm, which are involved
in apoptotic cell death [100,123]. To determine if an increase in ROS levels is the primary
cause of the loss of mitochondrial membrane permeability, we determined the effect of
TPH104c and TPH104m on the intracellular levels of ROS in BT-20 cells, using the dye
2′,7′-dichlorodihydrofluorescein diacetate (H2DCFDA). Cellular esterases hydrolyze the
acetyl groups after the dye is taken up by cells, resulting in the formation of H2DCF [124].
Subsequently, intracellular ROS oxidize H2DCF to produce 2′,7′-dichlorofluorescein, which
emits green fluorescence (excitation and emission wavelengths of 485 nm and 522 nm,
respectively) [125]. The incubation of BT-20 cells with 2 and 5 µM of TPH104c or 2 and
5 µM of TPH104m for 24 h did not significantly alter ROS levels compared to the vehicle
control (Figure 5e,f). However, as previously reported [126], BT-20 cells incubated with
2 µM of paclitaxel significantly elevated the ROS levels (**** p < 0.0001), compared to
the vehicle control, TPH104c, or TPH104m (Figure 5). These findings suggest that at the
concentrations and incubation times used in this study, TPH104c and TPH104m did not
produce their anticancer efficacy by increasing ROS levels.
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3.5. TPH104c and TPH104m-Mediated Cell Death Is Regulated by the Protein, DRP1,
a Mitochondrial Marker

The loss of mitochondrial membrane potential and decrease in cytochrome c release
prompted us to determine whether TPH104c and TPH104m altered the levels of mitochon-
drial dynamic proteins. Mitochondria undergo continuous cycles of fission and fusion to
maintain mitochondrial homeostasis and quality, and balance their population and cellular
function [127]. In mitochondrial fission, DRP1 is recruited from the cytoplasm to the mi-
tochondrial outer membrane (MOM) receptor, Fis1, in a complex with the mitochondrial
fission factor (MFF) [128]. This produces an incision in the mitochondrial membrane in
a GTP-dependent manner, resulting in mitochondrial fission [129]. Mitochondrial fusion
is mediated by the proteins mitofusin 1 (MFN1) and mitofusin 2 (MFN2), located on the
MOM, and Optic atrophy 1 (OPA1) proteins, located in the inner mitochondrial mem-
brane [130]. BT-20 cells incubated with 2 and 5 µM of TPH104c and TPH104m significantly
decreased the phospho-DRP1 to DRP1 ratio (p < 0.0001 for 2 and 5 µM of TPH104c, re-
spectively, and p < 0.0001 for 2 and 5 µM of TPH104m, respectively), compared to the
vehicle-incubated cells (Figure 6a,b). Interestingly, when compared to the vehicle control,
the levels of phospho-MFF to MFF were increased in BT-20 cells incubated with 2 and 5 µM
of TPH104c and TPH104m, compared to the controls but were not significant. The levels of
Fis1 in BT-20 cells were not significantly altered after incubation with 2 or 5 µM of TPH104c
and TPH104m, compared to the vehicle-incubated cells (Figure 6a). Furthermore, BT-20
cells incubated with 2 and 5 µM of TPH104c and TPH104m, did not significantly alter
the level of the mitochondrial fusion proteins, MFN1, MFN2, and OPA1, compared to the
vehicle control (Figures 6a and S4a). We also conducted immunofluorescence experiments
to determine the effect of TPH compounds on the levels of DRP1 and phospho-DRP1 in
BT-20 cells. The incubation of BT-20 cells with 2 and 5 µM of TPH104c and TPH104m for
24 h significantly decreased the levels of DRP1 (p < 0.01 and p < 0.05 for 2 and 5 µM of
TPH104c, respectively; Figure 6c,d). Similarly, the levels of phosphorylated DRP1 were
significantly decreased in BT-20 cells after incubation with 2 (p < 0.01) and 5 µM (p < 0.05) of
TPH104c and 2 (p < 0.05) and 5 µM (p < 0.001) of TPH104m, compared to vehicle-incubated
cells (Figure 6e,f).

Molecular docking studies suggested that the TPH104c and TPH104m (i.e., the ligands)
adopt a highly stable configuration within the binding pocket, facilitated by numerous inter-
molecular interactions, including hydrogen bonding with neighboring residues. Molecular
dynamics simulations revealed that the aryl moiety of both molecules reside near a deeply
concealed hydrophobic subpocket, enveloped by LEU51, PRO52, ILE57, ILE111, THR59
and ILE63, and this moiety progressively penetrates deeper into this subpocket over time
(Figure S4b,c). Furthermore, these compounds interact with the nearby residues, GLY37,
GLY149, LYS38, SER39 and SER35, forming hydrogen bonds. Analysis conducted with the
VMD program indicated that LYS38 and ASP146 have the highest hydrogen bond occu-
pancy, underscoring their crucial role in stabilizing the ligands within the binding pocket
(Table S1). Due to the presence of a hydroxyl group, TPH104c forms a strong hydrogen
bond with the carbonyl group in the main chain, specifically between residues ARG61 and
PRO62, ensuring stability. In addition to hydrogen bonds and hydrophobic interactions,
both TPH104c and TPH104m consistently exhibit carbon-π and donor-π interactions [131]
with PRO148 and GLN34 residues throughout the simulation trajectories. These inter-
actions are visually represented in (Figure 6g–j). Similarly, the dose-response binding
kinetics of the DRP1 recombinant protein and TPH compounds were studied using Nicoya
OpenSPR. These results confirmed that DRP1 binds with the TPH compounds. TPH104c
and TPH104m have a direct binding interaction with the recombinant DRP1 protein, as
indicated by a binding constant (KD) of 3. 57 ± 0.7 µM, 3.89 ± 1.64 µM, and 25.2 ± 3.6 µM,
respectively (Figure 6k,l)
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To further determine the role of DRP1 protein in the non-apoptotic cell death induced
by TPH104c and TPH104m, we generated complete and partial DRP1 knockout models,
using the TNBC cell line PAC200 (a paclitaxel-resistant variant of SUM159 cells) (Figure 7a).
Because TPH104c and TPH104m decreased DRP1 levels and induced non-apoptotic cell
death in TNBC cell lines, we hypothesized that knocking out the DRP1 gene in TNBC
cell lines would increase TNBC cell viability. The results of this experiment supported
our hypothesis, as the IC50 values of TPH104c and TPH104m were increased in the DRP1
knockout (partial KO and complete KO) PAC200 cell lines. We conducted four different
cell viability assays, MTT, CTB, CTG, and SRB, to confirm the above results (Figure S4d).
MTT assays indicated that the cytotoxic efficacy of TPH104c increased by 1.9- (p < 0.01) and
2.9-fold (p < 0.001) in partial and complete DRP1 KO PAC200 cells, respectively (Figure 7b).
Similarly, the TPH104m IC50 value was increased by 2.0 (p < 0.01) and 2.7-fold (p < 0.001) in
the partial KO and DRP1 KO PAC200 cells, respectively. In the CTB assay (Figure 7c), the
IC50 values of TPH104c in partial DRP1 KO cells were increased by 1.3-fold in partial DRP1
KO cells and 2.1-fold (p < 0.05) in complete DRP1 KO cells. There was a 0.9-fold increase in
the TPH104m IC50 value in the -partial DRP1 KO cells, compared to 3.3-fold (p < 0.05) in the
partial DRP1 KO cells treated with TPH104m. Similarly, in the CTG assay, the IC50 values
for the TPH compounds were significantly increased in the complete DRP1 KO PAC200
cells after incubation with TPH104c (2.7-fold, p < 0.01) and TPH104m (4.7-fold, p < 0.05),
compared to the partial DRP1 KO PAC200 cells (1.9-fold increase for TPH104c and 3.2-fold
increase for TPH104m) (Figure 7d). Finally, the SRB assay (Figure 7e) results indicated
that the IC50 values for TPH104c (3.0-fold, p < 0.001) and TPH104m (6.7-fold, p < 0.01)
were significantly increased compared to the partial DRP1 KO cells (0.6-fold increase for
TPH104c and 0.8-fold increase for TPH104m) and control PAC200 cells. Thus, the increase
in the viability of TNBC cells after partial and complete DRP1 knockout suggests that
TPH104c and TPH104m induce cell death by affecting the levels of the DRP1 protein.
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Figure 7. The cytotoxic efficacy of TPH104c and TPH104m on CRISPR (wild-type control) and partial
and complete DRP1 knockout (KO) PAC200 cells. (a) Western blot images of DRP1 levels in CRISPR
wild-type (control) PAC200 cells PAC200 and complete and partial DRP1 KO cells. Bar graphs
depicting the IC50 values of TPH104c and TPH104m in CRISPR wild-type, partial DRP1 KO, and
complete DRP1 KO PAC200 cells after 72 h of incubation, calculated using (b) MTT assay, (c) CTB
assay, (d) CTG assay, and (e) SRB assay. (f) Morphological images of CRISPR wild-type and complete
DRP1 KO PAC200 cells incubated with 10 µM of TPH104c and TPH104m, for 72 h. Yellow arrows
represent a bubble-like formation that indicates bursting. Scale bar, 100 µm. * p < 0.05, ** p < 0.01,
*** p < 0.001. Original Western Blot images can be found in Supplementary Materials.

Furthermore, we conducted additional experiments to determine the mechanism by
which TPH104c- and TPH104m-induced cell death in control wild-type and complete
DRP1 KO PAC200 cells, by performing a morphological experiment, using the Incucyte
live-cell analysis system (Figure 7f). Both cell lines were incubated with 10 µM TPH104c
and TPH104m for 72 h, and images were captured using an Incucyte instrument. The
control (wild-type) PAC200 cells underwent death in a process similar to that of BT-20 cells:
the size of the cells incubated with 10 µM TPH104c or TPH104m gradually increased, and
this ultimately caused bursting (indicated by yellow arrows in Figure 7f) and detachment
from the growth surface, followed by death. Interestingly, the death of the DRP1 knockout
PAC200 cells was different from that of the control PAC200 cells, as the DRP1 KO PAC200
cells were larger in size but died without bursting, as there were no bubble-like formations
in these cells. Overall, these data indicated that the decrease in DRP1 levels by TPH104c
and TPH104m played a significant part in triggering a unique non-apoptotic-like cell death.

4. Discussion

In this study, we investigated the mechanism by which the thienopyrimidine derivates,
TPH104c and TPH104m, induced the in vitro death of TNBC cells. Our data suggested
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that TPH104c and TPH104m induced non-apoptotic cell death in TNBC cell lines that was
characterized by the absence of apoptotic morphology (i.e., no nuclear fragmentation, no
cell shrinkage or apoptotic cell bodies, and the absence of rounded cells). TPH104c and
TPH104m produced cell cycle arrest at the S/G2 phases and did not significantly alter
the levels of ROS. TPH104c and TPH104m did not activate either initiator or executioner
caspases, and cell death was not rescued by the pan-caspase inhibitor, Z-VAD-FMK. In-
terestingly, TPH104c and TPH104m increased mitochondrial membrane permeabilization
but significantly decreased the release of total cytochrome c. Cytochrome c is an essential
component of the electron transport chain, which is involved in the transfer of electrons
between complexes III and IV that generates a proton gradient across the inner mem-
brane [132,133]. Thus, the generated proton gradient is involved in ATP synthesis through
the action of ATP synthase [132,133]. Therefore, a decrease in cytochrome c levels can
decrease ATP production and impair mitochondrial function. Furthermore, TPH104c and
TPH104m significantly decreased the levels of the mitochondrial fission protein, DRP1,
and its phosphorylated form, p-DRP1. Studies have reported that inhibiting DRP1 induces
apoptosis in cancer cells and may also prevent cytochrome c release, although it induces
apoptosis. [134,135]. However, here, we report the non-apoptotic cell death induced by our
lead compounds that bind to DRP1, result in its downregulation, as well as cytochrome c,
in TNBC. Interestingly, the anticancer efficacy of our compounds was dependent on the
amount of DRP1 present in TNBC cells, compared to the wild-PAC200. Indeed, the reversal
of cytotoxicity was non-significant in partial DRP1 KO PAC200 cells and significant in
complete DRP1 KO PAC200 cells. To our knowledge, the results of our study describe
a novel mechanism of thienopyrimidine compound-induced non-apoptotic cell death in
TNBC via decreasing Drp1 levels.

Although an increase in mitochondrial membrane potential and loss of mitochondrial
membrane potential are two major events in apoptotic cell death [136], the release of the
apoptogenic factor cytochrome c is required to activate the initiator caspases, followed
by activation of the executioner caspases [64,98]. In this study, TPH014c and TPH104m
significantly decreased cytochrome c levels, which is an apoptogenic factor released by
mitochondria when cells undergo apoptotic cell death. Clearly, TPH104c and TPH104m
did not induce apoptotic cell death by increasing the levels of cytochrome c. It has been
reported that the loss of the mitochondrial membrane potential and subsequent mito-
chondrial damage are characteristics of the Fas-associated protein with death domain
(FADD)-mediated necrotic death pathway; however, cytochrome c is not released [137,138].
Further investigations must be conducted to determine if Fas contributes to cell death
triggered by TPH104c and TPH104m.

In addition, our findings revealed that the incubation of TNBC cells with TPH104c and
TPH104m decreased DRP1 expression, whereas there was a trend (non-significant) in the
increase in MFF expression, after cells were incubated with TPH104c and TPH104m. The
upregulation of MFF has been shown to facilitate the recruitment of DRP1 to the mitochon-
dria and initiate mitochondrial fission, independent of Fis1 [128]. Our results indicate that
TPH104c and TPH104m have a minimal impact on MFF-mediated DRP1 recruitment to the
mitochondria. However, DRP1 is inhibited once it is recruited to the mitochondria. It is also
possible that MFF is upregulated to compensate for the decrease in DRP1 levels. Studies
report that DRP1 inhibition, via DRP1 knockout, can produce in vivo tumor suppression in
pancreatic cells [139] and decrease metastasis after DRP1 silencing [38]. Qian et al. reported
that loss of DRP1 in the TNBC cell line MDA-MB-231 arrested the G2/M phase of the
cell cycle, produced replication stress mediated by mitochondrial hyperfusion, and led to
aneuploidy [140]. Similarly, DRP1 knockdown and mdivi-1-induced inhibition of DRP1
suppressed mitochondrial fission and decreased TNBC cell migration [141]. The depletion
of DRP1 has been reported to facilitate apoptosis in human cancer cells [135,142]. However,
other studies suggest that DRP1 is necessary to trigger apoptosis, and its downregulation
prevents cytochrome c release and the occurrence of apoptosis [134,143,144]. Interestingly,
DRP1 mediates another form of non-apoptotic cell death, necroptosis, either by activating
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mitochondrial phosphatase, PGAM5 [145] or through interaction with retinoblastoma [146].
TPH104c- and TPH104m-induced cell death in BT-20 cells was not rescued upon incubation
with Necrostatin-1 (RIPK1 inhibitor) [147] and necrosulfonamide (MLKL inhibitor) [148]
(Figure S5a,b), which inhibit proteins required for necroptosis. Additionally, activation of
DRP1 is crucial for initiating ferroptosis, another form of programmed non-apoptotic cell
death, as either mitochondrial inactivation or DRP1 ablation decreases ferroptosis [149].
In accordance with this, our data indicated that the incubation of cells with Ferrostatin-1
(an inhibitor of ferroptosis [150]) did not rescue TPH104c- and TPH104m-induced cell
death (Figure S5c). Further studies need to be performed to rule out the possibility of
other forms of non-apoptotic cell death induced by TPH104c and TPH104m. However,
considering the significant impact of TPH104c and TPH104m on the levels of DRP1 and
MFF, additional studies will be required to determine whether these compounds also
affect the structure of TNBC mitochondria, disrupt energy-producing processes, such as
mitochondrial respiration and glycolysis or cause damage to the mitochondria.

5. Conclusions

In conclusion, our study results suggest that TPH104c- and TPH104m-mediated TNBC
cell death is independent of apoptosis and regulated by DRP1, and thus, it is possible that
these compounds could be used to treat cancer cells that are resistant to apoptosis, although
this remains to be determined. TNBC tumors are characterized by increased mitochondrial
fission and levels of DRP1 compared to peritumor tissues, and this is positively correlated
with a poorer prognosis in TNBC patients [40]. Thus, it is possible that targeting DRP1
may be beneficial in the treatment of TNBC [151,152]. Therefore, the thienopyrimidine
derivatives TPH104c and TPH104m could be potential candidates for treating TNBC by
inducing non-apoptotic, DRP1-mediated TNBC cell death. Additional experiments must
be conducted to elucidate how TPH104c and TPH104m induce non-apoptotic cell death
in TNBC tumors, as this will assist us in obtaining optimal lead molecules for future
preclinical development.

Supplementary Materials: The following supporting information can be downloaded at https://www.
mdpi.com/article/10.3390/cancers16152621/s1, Original Western Blot images; Densitometry readings
of Western Blot; Figure S1: TPH104c and TPH104m do not induce senescence in BT-20 cells, as shown
by the morphological images of MEF cells treated with 250 nM of Doxorubicin for 24 h and BT-20 cells
treated with 0.1, 0.3 or 1 µM of TPH104c and TPH104m for 24 h and stained with β-galactosidase.
Scale bar = 200 µm; Figure S2: Bar graph illustrating the percentage of Annexin V positive BT-20
cells treated with TPH104c and TPH104m or vehicle that correlates to phosphatidyl serine exposure
on the surface of apoptotic cells; Figure S3: The impact of pan-caspase inhibitor, Z-VAD-FMK and
TPH104c and TPH104m on caspase activity. (a) Morphological images of BT-20 cells pre-treated
with 100 µM Z-VAD-FMK and incubated with 0.1, 0.3, or 1 µM TPH104c and TPH104m captured
at 0, 24, 48, and 72 h. Scale bar = 100 µm. (b) Cell viability curves of BT-20 cells pre-treated with
Z-VAD-FMK and then incubated with varying concentrations of TPH104c or TPH104m over 72 h
obtained using IncuCyte S3 software based on phase-contrast images of BT-20 cells; Figure S4: Effect
of mitochondrial fusion proteins on TPH104c- and TPH104m-induced cell death. (a) Histograms
summarizing the ratio of fusion proteins (MFN1, MFN2, and OPA1) to β-actin normalized to the
vehicle control. The data are presented as the mean ± SEM of three separate studies. Predicted
non-covalent interactions of ligands TPH104c and TPH104m. (b) TPH104c-magenta; TPH104m-cyan
(c) TPH104m migration to a deeper hydrophobic pocket; ligand initial pose-gray; ligand final pose-
cyan; the aryl moiety was observed to delve deeper into the hydrophobic subpocket guarded by
LEU51, PRO52, ILE57, ILE111, THR59, and ILE63) (d) IC50 values of TPH104c and TPH104m in
control wild-type, partial DRP1 KO, and complete DRP1 KO PAC200 cells by means of MTT, Cell
Titer Blue assay, Cell Titer Blue assay, and SRB assay after 72 h post-incubation. Data are mean ± SEM
of four independent experiments, each performed in triplicate; Figure S5: The impact of Necrostatin-1
(RIPK1 inhibitor), Necrosulfonamide (MLKL inhibitor), and Ferrostatin-1 (ferroptosis inhibitor) on
TPH104c and TPH104m-induced cell death. Morphological images of BT-20 cells pre-incubated with
(a) 50 µM of Necrostatin-1, (b) 1 µM of necrosulfonamide (NSA), and (c) 2 µM of Ferrostatin-1 and
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incubated with 1 µM TPH104c and TPH104m, captured at 72 h post-incubation. Scale bar = 100 µm.
The respective cell viability curves were obtained using IncuCyte S3 software based on phase-contrast
images of BT-20 cells. The data represent the mean ± SD of three independent experiments performed
in triplicate; Table S1: The hydrogen bond occupancy table; Video S1: Time-lapse bright field movie
shows the morphology of BT-20 cells during 48 h of incubation with control; Video S2: Time-lapse
bright field movie shows the morphology of BT-20 cells during 48 h of incubation with TPH104c
(5 µM); Video S3: Time-lapse bright field movie shows the morphology of BT-20 cells during 48 h of
incubation with TPH104m (5 µM).
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25. Hraběta, J.; Belhajová, M.; Šubrtová, H.; Merlos Rodrigo, M.A.; Heger, Z.; Eckschlager, T. Drug Sequestration in Lysosomes as

One of the Mechanisms of Chemoresistance of Cancer Cells and the Possibilities of Its Inhibition. Int. J. Mol. Sci. 2020, 21, 4392.
[CrossRef] [PubMed]

26. Ouar, Z.; Lacave, R.; Bens, M.; Vandewalle, A. Mechanisms of altered sequestration and efflux of chemotherapeutic drugs by
multidrug-resistant cells. Cell Biol. Toxicol. 1999, 15, 91–100. [CrossRef]

27. Zaal, E.A.; Berkers, C.R. The Influence of Metabolism on Drug Response in Cancer. Front. Oncol. 2018, 8, 500. [CrossRef]
[PubMed]

28. Tait, S.W.; Ichim, G.; Green, D.R. Die another way–non-apoptotic mechanisms of cell death. J. Cell Sci. 2014, 127, 2135–2144.
[CrossRef] [PubMed]

29. Woo, S.M.; Seo, S.U.; Min, K.J.; Im, S.S.; Nam, J.O.; Chang, J.S.; Kim, S.; Park, J.W.; Kwon, T.K. Corosolic Acid Induces Non-
Apoptotic Cell Death through Generation of Lipid Reactive Oxygen Species Production in Human Renal Carcinoma Caki Cells.
Int. J. Mol. Sci. 2018, 19, 1309. [CrossRef]

30. Kornienko, A.; Mathieu, V.; Rastogi, S.K.; Lefranc, F.; Kiss, R. Therapeutic Agents Triggering Nonapoptotic Cancer Cell Death.
J. Med. Chem. 2013, 56, 4823–4839. [CrossRef]

31. Rodrigues, T.; Ferraz, L.S. Therapeutic potential of targeting mitochondrial dynamics in cancer. Biochem. Pharmacol. 2020,
182, 114282. [CrossRef] [PubMed]

32. Srinivasan, S.; Guha, M.; Kashina, A.; Avadhani, N.G. Mitochondrial dysfunction and mitochondrial dynamics-The cancer
connection. Biochim. Biophys. Acta Bioenerg. 2017, 1858, 602–614. [CrossRef] [PubMed]

33. Kumar, S.; Ashraf, R.; Aparna, C.K. Mitochondrial dynamics regulators: Implications for therapeutic intervention in cancer. Cell
Biol. Toxicol. 2022, 38, 377–406. [CrossRef] [PubMed]

34. Chen, H.; Chan, D.C. Mitochondrial Dynamics in Regulating the Unique Phenotypes of Cancer and Stem Cells. Cell Metab. 2017,
26, 39–48. [CrossRef] [PubMed]

35. Tilokani, L.; Nagashima, S.; Paupe, V.; Prudent, J. Mitochondrial dynamics: Overview of molecular mechanisms. Essays Biochem.
2018, 62, 341–360. [CrossRef] [PubMed]

36. Wai, T.; Langer, T. Mitochondrial Dynamics and Metabolic Regulation. Trends Endocrinol. Metab. 2016, 27, 105–117. [CrossRef]
[PubMed]

37. Rehman, J.; Zhang, H.J.; Toth, P.T.; Zhang, Y.; Marsboom, G.; Hong, Z.; Salgia, R.; Husain, A.N.; Wietholt, C.; Archer, S.L.
Inhibition of mitochondrial fission prevents cell cycle progression in lung cancer. FASEB J. 2012, 26, 2175. [CrossRef] [PubMed]

38. Zhao, J.; Zhang, J.; Yu, M.; Xie, Y.; Huang, Y.; Wolff, D.W.; Abel, P.W.; Tu, Y. Mitochondrial dynamics regulates migration and
invasion of breast cancer cells. Oncogene 2013, 32, 4814–4824. [CrossRef] [PubMed]

39. Xie, Q.; Wu, Q.; Horbinski, C.M.; Flavahan, W.A.; Yang, K.; Zhou, W.; Dombrowski, S.M.; Huang, Z.; Fang, X.; Shi, Y. Mitochondrial
control by DRP1 in brain tumor initiating cells. Nat. Neurosci. 2015, 18, 501–510. [CrossRef]

https://doi.org/10.1200/JOP.2017.023333
https://www.ncbi.nlm.nih.gov/pubmed/28489982
https://doi.org/10.3747/co.25.3954
https://doi.org/10.3390/plants10030569
https://doi.org/10.1016/j.clbc.2017.10.013
https://www.ncbi.nlm.nih.gov/pubmed/29153775
https://doi.org/10.1186/1475-2867-5-30
https://doi.org/10.1155/2010/370835
https://www.ncbi.nlm.nih.gov/pubmed/20182539
https://doi.org/10.3389/fonc.2014.00306
https://doi.org/10.1038/nrc2342
https://www.ncbi.nlm.nih.gov/pubmed/18256616
https://doi.org/10.1093/jnci/djm135
https://www.ncbi.nlm.nih.gov/pubmed/17895480
https://doi.org/10.15171/apb.2017.041
https://www.ncbi.nlm.nih.gov/pubmed/29071215
https://doi.org/10.1074/jbc.M306606200
https://www.ncbi.nlm.nih.gov/pubmed/14522995
https://doi.org/10.3390/ijms21124392
https://www.ncbi.nlm.nih.gov/pubmed/32575682
https://doi.org/10.1023/A:1007521430236
https://doi.org/10.3389/fonc.2018.00500
https://www.ncbi.nlm.nih.gov/pubmed/30456204
https://doi.org/10.1242/jcs.093575
https://www.ncbi.nlm.nih.gov/pubmed/24833670
https://doi.org/10.3390/ijms19051309
https://doi.org/10.1021/jm400136m
https://doi.org/10.1016/j.bcp.2020.114282
https://www.ncbi.nlm.nih.gov/pubmed/33058754
https://doi.org/10.1016/j.bbabio.2017.01.004
https://www.ncbi.nlm.nih.gov/pubmed/28104365
https://doi.org/10.1007/s10565-021-09662-5
https://www.ncbi.nlm.nih.gov/pubmed/34661828
https://doi.org/10.1016/j.cmet.2017.05.016
https://www.ncbi.nlm.nih.gov/pubmed/28648983
https://doi.org/10.1042/EBC20170104
https://www.ncbi.nlm.nih.gov/pubmed/30030364
https://doi.org/10.1016/j.tem.2015.12.001
https://www.ncbi.nlm.nih.gov/pubmed/26754340
https://doi.org/10.1096/fj.11-196543
https://www.ncbi.nlm.nih.gov/pubmed/22321727
https://doi.org/10.1038/onc.2012.494
https://www.ncbi.nlm.nih.gov/pubmed/23128392
https://doi.org/10.1038/nn.3960


Cancers 2024, 16, 2621 28 of 32

40. Chen, L.; Zhang, J.; Lyu, Z.; Chen, Y.; Ji, X.; Cao, H.; Jin, M.; Zhu, J.; Yang, J.; Ling, R. Positive feedback loop between mitochondrial
fission and Notch signaling promotes survivin-mediated survival of TNBC cells. Cell Death Dis. 2018, 9, 1050. [CrossRef]

41. Lagardère, P.; Fersing, C.; Masurier, N.; Lisowski, V. Thienopyrimidine: A Promising Scaffold to Access Anti-Infective Agents.
Pharmaceuticals 2022, 15, 35. [CrossRef]

42. Bassetto, M.; Leyssen, P.; Neyts, J.; Yerukhimovich, M.M.; Frick, D.N.; Brancale, A. Computer-aided identification, synthesis
and evaluation of substituted thienopyrimidines as novel inhibitors of HCV replication. Eur. J. Med. Chem. 2016, 123, 31–47.
[CrossRef]

43. Rizk, O.H.; Shaaban, O.G.; El-Ashmawy, I.M. Design, synthesis and biological evaluation of some novel thienopyrimidines and
fused thienopyrimidines as anti-inflammatory agents. Eur. J. Med. Chem. 2012, 55, 85–93. [CrossRef]

44. El-Sayed, W.A.; Ali, O.M.; Zyada, R.; Mohamed, A.A.; Abdel-Rahman, A. Synthesis and antimicrobial activity of new substituted
thienopyrimidines, their tetrazolyl and sugar derivatives. Acta Pol. Pharm. 2012, 69, 439–447.

45. Li, S.-G.; Vilchèze, C.; Chakraborty, S.; Wang, X.; Kim, H.; Anisetti, M.; Ekins, S.; Rhee, K.Y.; Jacobs, W.R., Jr.; Freundlich, J.S.
Evolution of a thienopyrimidine antitubercular relying on medicinal chemistry and metabolomics insights. Tetrahedron Lett. 2015,
56, 3246–3250. [CrossRef]

46. Kotaiah, Y.; Harikrishna, N.; Nagaraju, K.; Rao, C.V. Synthesis and antioxidant activity of 1, 3, 4-oxadiazole tagged thieno [2, 3-d]
pyrimidine derivatives. Eur. J. Med. Chem. 2012, 58, 340–345. [CrossRef]

47. Bugge, S.; Buene, A.F.; Jurisch-Yaksi, N.; Moen, I.U.; Skjønsfjell, E.M.; Sundby, E.; Hoff, B.H. Extended structure–activity study
of thienopyrimidine-based EGFR inhibitors with evaluation of drug-like properties. Eur. J. Med. Chem. 2016, 107, 255–274.
[CrossRef]

48. Powles, T.; Lackner, M.R.; Oudard, S.; Escudier, B.; Ralph, C.; Brown, J.E.; Hawkins, R.E.; Castellano, D.; Rini, B.I.; Staehler, M.D.
Randomized open-label phase II trial of apitolisib (GDC-0980), a novel inhibitor of the PI3K/mammalian target of rapamycin
pathway, versus everolimus in patients with metastatic renal cell carcinoma. J. Clin. Oncol. 2016, 34, 1660. [CrossRef]

49. Makker, V.; Recio, F.O.; Ma, L.; Matulonis, U.A.; Lauchle, J.O.; Parmar, H.; Gilbert, H.N.; Ware, J.A.; Zhu, R.; Lu, S. A multicenter,
single-arm, open-label, phase 2 study of apitolisib (GDC-0980) for the treatment of recurrent or persistent endometrial carcinoma
(MAGGIE study). Cancer 2016, 122, 3519–3528. [CrossRef]

50. Shapiro, G.I.; LoRusso, P.; Kwak, E.; Pandya, S.; Rudin, C.M.; Kurkjian, C.; Cleary, J.M.; Pilat, M.J.; Jones, S.; de Crespigny, A.
Phase Ib study of the MEK inhibitor cobimetinib (GDC-0973) in combination with the PI3K inhibitor pictilisib (GDC-0941) in
patients with advanced solid tumors. Investig. New Drugs 2020, 38, 419–432. [CrossRef]

51. Robert, F.; Verschraegen, C.; Hurwitz, H.; Uronis, H.; Advani, R.; Chen, A.; Taverna, P.; Wollman, M.; Fox, J.; Michelson, G. A
phase I trial of sns-314, a novel and selective pan-aurora kinase inhibitor, in advanced solid tumor patients. J. Clin. Oncol. 2009,
27, 2536. [CrossRef]

52. Shyyka, O.; Pokhodylo, N.; Finiuk, N.; Matiychuk, V.; Stoika, R.; Obushak, M. Anticancer Activity Evaluation of New Thieno
[2, 3-d] pyrimidin-4 (3 H)-ones and Thieno [3, 2-d] pyrimidin-4 (3 H)-one Derivatives. Sci. Pharm. 2018, 86, 28. [CrossRef]

53. Tukaramrao, D.B.; Malla, S.; Saraiya, S.; Hanely, R.A.; Ray, A.; Kumari, S.; Raman, D.; Tiwari, A.K. A Novel Thienopyrimidine
Analog, TPH104, Mediates Immunogenic Cell Death in Triple-Negative Breast Cancer Cells. Cancers 2021, 13, 1954. [CrossRef]

54. Tiwari, A.K.; Karthikeyan, C.; Nyinawabera, A. Necroptosis Inducers or Autophagy Inhibitors or a Combination Thereof. U.S.
Patent US17/047,155, 12 April 2019.

55. Sridharan, S.; Robeson, M.; Bastihalli-Tukaramrao, D.; Howard, C.M.; Subramaniyan, B.; Tilley, A.M.; Tiwari, A.K.; Raman, D.
Targeting of the eukaryotic translation initiation factor 4A against breast cancer stemness. Front. Oncol. 2019, 9, 1311. [CrossRef]

56. Debnath, J.; Muthuswamy, S.K.; Brugge, J.S. Morphogenesis and oncogenesis of MCF-10A mammary epithelial acini grown in
three-dimensional basement membrane cultures. Methods 2003, 30, 256–268. [CrossRef]

57. Amawi, H.; Hussein, N.A.; Ashby, C.R., Jr.; Alnafisah, R.; Sanglard, L.M.; Manivannan, E.; Karthikeyan, C.; Trivedi, P.; Eisenmann,
K.M.; Robey, R.W. Bax/tubulin/epithelial-mesenchymal pathways determine the efficacy of silybin analog HM015k in colorectal
cancer cell growth and metastasis. Front. Pharmacol. 2018, 9, 520. [CrossRef]

58. O’Clair, L.; Artymovich, K.; Roddy, M.; Appledorn, D.M. Quantification of Cytotoxicity Using the IncuCyte® Cytotoxicity Assay;
Essen BioScience: Ann Arbor, MI, USA, 2017; pp. 1–5.

59. Len, J.M.; Hussein, N.; Malla, S.; Mcintosh, K.; Patidar, R.; Elangovan, M.; Chandrabose, K.; Moorthy, N.S.H.N.; Pandey, M.;
Raman, D.; et al. A Novel Dialkylamino-Functionalized Chalcone, DML6, Inhibits Cervical Cancer Cell Proliferation, In Vitro, via
Induction of Oxidative Stress, Intrinsic Apoptosis and Mitotic Catastrophe. Molecules 2021, 26, 4214. [CrossRef]

60. Heney, M.; Alipour, M.; Vergidis, D.; Omri, A.; Mugabe, C.; Th’ng, J.; Suntres, Z. Effectiveness of liposomal paclitaxel against
MCF-7 breast cancer cells. Can. J. Physiol. Pharmacol. 2010, 88, 1172–1180. [CrossRef]

61. Fang, L.; Cheng, Q.; Bai, J.; Qi, Y.-D.; Liu, J.-J.; Li, L.-T.; Zheng, J.-N. An oncolytic adenovirus expressing interleukin-24 enhances
antitumor activities in combination with paclitaxel in breast cancer cells. Mol. Med. Rep. 2013, 8, 1416–1424. [CrossRef]

62. Neupane, R.; Malla, S.; Abou-Dahech, M.S.; Balaji, S.; Kumari, S.; Waiker, D.K.; Moorthy, N.H.N.; Trivedi, P.; Ashby, C.R., Jr.;
Karthikeyan, C. Antiproliferative Efficacy of N-(3-chloro-4-fluorophenyl)-6, 7-dimethoxyquinazolin-4-amine, DW-8, in Colon
Cancer Cells Is Mediated by Intrinsic Apoptosis. Molecules 2021, 26, 4417. [CrossRef] [PubMed]

63. Chen, L.; Ma, K.; Han, J.; Chen, Q.; Zhu, Y. Monitoring mitophagy in mammalian cells. In Methods in Enzymology; Elsevier:
Amsterdam, The Netherlands, 2017; Volume 588, pp. 187–208.

https://doi.org/10.1038/s41419-018-1083-y
https://doi.org/10.3390/ph15010035
https://doi.org/10.1016/j.ejmech.2016.07.035
https://doi.org/10.1016/j.ejmech.2012.07.007
https://doi.org/10.1016/j.tetlet.2015.02.129
https://doi.org/10.1016/j.ejmech.2012.10.007
https://doi.org/10.1016/j.ejmech.2015.11.012
https://doi.org/10.1200/JCO.2015.64.8808
https://doi.org/10.1002/cncr.30286
https://doi.org/10.1007/s10637-019-00776-6
https://doi.org/10.1200/jco.2009.27.15_suppl.2536
https://doi.org/10.3390/scipharm86030028
https://doi.org/10.3390/cancers13081954
https://doi.org/10.3389/fonc.2019.01311
https://doi.org/10.1016/S1046-2023(03)00032-X
https://doi.org/10.3389/fphar.2018.00520
https://doi.org/10.3390/molecules26144214
https://doi.org/10.1139/Y10-097
https://doi.org/10.3892/mmr.2013.1680
https://doi.org/10.3390/molecules26154417
https://www.ncbi.nlm.nih.gov/pubmed/34361570


Cancers 2024, 16, 2621 29 of 32

64. Galluzzi, L.; Vitale, I.; Aaronson, S.A.; Abrams, J.M.; Adam, D.; Agostinis, P.; Alnemri, E.S.; Altucci, L.; Amelio, I.; Andrews, D.W.
Molecular mechanisms of cell death: Recommendations of the Nomenclature Committee on Cell Death 2018. Cell Death Differ.
2018, 25, 486–541. [PubMed]

65. Kabir, M.A.; Kharel, A.; Malla, S.; Kreis, Z.J.; Nath, P.; Wolfe, J.N.; Hassan, M.; Kaur, D.; Sari-Sarraf, H.; Tiwari, A.K. Auto-
mated detection of apoptotic versus nonapoptotic cell death using label-free computational microscopy. J. Biophotonics 2022,
15, e202100310. [CrossRef] [PubMed]

66. Amawi, H.; Hussein, N.A.; Karthikeyan, C.; Manivannan, E.; Wisner, A.; Williams, F.E.; Samuel, T.; Trivedi, P.; Ashby, C.R., Jr.;
Tiwari, A.K. HM015k, a novel silybin derivative, multi-targets metastatic ovarian cancer cells and is safe in zebrafish toxicity
studies. Front. Pharmacol. 2017, 8, 498. [CrossRef]

67. Ruiz-Carmona, S.; Alvarez-Garcia, D.; Foloppe, N.; Garmendia-Doval, A.B.; Juhos, S.; Schmidtke, P.; Barril, X.; Hubbard, R.E.;
Morley, S.D. rDock: A fast, versatile and open source program for docking ligands to proteins and nucleic acids. PLoS Comput.
Biol. 2014, 10, e1003571. [CrossRef]

68. Wenger, J.; Klinglmayr, E.; Fröhlich, C.; Eibl, C.; Gimeno, A.; Hessenberger, M.; Puehringer, S.; Daumke, O.; Goettig, P. Functional
mapping of human dynamin-1-like GTPase domain based on x-ray structure analyses. PLoS ONE 2013, 8, e71835. [CrossRef]
[PubMed]

69. Van Der Spoel, D.; Lindahl, E.; Hess, B.; Groenhof, G.; Mark, A.E.; Berendsen, H.J. GROMACS: Fast, flexible, and free. J. Comput.
Chem. 2005, 26, 1701–1718. [CrossRef] [PubMed]

70. Abraham, M.J.; Murtola, T.; Schulz, R.; Páll, S.; Smith, J.C.; Hess, B.; Lindahl, E. GROMACS: High performance molecular
simulations through multi-level parallelism from laptops to supercomputers. SoftwareX 2015, 1, 19–25. [CrossRef]

71. Huang, J.; Rauscher, S.; Nawrocki, G.; Ran, T.; Feig, M.; De Groot, B.L.; Grubmüller, H.; MacKerell, A.D., Jr. CHARMM36m: An
improved force field for folded and intrinsically disordered proteins. Nat. Methods 2017, 14, 71–73. [CrossRef] [PubMed]

72. Jo, S.; Kim, T.; Iyer, V.G.; Im, W. CHARMM-GUI: A web-based graphical user interface for CHARMM. J. Comput. Chem. 2008, 29,
1859–1865. [CrossRef]

73. Lee, J.; Cheng, X.; Jo, S.; MacKerell, A.D.; Klauda, J.B.; Im, W. CHARMM-GUI input generator for NAMD, GROMACS, AMBER,
OpenMM, and CHARMM/OpenMM simulations using the CHARMM36 additive force field. Biophys. J. 2016, 110, 641a.
[CrossRef]

74. Lee, J.; Hitzenberger, M.; Rieger, M.; Kern, N.R.; Zacharias, M.; Im, W. CHARMM-GUI supports the Amber force fields. J. Chem.
Phys. 2020, 153, 035103. [CrossRef] [PubMed]

75. Jorgensen, W.L.; Chandrasekhar, J.; Madura, J.D.; Impey, R.W.; Klein, M.L. Comparison of simple potential functions for
simulating liquid water. J. Chem. Phys. 1983, 79, 926–935. [CrossRef]

76. Haug, E.; Arora, J.; Matsui, K. A steepest-descent method for optimization of mechanical systems. J. Optim. Theory Appl. 1976, 19,
401–424. [CrossRef]

77. Hopkins, C.W.; Le Grand, S.; Walker, R.C.; Roitberg, A.E. Long-time-step molecular dynamics through hydrogen mass reparti-
tioning. J. Chem. Theory Comput. 2015, 11, 1864–1874. [CrossRef] [PubMed]

78. Darden, T.; York, D.; Pedersen, L. Particle mesh Ewald: An N· log (N) method for Ewald sums in large systems. J. Chem. Phys.
1993, 98, 10089–10092. [CrossRef]

79. Hess, B.; Bekker, H.; Berendsen, H.J.; Fraaije, J.G. LINCS: A linear constraint solver for molecular simulations. J. Comput. Chem.
1997, 18, 1463–1472. [CrossRef]

80. Elber, R.; Ruymgaart, A.P.; Hess, B. SHAKE parallelization. Eur. Phys. J. Spec. Top. 2011, 200, 211–223. [CrossRef] [PubMed]
81. Miyamoto, S.; Kollman, P.A. Settle: An analytical version of the SHAKE and RATTLE algorithm for rigid water models. J. Comput.

Chem. 1992, 13, 952–962. [CrossRef]
82. Shapiro, G.I.; Harper, J.W. Anticancer drug targets: Cell cycle and checkpoint control. J. Clin. Investig. 1999, 104, 1645–1653.

[CrossRef]
83. Sun, Y.; Liu, Y.; Ma, X.; Hu, H. The Influence of Cell Cycle Regulation on Chemotherapy. Int. J. Mol. Sci. 2021, 22, 6923. [CrossRef]
84. Nunez, R. DNA measurement and cell cycle analysis by flow cytometry. Curr. Issues Mol. Biol. 2001, 3, 67–70. [CrossRef]

[PubMed]
85. Zhao, H.; Darzynkiewicz, Z. Biomarkers of cell senescence assessed by imaging cytometry. In Cell Senescence. Methods in Molecular

Biology; Humana Press: Totowa, NJ, USA, 2013; pp. 83–92.
86. Lee, B.Y.; Han, J.A.; Im, J.S.; Morrone, A.; Johung, K.; Goodwin, E.C.; Kleijer, W.J.; DiMaio, D.; Hwang, E.S. Senescence-associated

β-galactosidase is lysosomal β-galactosidase. Aging Cell 2006, 5, 187–195. [CrossRef] [PubMed]
87. Itahana, K.; Campisi, J.; Dimri, G.P. Methods to detect biomarkers of cellular senescence: The senescence-associated β-

galactosidase assay. Biol. Aging Methods Protoc. 2007, 371, 21–31.
88. Zhang, G.; Gurtu, V.; Kain, S.R.; Yan, G. Early detection of apoptosis using a fluorescent conjugate of annexin V. Biotechniques

1997, 23, 525–531. [CrossRef] [PubMed]
89. Ziegler, U.; Groscurth, P. Morphological features of cell death. Physiology 2004, 19, 124–128. [CrossRef]
90. Chazotte, B. Labeling nuclear DNA with hoechst 33342. Cold Spring Harb. Protoc. 2011, 2011, pdb.prot5557. [CrossRef] [PubMed]
91. Wang, F.; Chen, Y.; Zhang, D.; Zhang, Q.; Zheng, D.; Hao, L.; Liu, Y.; Duan, C.; Jia, L.; Liu, G. Folate-mediated targeted and

intracellular delivery of paclitaxel using a novel deoxycholic acid-O-carboxymethylated chitosan–folic acid micelles. Int. J.
Nanomed. 2012, 7, 325–337.

https://www.ncbi.nlm.nih.gov/pubmed/29362479
https://doi.org/10.1002/jbio.202100310
https://www.ncbi.nlm.nih.gov/pubmed/34936215
https://doi.org/10.3389/fphar.2017.00498
https://doi.org/10.1371/journal.pcbi.1003571
https://doi.org/10.1371/journal.pone.0071835
https://www.ncbi.nlm.nih.gov/pubmed/23977156
https://doi.org/10.1002/jcc.20291
https://www.ncbi.nlm.nih.gov/pubmed/16211538
https://doi.org/10.1016/j.softx.2015.06.001
https://doi.org/10.1038/nmeth.4067
https://www.ncbi.nlm.nih.gov/pubmed/27819658
https://doi.org/10.1002/jcc.20945
https://doi.org/10.1016/j.bpj.2015.11.3431
https://doi.org/10.1063/5.0012280
https://www.ncbi.nlm.nih.gov/pubmed/32716185
https://doi.org/10.1063/1.445869
https://doi.org/10.1007/BF00941484
https://doi.org/10.1021/ct5010406
https://www.ncbi.nlm.nih.gov/pubmed/26574392
https://doi.org/10.1063/1.464397
https://doi.org/10.1002/(SICI)1096-987X(199709)18:12%3C1463::AID-JCC4%3E3.0.CO;2-H
https://doi.org/10.1140/epjst/e2011-01525-9
https://www.ncbi.nlm.nih.gov/pubmed/22368766
https://doi.org/10.1002/jcc.540130805
https://doi.org/10.1172/JCI9054
https://doi.org/10.3390/ijms22136923
https://doi.org/10.21775/cimb.003.067
https://www.ncbi.nlm.nih.gov/pubmed/11488413
https://doi.org/10.1111/j.1474-9726.2006.00199.x
https://www.ncbi.nlm.nih.gov/pubmed/16626397
https://doi.org/10.2144/97233pf01
https://www.ncbi.nlm.nih.gov/pubmed/9298227
https://doi.org/10.1152/nips.01519.2004
https://doi.org/10.1101/pdb.prot5557
https://www.ncbi.nlm.nih.gov/pubmed/21205857


Cancers 2024, 16, 2621 30 of 32

92. Tummers, B.; Green, D.R. Caspase-8: Regulating life and death. Immunol. Rev. 2017, 277, 76–89. [CrossRef]
93. Hickson, J.; Ackler, S.; Klaubert, D.; Bouska, J.; Ellis, P.; Foster, K.; Oleksijew, A.; Rodriguez, L.; Schlessinger, S.; Wang, B.

Noninvasive molecular imaging of apoptosis in vivo using a modified firefly luciferase substrate, Z-DEVD-aminoluciferin. Cell
Death Differ. 2010, 17, 1003–1010. [CrossRef]

94. Riss, T.L.; Moravec, R.A.; O’Brien, M.A.; Hawkins, E.M.; Niles, A. Homogeneous Multiwell Assays for Measuring Cell Viabiltiy,
Cytotoxicity, and Apoptosis. In Handbook of Assay Development in Drug Discovery; CRC Press: Boca Raton, FL, USA, 2006;
pp. 403–424.

95. Kutuk, O.; Letai, A. Alteration of the mitochondrial apoptotic pathway is key to acquired paclitaxel resistance and can be reversed
by ABT-737. Cancer Res. 2008, 68, 7985–7994. [CrossRef]

96. Kutuk, O.; Letai, A. Displacement of Bim by Bmf and Puma rather than increase in Bim level mediates paclitaxel-induced
apoptosis in breast cancer cells. Cell Death Differ. 2010, 17, 1624–1635. [CrossRef]

97. Pistritto, G.; Trisciuoglio, D.; Ceci, C.; Garufi, A.; D’Orazi, G. Apoptosis as anticancer mechanism: Function and dysfunction of its
modulators and targeted therapeutic strategies. Aging 2016, 8, 603. [CrossRef] [PubMed]

98. Elmore, S. Apoptosis: A review of programmed cell death. Toxicol. Pathol. 2007, 35, 495–516. [CrossRef] [PubMed]
99. Kale, J.; Osterlund, E.J.; Andrews, D.W. BCL-2 family proteins: Changing partners in the dance towards death. Cell Death Differ.

2018, 25, 65–80. [CrossRef] [PubMed]
100. Redza-Dutordoir, M.; Averill-Bates, D.A. Activation of apoptosis signalling pathways by reactive oxygen species. Biochim. Biophys.

Acta BBA-Mol. Cell Res. 2016, 1863, 2977–2992. [CrossRef]
101. Martinou, J.-C.; Youle, R.J. Mitochondria in apoptosis: Bcl-2 family members and mitochondrial dynamics. Dev. Cell 2011, 21,

92–101. [CrossRef]
102. Li, P.; Nijhawan, D.; Budihardjo, I.; Srinivasula, S.M.; Ahmad, M.; Alnemri, E.S.; Wang, X. Cytochrome c and dATP-dependent

formation of Apaf-1/caspase-9 complex initiates an apoptotic protease cascade. Cell 1997, 91, 479–489. [CrossRef]
103. Hu, Q.; Wu, D.; Chen, W.; Yan, Z.; Yan, C.; He, T.; Liang, Q.; Shi, Y. Molecular determinants of caspase-9 activation by the Apaf-1

apoptosome. Proc. Natl. Acad. Sci. USA 2014, 111, 16254–16261. [CrossRef]
104. Wu, C.-C.; Lee, S.; Malladi, S.; Chen, M.-D.; Mastrandrea, N.J.; Zhang, Z.; Bratton, S.B. The Apaf-1 apoptosome induces formation

of caspase-9 homo-and heterodimers with distinct activities. Nat. Commun. 2016, 7, 1–14. [CrossRef]
105. Julien, O.; Wells, J.A. Caspases and their substrates. Cell Death Differ. 2017, 24, 1380–1389. [CrossRef]
106. Nagata, S. DNA degradation in development and programmed cell death. Annu. Rev. Immunol. 2005, 23, 853–875. [CrossRef]

[PubMed]
107. Naito, M.; Nagashima, K.; Mashima, T.; Tsuruo, T. Phosphatidylserine Externalization Is a Downstream Event of Interleukin-1β–

Converting Enzyme Family Protease Activation during Apoptosis. Blood J. Am. Soc. Hematol. 1997, 89, 2060–2066. [CrossRef]
108. Sebbagh, M.; Renvoizé, C.; Hamelin, J.; Riché, N.; Bertoglio, J.; Bréard, J. Caspase-3-mediated cleavage of ROCK I induces MLC

phosphorylation and apoptotic membrane blebbing. Nat. Cell Biol. 2001, 3, 346–352. [CrossRef] [PubMed]
109. Dickens, L.S.; Powley, I.R.; Hughes, M.A.; MacFarlane, M. The ‘complexities’ of life and death: Death receptor signalling platforms.

Exp. Cell Res. 2012, 318, 1269–1277. [CrossRef] [PubMed]
110. Kischkel, F.C.; Hellbardt, S.; Behrmann, I.; Germer, M.; Pawlita, M.; Krammer, P.H.; Peter, M.E. Cytotoxicity-dependent APO-1

(Fas/CD95)-associated proteins form a death-inducing signaling complex (DISC) with the receptor. EMBO J. 1995, 14, 5579–5588.
[CrossRef] [PubMed]

111. Crowley, L.C.; Christensen, M.E.; Waterhouse, N.J. Measuring mitochondrial transmembrane potential by TMRE staining. Cold
Spring Harb. Protoc. 2016, 2016, pdb.prot087361. [CrossRef] [PubMed]

112. Goldsby, R.; Heytler, P. Uncoupling of oxidative phosphorylation by carbonyl cyanide phenylhydrazones. II. Effects of carbonyl
cyanide m-chlorophenylhydrazone on mitochondrial respiration. Biochemistry 1963, 2, 1142–1147. [CrossRef] [PubMed]

113. Perry, S.W.; Norman, J.P.; Barbieri, J.; Brown, E.B.; Gelbard, H.A. Mitochondrial membrane potential probes and the proton
gradient: A practical usage guide. BioTechniques 2011, 50, 98–115. [CrossRef] [PubMed]

114. Seervi, M.; Joseph, J.; Sobhan, P.; Bhavya, B.; Santhoshkumar, T. Essential requirement of cytochrome c release for caspase
activation by procaspase-activating compound defined by cellular models. Cell Death Dis. 2011, 2, e207. [CrossRef]

115. Renz, A.; Berdel, W.E.; Kreuter, M.; Belka, C.; Schulze-Osthoff, K.; Los, M. Rapid extracellular release of cytochrome c is specific
for apoptosis and marks cell death in vivo. Blood J. Am. Soc. Hematol. 2001, 98, 1542–1548. [CrossRef]

116. Ricci, J.-E.; Muñoz-Pinedo, C.; Fitzgerald, P.; Bailly-Maitre, B.; Perkins, G.A.; Yadava, N.; Scheffler, I.E.; Ellisman, M.H.; Green,
D.R. Disruption of mitochondrial function during apoptosis is mediated by caspase cleavage of the p75 subunit of complex I of
the electron transport chain. Cell 2004, 117, 773–786. [CrossRef] [PubMed]

117. Simon, H.-U.; Haj-Yehia, A.; Levi-Schaffer, F. Role of reactive oxygen species (ROS) in apoptosis induction. Apoptosis 2000, 5,
415–418. [CrossRef]

118. Woo, C.C.; Hsu, A.; Kumar, A.P.; Sethi, G.; Tan, K.H.B. Thymoquinone inhibits tumor growth and induces apoptosis in a breast
cancer xenograft mouse model: The role of p38 MAPK and ROS. PLoS ONE 2013, 8, e75356. [CrossRef] [PubMed]

119. Dai, X.; Wang, L.; Deivasigamni, A.; Looi, C.Y.; Karthikeyan, C.; Trivedi, P.; Chinnathambi, A.; Alharbi, S.A.; Arfuso, F.;
Dharmarajan, A. A novel benzimidazole derivative, MBIC inhibits tumor growth and promotes apoptosis via activation of
ROS-dependent JNK signaling pathway in hepatocellular carcinoma. Oncotarget 2017, 8, 12831. [CrossRef] [PubMed]

https://doi.org/10.1111/imr.12541
https://doi.org/10.1038/cdd.2009.205
https://doi.org/10.1158/0008-5472.CAN-08-1418
https://doi.org/10.1038/cdd.2010.41
https://doi.org/10.18632/aging.100934
https://www.ncbi.nlm.nih.gov/pubmed/27019364
https://doi.org/10.1080/01926230701320337
https://www.ncbi.nlm.nih.gov/pubmed/17562483
https://doi.org/10.1038/cdd.2017.186
https://www.ncbi.nlm.nih.gov/pubmed/29149100
https://doi.org/10.1016/j.bbamcr.2016.09.012
https://doi.org/10.1016/j.devcel.2011.06.017
https://doi.org/10.1016/S0092-8674(00)80434-1
https://doi.org/10.1073/pnas.1418000111
https://doi.org/10.1038/ncomms13565
https://doi.org/10.1038/cdd.2017.44
https://doi.org/10.1146/annurev.immunol.23.021704.115811
https://www.ncbi.nlm.nih.gov/pubmed/15771588
https://doi.org/10.1182/blood.V89.6.2060
https://doi.org/10.1038/35070019
https://www.ncbi.nlm.nih.gov/pubmed/11283607
https://doi.org/10.1016/j.yexcr.2012.04.005
https://www.ncbi.nlm.nih.gov/pubmed/22542855
https://doi.org/10.1002/j.1460-2075.1995.tb00245.x
https://www.ncbi.nlm.nih.gov/pubmed/8521815
https://doi.org/10.1101/pdb.prot087361
https://www.ncbi.nlm.nih.gov/pubmed/27934682
https://doi.org/10.1021/bi00905a041
https://www.ncbi.nlm.nih.gov/pubmed/14087375
https://doi.org/10.2144/000113610
https://www.ncbi.nlm.nih.gov/pubmed/21486251
https://doi.org/10.1038/cddis.2011.90
https://doi.org/10.1182/blood.V98.5.1542
https://doi.org/10.1016/j.cell.2004.05.008
https://www.ncbi.nlm.nih.gov/pubmed/15186778
https://doi.org/10.1023/A:1009616228304
https://doi.org/10.1371/journal.pone.0075356
https://www.ncbi.nlm.nih.gov/pubmed/24098377
https://doi.org/10.18632/oncotarget.14606
https://www.ncbi.nlm.nih.gov/pubmed/28086233


Cancers 2024, 16, 2621 31 of 32

120. Yoshida, K.; Miki, Y. The cell death machinery governed by the p53 tumor suppressor in response to DNA damage. Cancer Sci.
2010, 101, 831–835. [CrossRef] [PubMed]

121. Hausenloy, D.; Wynne, A.; Duchen, M.; Yellon, D. Transient mitochondrial permeability transition pore opening mediates
preconditioning-induced protection. Circulation 2004, 109, 1714–1717. [CrossRef] [PubMed]

122. Varanyuwatana, P.; Halestrap, A.P. The mitochondrial permeability transition pore and its modulators. BBA-Bioenerg. 2010, 1797,
130–131. [CrossRef]

123. Giorgio, M.; Migliaccio, E.; Orsini, F.; Paolucci, D.; Moroni, M.; Contursi, C.; Pelliccia, G.; Luzi, L.; Minucci, S.; Marcaccio, M.
Electron transfer between cytochrome c and p66Shc generates reactive oxygen species that trigger mitochondrial apoptosis. Cell
2005, 122, 221–233. [CrossRef] [PubMed]

124. Yang, C.; Jiang, L.; Zhang, H.; Shimoda, L.A.; DeBerardinis, R.J.; Semenza, G.L. Analysis of hypoxia-induced metabolic
reprogramming. Methods Enzymol. 2014, 542, 425–455.

125. Kim, H.; Xue, X. Detection of Total Reactive Oxygen Species in Adherent Cells by 2′,7′-Dichlorodihydrofluorescein Diacetate
Staining. J. Vis. Exp. JoVE 2020, 160, 60682. [CrossRef]

126. Li, M.; Yin, L.; Wu, L.; Zhu, Y.; Wang, X. Paclitaxel inhibits proliferation and promotes apoptosis through regulation ROS and
endoplasmic reticulum stress in osteosarcoma cell. Mol. Cell. Toxicol. 2020, 16, 377–384. [CrossRef]

127. Ren, L.; Chen, X.; Chen, X.; Li, J.; Cheng, B.; Xia, J. Mitochondrial dynamics: Fission and fusion in fate determination of
mesenchymal stem cells. Front. Cell Dev. Biol. 2020, 8, 580070. [CrossRef] [PubMed]

128. Otera, H.; Wang, C.; Cleland, M.M.; Setoguchi, K.; Yokota, S.; Youle, R.J.; Mihara, K. Mff is an essential factor for mitochondrial
recruitment of Drp1 during mitochondrial fission in mammalian cells. J. Cell Biol. 2010, 191, 1141–1158. [CrossRef] [PubMed]

129. Smirnova, E.; Griparic, L.; Shurland, D.-L.; Van Der Bliek, A.M. Dynamin-related protein Drp1 is required for mitochondrial
division in mammalian cells. Mol. Biol. Cell 2001, 12, 2245–2256. [CrossRef] [PubMed]

130. Berman, S.; Pineda, F.; Hardwick, J. Mitochondrial fission and fusion dynamics: The long and short of it. Cell Death Differ. 2008,
15, 1147–1152. [CrossRef] [PubMed]

131. Wang, J.; Yao, L. Dissecting C– H··· π and N– H··· π interactions in two proteins using a combined experimental and computational
approach. Sci. Rep. 2019, 9, 20149. [CrossRef] [PubMed]

132. Ow, Y.-L.P.; Green, D.R.; Hao, Z.; Mak, T.W. Cytochrome c: Functions beyond respiration. Nat. Rev. Mol. Cell Biol. 2008, 9, 532–542.
[CrossRef] [PubMed]

133. Fontanesi, F.; Soto, I.C.; Barrientos, A. Cytochrome c oxidase biogenesis: New levels of regulation. IUBMB Life 2008, 60, 557–568.
[CrossRef] [PubMed]

134. Estaquier, J.; Arnoult, D. Inhibiting Drp1-mediated mitochondrial fission selectively prevents the release of cytochrome c during
apoptosis. Cell Death Differ. 2007, 14, 1086–1094. [CrossRef]

135. Inoue-Yamauchi, A.; Oda, H. Depletion of mitochondrial fission factor DRP1 causes increased apoptosis in human colon cancer
cells. Biochem. Biophys. Res. Commun. 2012, 421, 81–85. [CrossRef]

136. Tsujimoto, Y.; Shimizu, S. Role of the mitochondrial membrane permeability transition in cell death. Apoptosis 2007, 12, 835–840.
[CrossRef] [PubMed]

137. Holler, N.; Zaru, R.; Micheau, O.; Thome, M.; Attinger, A.; Valitutti, S.; Bodmer, J.-L.; Schneider, P.; Seed, B.; Tschopp, J. Fas
triggers an alternative, caspase-8–independent cell death pathway using the kinase RIP as effector molecule. Nat. Immunol. 2000,
1, 489–495. [CrossRef]

138. Matsumura, H.; Shimizu, Y.; Ohsawa, Y.; Kawahara, A.; Uchiyama, Y.; Nagata, S. Necrotic death pathway in Fas receptor
signaling. J. Cell Biol. 2000, 151, 1247–1256. [CrossRef] [PubMed]

139. Yu, M.; Nguyen, N.D.; Huang, Y.; Lin, D.; Fujimoto, T.N.; Molkentine, J.M.; Deorukhkar, A.; Kang, Y.a.; San Lucas, F.A.; Fernandes,
C.J. Mitochondrial fusion exploits a therapeutic vulnerability of pancreatic cancer. JCI Insight 2019, 4, 126915. [CrossRef]

140. Qian, W.; Choi, S.; Gibson, G.A.; Watkins, S.C.; Bakkenist, C.J.; Van Houten, B. Mitochondrial hyperfusion induced by loss of the
fission protein Drp1 causes ATM-dependent G2/M arrest and aneuploidy through DNA replication stress. J. Cell Sci. 2012, 125,
5745–5757. [CrossRef] [PubMed]

141. Han, X.-J.; Yang, Z.-J.; Jiang, L.-P.; Wei, Y.-F.; Liao, M.-F.; Qian, Y.; Li, Y.; Huang, X.; Wang, J.-B.; Xin, H.-B. Mitochondrial dynamics
regulates hypoxia-induced migration and antineoplastic activity of cisplatin in breast cancer cells. Int. J. Oncol. 2015, 46, 691–700.
[CrossRef] [PubMed]

142. Hu, J.; Zhang, H.; Li, J.; Jiang, X.; Zhang, Y.; Wu, Q.; Shi, J.; Gao, N. ROCK1 activation-mediated mitochondrial translocation of
Drp1 and cofilin are required for arnidiol-induced mitochondrial fission and apoptosis. J. Exp. Clin. Cancer Res. 2020, 39, 1–16.
[CrossRef] [PubMed]

143. Jenner, A.; Peña-Blanco, A.; Salvador-Gallego, R.; Ugarte-Uribe, B.; Zollo, C.; Ganief, T.; Bierlmeier, J.; Mund, M.; Lee, J.E.; Ries, J.
DRP1 interacts directly with BAX to induce its activation and apoptosis. EMBO J. 2022, 41, e108587. [CrossRef]

144. Milani, M.; Byrne, D.P.; Greaves, G.; Butterworth, M.; Cohen, G.M.; Eyers, P.A.; Varadarajan, S. DRP-1 is required for BH3
mimetic-mediated mitochondrial fragmentation and apoptosis. Cell Death Dis. 2018, 8, e2552. [CrossRef] [PubMed]

145. Wang, Z.; Jiang, H.; Chen, S.; Du, F.; Wang, X. The mitochondrial phosphatase PGAM5 functions at the convergence point of
multiple necrotic death pathways. Cell 2012, 148, 228–243. [CrossRef]

146. Zhang, S.; Che, L.; He, C.; Huang, J.; Guo, N.; Shi, J.; Lin, Y.; Lin, Z. Drp1 and RB interaction to mediate mitochondria-dependent
necroptosis induced by cadmium in hepatocytes. Cell Death Dis. 2019, 10, 523. [CrossRef] [PubMed]

https://doi.org/10.1111/j.1349-7006.2009.01488.x
https://www.ncbi.nlm.nih.gov/pubmed/20132225
https://doi.org/10.1161/01.CIR.0000126294.81407.7D
https://www.ncbi.nlm.nih.gov/pubmed/15066952
https://doi.org/10.1016/j.bbabio.2010.04.388
https://doi.org/10.1016/j.cell.2005.05.011
https://www.ncbi.nlm.nih.gov/pubmed/16051147
https://doi.org/10.3791/60682
https://doi.org/10.1007/s13273-020-00093-7
https://doi.org/10.3389/fcell.2020.580070
https://www.ncbi.nlm.nih.gov/pubmed/33178694
https://doi.org/10.1083/jcb.201007152
https://www.ncbi.nlm.nih.gov/pubmed/21149567
https://doi.org/10.1091/mbc.12.8.2245
https://www.ncbi.nlm.nih.gov/pubmed/11514614
https://doi.org/10.1038/cdd.2008.57
https://www.ncbi.nlm.nih.gov/pubmed/18437161
https://doi.org/10.1038/s41598-019-56607-4
https://www.ncbi.nlm.nih.gov/pubmed/31882834
https://doi.org/10.1038/nrm2434
https://www.ncbi.nlm.nih.gov/pubmed/18568041
https://doi.org/10.1002/iub.86
https://www.ncbi.nlm.nih.gov/pubmed/18465791
https://doi.org/10.1038/sj.cdd.4402107
https://doi.org/10.1016/j.bbrc.2012.03.118
https://doi.org/10.1007/s10495-006-0525-7
https://www.ncbi.nlm.nih.gov/pubmed/17136322
https://doi.org/10.1038/82732
https://doi.org/10.1083/jcb.151.6.1247
https://www.ncbi.nlm.nih.gov/pubmed/11121439
https://doi.org/10.1172/jci.insight.126915
https://doi.org/10.1242/jcs.109769
https://www.ncbi.nlm.nih.gov/pubmed/23015593
https://doi.org/10.3892/ijo.2014.2781
https://www.ncbi.nlm.nih.gov/pubmed/25434519
https://doi.org/10.1186/s13046-020-01545-7
https://www.ncbi.nlm.nih.gov/pubmed/32075676
https://doi.org/10.15252/embj.2021108587
https://doi.org/10.1038/cddis.2016.485
https://www.ncbi.nlm.nih.gov/pubmed/28079887
https://doi.org/10.1016/j.cell.2011.11.030
https://doi.org/10.1038/s41419-019-1730-y
https://www.ncbi.nlm.nih.gov/pubmed/31285421


Cancers 2024, 16, 2621 32 of 32

147. Degterev, A.; Hitomi, J.; Germscheid, M.; Ch’en, I.L.; Korkina, O.; Teng, X.; Abbott, D.; Cuny, G.D.; Yuan, C.; Wagner, G.
Identification of RIP1 kinase as a specific cellular target of necrostatins. Nat. Chem. Biol. 2008, 4, 313–321. [CrossRef] [PubMed]

148. Sun, L.; Wang, H.; Wang, Z.; He, S.; Chen, S.; Liao, D.; Wang, L.; Yan, J.; Liu, W.; Lei, X. Mixed lineage kinase domain-like protein
mediates necrosis signaling downstream of RIP3 kinase. Cell 2012, 148, 213–227. [CrossRef] [PubMed]

149. Basit, F.; Van Oppen, L.M.; Schöckel, L.; Bossenbroek, H.M.; Van Emst-de Vries, S.E.; Hermeling, J.C.; Grefte, S.; Kopitz, C.;
Heroult, M.; HGM Willems, P. Mitochondrial complex I inhibition triggers a mitophagy-dependent ROS increase leading to
necroptosis and ferroptosis in melanoma cells. Cell Death Dis. 2017, 8, e2716. [CrossRef] [PubMed]

150. Miotto, G.; Rossetto, M.; Di Paolo, M.L.; Orian, L.; Venerando, R.; Roveri, A.; Vučković, A.-M.; Travain, V.B.; Zaccarin, M.; Zennaro,
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