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Abstract: Pulmonary arterial hypertension (PAH) is a chronic disease characterized by a progressive
increase in mean pulmonary arterial pressure. Mutations in the BMPR2 and AQP1 genes have been
described in familial PAH. The bone morphogenetic proteins BMP9 and BMP10 bind with high
affinity to BMPR2. Administration of BMP9 has been proposed as a potential therapeutic strategy
against PAH, although recent conflicting evidence dispute the effect of such a practice. Considering
the involvement of the above molecules in PAH onset, progression, and therapeutic value, we
examined the effects of modulation of BMP9, BMPR2, and AQP1 on BMP9, BMP10, BMPR2, AQP1,
and TGFBI1 expression in human pulmonary microvascular endothelial cells in vitro. Our results
demonstrated that silencing the BVIPR2 gene resulted in increased expression of its two main ligands,
namely BMP9 and BMP10. Exogenous administration of BMP9 caused the return of BMP10 to basal
levels, while it restored the decreased AQP1 protein levels and the decreased TGFB1 mRNA and
protein expression levels caused by BMPR?2 silencing. Moreover, AQP1 gene silencing also resulted
in increased expression of BMP9 and BMP10. Our results might possibly imply that the effect of
exogenously administered BMP9 on molecules participating in the BMP signaling pathway could
depend on the expression levels of BMPR2. Taken together, these results may provide insight into the
highly complex interactions of the BMP signaling pathway.

Keywords: PAH; BMP9; BMPR2; AQP1

1. Introduction

Pulmonary hypertension (PH) is characterized as a chronic and progressive disor-
der [1]. Pulmonary arterial hypertension (PAH), one of the five subgroups of PH, mainly
affects the distal pulmonary arteries and occurs in both idiopathic and hereditary forms.
Loss and obstructive remodeling of the pulmonary vascular bed are responsible for the
progressive increase in pulmonary arterial pressure and pulmonary vascular resistance,
leading to right heart failure and eventually death [2-4]. PAH onset and development
are highly affected by alterations in the signaling pathways governed by members of the
transforming growth factor-f3 (TGF-3) family. Hereditary cases of PAH commonly present
a variety of mutations in the gene encoding for the bone morphogenetic protein receptor
type II (BMPR?2), leading to the protein’s loss of function [5-7]. In addition to hereditary
PAH, ~10-40% of idiopathic PAH cases carry BMPR2 mutations [8]. BMPR2 contributes
significantly to blood vessel formation and function; disrupted signaling due to decreased
BMPR?2 expression is also predominant even in PAH cases lacking BMPR2 mutations [9].
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In the canonical BMP signaling pathway, BMPR2 acts as a regulator of gene expression
through BMP ligand binding, type I receptor activation, and phosphorylation of specific
members of the mothers against decapentaplegic (SMAD) family. BMP9 and BMP10 are
the primary ligands of the receptor complex, playing a significant role in homeostasis and
vascular development [10]. BMP9 is thought to be the principal ligand for BMPR2. As such,
it leads to enhanced BMPR2 signaling which is antiproliferative, and would inhibit the
formation of PAH pathology. BMP10 is thought to have similar actions [11]. Heterozygous
mutations in the genes encoding for BMP9 and BMP10 have been identified in several PAH
cases [5,12-14].

Current PAH therapies have improved symptoms and functional capacity, and have
reduced the incidence of deteriorations. These include orally active phosphodiesterase-
5 inhibitors and soluble guanylate cyclase stimulators to raise abnormally low cyclic
guanosine monophosphate (GMP) levels, intravenous, subcutaneous, inhaled, and oral
prostanoid analogs or mimetics to raise abnormally low cyclic adenosine monophosphate
(AMP) levels, and orally active endothelin receptor blockers to reduce the detrimental
effects of increased endothelin-1 levels [15]. Recently, sotatercept, an activin-binding
molecule, has also shown significant efficacy and has been approved for clinical use. It
addresses pulmonary microvascular cell proliferation rather than vascular tone, and it
offers the potential to at least partially correct the BMPR2/TGEFB signaling imbalance seen
in PAH [16]. Although the administration of recombinant BMP9 has been proposed as a
novel therapeutic strategy, few experimental studies have explored the important role of
BMP?9 in the pathogenesis of PAH [11,17-19].

Alongside BMP signaling, disrupted TGF-f3 signaling is central to the development
and progression of PAH. TGF-f3 ligands bind with high affinity to the TRRII/TBRI receptor
complex, thus activating the canonical and non-canonical signaling pathways [20]. The TGF-
( family has pleiotropic and redundant functions, and it can regulate cellular processes,
including cell proliferation, differentiation, and migration [21]. Among the members of the
family, growth factor TGF-f31 is of great interest. Specifically, TGF-1 has a significant role
in the synthesis and increased deposition of the extracellular matrix during vascular wall
remodeling [22]. Furthermore, it is evident that TGF-f family dysregulation is an important
component in PAH, contributing to pulmonary vascular remodeling and inflammation [20].

As stated above, mutations in the BMPR2 gene and downstream targets of canonical
BMP signaling drive PAH development. Recent genetic evidence has identified novel genes
with mutations among PAH patients. Mutations in the gene encoding for aquaporin 1
(AQP1) have been described in several cases of hereditary PAH, resulting in the characteri-
zation of AQP1 as a PAH-related gene [5,23]. Aquaporins (AQPs) are membrane channel
proteins with a significant role in water transport regulation across the cell membrane [24].
Along with their role in water homeostasis, AQPs contribute to several biological processes,
among which are cell proliferation, cell migration, and edema formation [25]. Recently, our
group has described a link between AQP1 and members of the BMP signaling pathway,
including BMPR2 and TGF-31 [26,27].

Based on the above, in the present study, we aimed to examine the mRNA and protein
expression patterns of BMP9 and BMP10 in human pulmonary microvascular endothelial
cells (HPMECs) where we silenced the expression of AQP1 and BMPR2. Considering the
therapeutic role of BMP9, we investigated the effect of exogenous BMP9 administration
on AQP1, BMPR2, BMP10, and TGFB1 mRNA and protein expression in BMPR2-silenced
HPMECs, a commonly used in vitro PAH model.

2. Results
2.1. Effects of Modulating BMPR2 and BMP9 on BMP Signaling Molecules in Human Pulmonary
Microvascular Endothelial Cells

Considering the proposed role of BMP9 as a potential therapeutic in PAH, we decided to
explore the effect of modulating BMPR?2 and BMP9 on molecules implicated in BMP signaling.
Initially, we silenced the HPMECs for BMIPR2. At first, we tested transfection specificity
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by transfecting the cells with a universal scrambled negative control siRNA duplex (siRNA
controls). The resultant BMPR2 expression levels in the siRNA controls were 0.71 (0.52-1.15)
vs. 0.96 (0.75-1.39) in the non-transfected control cells (p > 0.05). We then proceeded with the
transfection with the BMPR2-specific siRNA, which resulted in silencing the BMPR2 gene
by 50% compared to the non-transfected control cells (0.48 (0.39-0.55) vs. 0.96 (0.75-1.39),
respectively, p < 0.01; Figure 1a). The same effect was observed regarding BMPR2 protein
levels compared to the non-transfected control cells (0.45 £ 0.17, p < 0.05; Figure 1b). The effect
of BMPR? silencing was subsequently studied on BMP9 and BMP10 mRNA expression. BMP9
mRNA expression was increased nearly 13-fold compared to the non-transfected control cells
(12.69 (12.14-23.67) vs. 1.20 (0.77-1.67), respectively, p < 0.05; Figure 1c) and protein expression
increased by 22% in the BMPR2-silenced cells compared to the non-transfected control cells
(1.22 £ 0.09, p < 0.01; Figure 1d). BMP10 mRNA expression increased four-fold compared to
the non-transfected control cells (4.03 (3.03-8.68) vs. 1.01 (0.72-1.44), respectively, p < 0.05;
Figure 1e), whereas BMP10 protein levels remained unaltered compared to the non-transfected
control cells (1.69 & 0.51, p > 0.05; Figure 1f).
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Figure 1. Effects of modulating BMPR2 and BMP9 on BMP signaling molecules in human pulmonary
microvascular endothelial cells. HPMECs were silenced for the BMIPR2 gene, and the relative mRNA
and protein expression of BMPR?2 (a,b), BMP9 (c,d), BMP10 (e,f), AQP1 (g,h), and TGFB1 (i,j) were
estimated before and after the exogenous administration of BMP9. Relative mRNA expression is
depicted with box plots (line in the middle, median values; box edges, 25th and 75th percentiles;
whiskers, range of values). Relative protein expression is depicted with bar plots (mean + SEM).
Results from at least three independent experiments are presented. To ensure consistency and
reproducibility across the independent experiments, specificity (siRNA negative control), efficiency
(BMPR?2 siRNA), and the effect of BMP9 exogenous administration on the non-transfected controls
were tested each time. Statistical analysis was performed using the Mann-Whitney test or Student’s
t-test, as appropriate. *, p < 0.05; **, p < 0.01 compared to non-transfected control cells.
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Exogenous administration of BMP9 to the BMPR2-silenced cells did not have any effect
on the BMPR2 mRNA and protein expression levels, which remained reduced compared
to the non-transfected control cells. The BMPR2 mRNA levels remained lower than the
non-transfected control cells (0.52 (0.43-0.66) vs. 0.96 (0.75-1.39), respectively, p < 0.01;
Figure 1a), and the same applied to its protein levels (0.26 & 0.07, p < 0.01; Figure 1b). On
the other hand, following BMP9 exogenous administration, the expression levels of BMP10
mRNA returned to its levels prior to treatment and did not differ from the non-transfected
control cells (1.07 (0.66-2.62) vs. 1.01 (0.72-1.44), respectively, p > 0.05; Figure 1e). BMP10
protein levels, however, were not affected (0.73 & 0.13, p > 0.05; Figure 1f).

Given our previous published results on the effect of BMPR?2 silencing on AQP1 and
TGFB1 expression [26,27], we then proceeded to examine the effect of BMP9 exogenous
administration on AQP1 and TGFB1 mRNA and protein expression in BMPR2-silenced
HPMECs. After reconfirming our previous findings that BMPR?2 silencing results in de-
creased AQP1 expression compared to the non-transfected control cells (0.31 (0.11-0.47)
vs. 0.95 (0.87-1.21), respectively, p < 0.01; Figure 1g), we examined the effect of BMP9
exogenous administration. No effect of BMP9 on the mRNA expression of AQPI was
observed, which remained decreased compared to the non-transfected control cells (0.48
(0.29-0.76) vs. 0.95 (0.87-1.21), respectively, p < 0.05; Figure 1g). Of most interest, however,
exogenous administration of BMP9 could restore the decreased AQP1 protein levels result-
ing from BMPR? silencing. Prior to BMP9 treatment, AQP1 levels decreased to 0.75 & 0.08
compared to the non-transfected control cells (p < 0.01; Figure 1h), whereas after treatment,
the lowered levels were restored (1.09 = 0.10, p > 0.05; Figure 1h). Finally, after reconfirming
our formerly published results that silencing of BMPR2 expression results in decreased
TGFB1 mRNA expression compared to the non-transfected control cells (0.78 (0.60—-0.92)
vs. 1.02 (0.89-1.13), respectively, p < 0.05; Figure 1i), we demonstrated that the exoge-
nous administration of BMP9 could restore the TGFBI mRNA levels in BMPR2-silenced
HPEMC s, returning them to levels comparable with the non-transfected control cells (0.86
(0.71-0.99) vs. 1.02 (0.89-1.13), respectively, p > 0.05; Figure 1i). We finally examined TGFB1
protein levels in the BMPR2-silenced HPMECs. TGFB1 protein levels decreased in the
BMPR2-silenced cells compared to the non-transfected control cells (0.61 £ 0.18, p < 0.05;
Figure 1j). The exogenous administration of BMP9 reversed the effect of BMPR2 silencing
on TGFB1 protein levels (0.80 & 0.24, p > 0.05; Figure 1j).

2.2. Effects of Modulating AQP1 on BMP Signaling Molecules in Human Pulmonary
Microvascular Endothelial Cells

Our group has previously described the interplay between AQP1 and BMPR2 [26,27].
Considering our previously published data, the finding presented above that BMP9 restores
AQP1 protein levels in BMPR2-silenced cells, and the fact that BMP9 and BMP10 are the
two most important ligands of BMPR2, we next aimed to examine the mRNA and protein
expression of these molecules in AQP1-silenced HPMECs (Figure 2). As in BMPR?2, trans-
fection specificity was initially tested by transfecting the cells with a universal scrambled
negative control siRNA duplex. The resultant AQP1 levels in the siRNA controls were 0.90
(0.63-1.77) vs. 1.03 (0.72-1.40) in the non-transfected control cells (p > 0.05). Transfection
with the AQPI-specific siRNA resulted in silencing the AQP1 gene by 70% compared to
the non-transfected control cells (0.30 (0.13-0.53) vs. 1.03 (0.72-1.40), respectively, p < 0.05).
The AQP1-silenced cells showed an increase in both mRNA and protein levels of BMP9
(Figure 2a,b). Specifically, BMP9 mRNA expression increased 18-fold compared to the
non-transfected control cells (18.04 (5.30-47.14) vs. 1.03 (0.71-1.41), respectively, p < 0.05;
Figure 2a). BMP9 protein levels increased by 17% following AQP1-silencing compared
to the non-transfected control cells (1.17 £ 0.01, p < 0.05; Figure 2b). On the other hand,
only the mRNA levels of BMP10 were found to be significantly altered in AQP1-silenced
cells compared to the non-transfected control cells (15.23 (8.61-53.42) vs. 0.92 (0.44-3.05),
respectively, p < 0.05; Figure 2c). BMP10 protein levels remained unaltered (0.91 & 0.14,
p > 0.05; Figure 2d).
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Figure 2. Effects of modulating AQP1 on BMP signaling molecules in human pulmonary microvascu-
lar endothelial cells. HPMECs were silenced for the AQP1 gene, and the relative mRNA and protein
expression of BMP9 (a,b) and BMP10 (c,d) were estimated. Relative mRNA expression is depicted
with box plots (line in the middle, median values; box edges, 25th and 75th percentiles; whiskers,
range of values). Relative protein expression is depicted with bar plots (mean + SEM). Results from at
least three independent experiments are presented. To ensure consistency and reproducibility across
the independent experiments, specificity (siRNA negative control) and efficiency (AQP1 siRNA) were
tested each time. Statistical analysis was performed using the Mann-Whitney test or Student’s t-test,

as appropriate. *, p < 0.05 compared to the non-transfected control cells.

In Figure 3, the findings of our study are depicted schematically.
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Figure 3. Main findings of the study. In the upper panel (Pink), the mRNA and protein levels of BMP
signaling molecules are depicted in human pulmonary microvascular endothelial cells (HPMECs)
silenced for BMIPR2 before and after exogenous BMP9 administration. As depicted in the left upper
panel, BMP9 and BMP10 mRNA levels increased, while AQP1 and TGFB1 mRNA levels decreased in
the BMPR2-silenced HPEMCs prior to BMP9 administration. Protein levels of BMP9 increased, while
AQP1 and TGFB1 protein levels decreased. As shown in the upper right panel, following exogenous
BMP9 administration, BMP10 and TGFBI mRNA returned to basal levels, while AQP1 remained
downregulated. The AQP1 and TGFB1 proteins returned to basal levels. In the lower panel (Blue), the
mRNA and protein levels of BMP9 and BMP10 are depicted following AQP1 silencing in HPMECs.
BMP9 increased at both mRNA and protein levels, while only mRNA levels of BMP10 were increased.
AQP1, aquaporin 1; BMP9, bone morphogenetic protein 9; BMP10, bone morphogenetic protein 10;
BMPR2, bone morphogenetic protein receptor type 2; TGFB1, transforming growth factor beta 1.
Green arrows represent increased levels and red arrows represent decreased levels. Created with
icons by https:/ /www.freepik.com (accessed on 18 July 2024) (dna_268497 and protein_1951419).

3. Discussion

It is well established that dysregulation of the BMP signaling pathway contributes to
PAH onset. In this study, we aimed to explore the interplay between the main ligands of
BMPR?2 and several molecules with a central role in PAH development and progression.
We demonstrated that silencing of AQP1 and BMPR2 in HPMECs positively affects the
expression of both BMP9 and BMP10. We also examined the effect of exogenous BMP9
administration on AQP1, TGFB1, and BMP10 mRNA and protein expression in BMPR2-
silenced HPEMCs. We observed that the exogenous administration of BMP9 could restore
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the decreased AQP1 protein levels and the decreased TGFB1 mRNA and protein expression
levels caused by BMPR2 silencing. Finally, our results may possibly imply that in pul-
monary endothelial cells, the effect of exogenous BMP9 administration on BMPR2, BMP10,
AQP1, and TGFB1 expression might be dependent on the expression levels of BMPR2. The
mechanism, however, is unclear. BMP9 acts mainly as the ligand for BMPR2, so BMPR2
levels might be critical to BMP9 signaling.

Acknowledging the importance of endothelial cells in PAH, our group has demon-
strated a possible interplay between AQP1 and several members of the BMP signaling
pathway in HPMECs. More specifically, silencing of AQP1 resulted in decreased BMPR2
mRNA, whereas BMPR2-silenced HPMECs presented downregulation of AQP1 mRNA,
protein expression, and function [26,27]. Aiming to further explore this interaction, we
chose to examine the expression patterns of the BMPR2 ligands, BMP9 and BMP10, in AQP1-
and BMPR2-silenced HPMECs. In both cases, silencing of either AQP1 or BMPR?2 resulted
in the mRNA upregulation of both ligands and the increase in BMP9 protein expression.
These results further confirm the complex interplay between AQP1 and BMPR?2, although
they raise novel questions regarding the order in which these changes in expression levels
take place.

BMP?9 is regarded as the main ligand of BMPR2, and its pro- and anti-angiogenic
properties have been at the epicenter of a discourse most relevant in PAH. Most importantly,
findings regarding the role of BMP9 in PAH have been conflicting. In several studies, BMP9
has been proposed to promote pulmonary arterial remodeling. Tu and colleagues showed
that BMP9-knock-out mice exposed to chronic hypoxia demonstrate decreased endothelin-1
and increased apelin and adrenomedullin mRNA levels compared to wild-type BMP9 mice,
thus proposing that selective inhibition of BMP9 in mice could prevent the development of
experimental pulmonary hypertension [19]. Furthermore, the increase in wall thickness
and muscularization of distal pulmonary arteries under hypoxic conditions was shown to
be repressed by single BMP9 or double BMP9/BMP10 deletions [28]. Pathologic variants in
GDF?2, the gene for BMP9 are known to cause typical PAH [29-31]. In a recent publication,
Theilmann and colleagues showed that BMP9 administration increased proliferation in
blood outgrowth endothelial cells (BOECs) derived from PAH patients bearing BMPR2
mutations, as well as in BMPR2-silenced human pulmonary artery endothelial cells. Most
importantly, using conditional knockout mice, the authors correlated BMPR2 expression
and endothelial proliferation. A reduction greater than 50% was needed for proliferation to
be induced [11].

In our HPMECs, BMPR2 silencing resulted in a greater than 50% reduction in BMPR2
mRNA expression. This reduction in BMPR2 gene expression was accompanied by en-
hanced BMP signaling, evident by the mRNA increase in both BMP9 and BMP10, and
the protein increase in BMP9. Administration of BMP9 returned BMPI10 mRNA to con-
trol levels, depicting the presence of a possible equilibrium between BMP9 and BMP10
levels. Furthermore, we observed that the downregulation of TGFB1 mRNA and protein
caused by BMPR?2 silencing was seemingly reversed by BMP9 administration. This could
possibly lead to enhanced TGF(3-signaling, a known hallmark of PAH [32]. On a functional
level, it has been accepted that reprogramming of endothelial cells through endothelial-to-
mesenchymal transition (EndMT) retains a role in the progression of PAH. Interestingly,
BMP9 administration to pulmonary microvascular endothelial cells (MVECs) derived from
PAH patients impaired the endothelial barrier function [18,33].

On the other hand, compromised BMP9 expression is reported in clinical PAH cases.
As previously noted, BMP9 gene mutations have been associated with PAH. Plasma BMP9
levels were reportedly reduced in female PAH patients carrying mutations in the BMP9
gene. The presence of BMP9 mutations hampered BMP10 plasma levels as well [34].
Circulating BMP9 has been reported to be undetectable in several studies focusing on
pediatric PAH patients carrying mutations in the BMP9 gene. In some cases, BMP10 levels
were found to be reduced as well [30,31,35]. Of note, circulating BMP9 levels were found
markedly reduced in patients with portopulmonary hypertension (PoPH), in comparison



Int. J. Mol. Sci. 2024, 25, 8043

8 of 13

to healthy controls. A decrease in circulating BMP9 was also confirmed in CCl4 mice. Most
importantly, low BMP9 levels were shown to dispose a significant ability in predicting the
development of PoPH in patients with liver disease [36].

Recently, BMP9 treatment has been reported to affect BMPR2 expression. In HPAECs
silenced for ALK1, the BMPR2 gene and protein expression has been shown to increase
following BMP9 treatment [37]. Similarly, Long et al. demonstrated an increase in BMPR2
mRNA and protein expression in PAECs post-BMP9 administration [17]. In our series of
experiments, BMP9 failed to return BMPR2 mRNA to baseline levels in BMPR2-silenced
HPMECs. A similar finding to ours was described by Upton and colleagues in HPAECs,
demonstrating that the effect of BMP9 administration on BMPR2 expression is affected by
the underlying BMPR2 expression levels [37]. Long and colleagues further examined the
therapeutic value of BMP9 use in PAH demonstrating its ability to reverse PAH pathology
in both genetic and non-genetic animal models. The effect of BMP9 administration on
PAH pathophysiology could possibly be correlated to existing BMPR2 expression levels.
Administration of BMP9 proves to be successful in attenuating apoptosis in BOECs from
both healthy controls and PAH patients carrying BMPR2 mutations. Interestingly, its anti-
apoptotic effect was ameliorated in PAECs previously silenced for BMPR?2 expression [17].

As previously stated, AQP1 has been suggested to have a potentially causative role in
PAH, with rare missense variants being overrepresented in patients with familial PAH [5].
AQPs’ diverse roles range from cell proliferation and migration, angiogenesis, inflam-
matory responses, and signaling transduction [38,39]. Regarding AQP1 expression, Li
and colleagues have demonstrated that treatment with pro-BMP9 resulted in a significant
decrease in AQPI mRNA expression in HPEMCs [40]. Interestingly, in our series of experi-
ments performed in BMPR2-silenced HPMECs, even though BMP9 treatment had no effect
on the decreased AQPI mRNA expression, it did cause AQP1 protein expression to return
to pre-treatment levels.

Our results, in combination with existing evidence in the published literature, could
propose that the effects of exogenous BMP9 administration are closely dependent on
BMPR? expression levels and could grant a greater perspective on the interaction between
BMP signaling and AQP1 expression. Our results offer a glimpse at the complexity of
receptor-ligand signaling in PAH, and suggest that further studies are warranted.

Among the limitations of our study is the fact that we only utilized a single in vitro cell
model in our experiments. Further investigation on animal models as well as cell samples
derived from PAH patients could prove to be beneficial. In addition, our study focused
on the genetic and protein expression patterns of the studied molecules. In the present
study, we focused on the pathophysiology of PAH and mainly on the genetic and protein
expression patterns of studied molecules. The precapillary pulmonary microvasculature,
where PAH develops, is a unique circulation in the body, with different embryologic origin
and different vasodilator/constrictor responses as compared to the systemic circulation.
Future studies could focus on revealing the functional and mechanistic effects of BMP9
administration on BMPR2-silenced cells. Finally, the therapeutic implications of BMP9
administration should be further investigated in clinical studies, which provide concrete
data on clinical benefit. On the other hand, a strong aspect of our study is that it explores in
greater depths the interplay between AQP1 and BMPR?2, two known mediators in PAH
onset. To the best of our knowledge, this is the first study to demonstrate the effect of BMP9
administration on AQP1 expression in the setting of reduced BMPR2 expression, thus
shedding light onto the complex interplay between BMP signaling and AQP1 expression.

4. Materials and Methods
4.1. Cell Culture

The designed experiments were performed using the HPMEC-ST1.6R cell line, which
was generated from human pulmonary microvascular endothelial cells isolated from an
adult donor (male, 63 years old, malignant tumor, passage 24). In our case, the cell
line was a kind gift from Dr. Donald E. Unger of the Johannes Gutenberg-Universitit in
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Mainz [41]. Cells were incubated at 37 °C with stable 5% CO, levels. M199 medium (Biosera,
Cholet, France) supplemented with 20% fetal bovine serum (PAN-Biotech, Aidenbach,
Germany), 1% L-glutamine, 1% antibiotics (Biowest, Nuaille, France), 25 pg/mL heparin
(LEO Pharmaceutical Hellas S.A., Chalandri, Greece), and 50 pg/mL endothelial cell
growth serum (MilliporeSigma, Burlington, MA, USA) was used for cell culture.

4.2. Transfection in Human Pulmonary Microvascular Endothelial Cells

The transfection assay was performed according to the manufacturer’s instructions
using the SiTran2.0 transfection reagent supplied by OriGene (OriGene, Rockville, MD,
USA). The day prior to transfection, the cells were plated to achieve 50-70% confluency on
transfection day. On the day of transfection, 5.5 nM of the siRNA (OriGene) were added to
the cells in serum-free medium (Opti-MEM, Thermo Fisher Scientific, Waltham, MA, USA).
Subsequently, 5 h post-transfection, the serum-free medium containing the siTran/siRNA
mixture was replaced with fully supplemented M199 medium (Biosera, Cholet, France).

4.3. BMP9 Treatment of Human Pulmonary Microvascular Endothelial Cells

Cells were treated with BMP9 (OriGene, Rockville, MD, USA) 24 h post-transfection.
BMP9 was added to fully supplemented M199 medium to a final concentration of 5 ng/mL.
The cells were incubated at 37 °C and 5% CO, for 24 h, and were subsequently harvested
for total RNA and protein extraction.

4.4. RNA Extraction

Total RNA was extracted using the TRI reagent (Thermo Fisher Scientific, Waltham,
MA, USA) according to the manufacturer’s instructions. A spectrophotometer was used
to assess the concentration and quality of isolated total RNA at 260/280 nm, and RNA
integrity was evaluated with formaldehyde agarose gel electrophoresis.

4.5. Reverse Transcription and Quantitative Real-Time PCR

From each sample, 100 ng of total RNA were used to synthesize cDNA (Nippon
Genetics, Duren, Germany) following the manufacturer’s instructions. Subsequently, the
quantitative real-time polymerase chain reaction (GQPCR) method (Kapa SYBR® Green PCR
Master Mix, Sigma-Aldrich, St Louis, MO, USA) was performed to measure AQP1, BMP9,
BMP10, BMPR2, TGFB1, and GAPDH mRNA expression. The analysis was performed on a
CFX Connect thermocycler (Bio-Rad Laboratories, Inc., Hercules, CA, USA). In Table 1, the
specific primer set used for each gene is listed.

Table 1. Gene-specific primer pairs used in quantitative real-time PCR experiments.

Gene Sequence (5'-3") nt
AQPI F 5-TATGCGTGCTGGCTACTACCGA-3’ 22
R 5'-GGTTAATCCCACAGCCAGTGTAG-3’ 23

BMP9 F 5'-CCTGCCCTTCTTTGTTGTCTTCTC-3' 24
R 5-TGACTGCTCTCACCTGCCTCTGTG-3' 24

BMPI0 F 5-AAGCCTATGAATGCCGTGGTG-3' 21
R 5/-AGGCCTGGATAATTGCATGCTT-3 20

BMPR? F 5'-CCACCTCCTGACACAACACC-3’ 20
R 5 -TGTGAAGACCTTGTTTACGGT-3’ 21

GAPDH F 5-ATGGGGAAGGTGAAGGTCG-3' 19
R 5'-GGGGTCATTGATGGCAACAATA-3' 22

TGFBI F 5'-GCGTGCTAATGGTGGAAAC-3' 19
R 5-CGGTGACATCAAAAGATAACCAC-3 23

AQP1, aquaporin 1; BMP9, bone morphogenetic protein 9; BMP10, bone morphogenetic protein 10; BMPR2,
bone morphogenetic protein receptor type 2; GAPDH, glyceraldehyde-3-phosphate dehydrogenase; TGFBI;
transforming growth factor beta 1.
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The comparative CT method 2 2T was used for the calculation of relative gene

expression levels of treated cells versus untreated control cells [42]. GAPDH mRNA
expression levels were used for normalization purposes.

4.6. Protein Determination

Cells were homogenized on ice using a handheld homogenizer, following the addition
of lysis buffer consisting of 250 mM sucrose, 10 mM Tris-HCI, 10 mM NaCl, 1 mM EDTA,
0.1 mM PMSE, and 1% v/v Triton-X 100, with a pH 7.4. The homogenate was centrifuged
at 1000x g at 4 °C for 5 min. Following centrifugation, the supernatant containing the ex-
tracted proteins was collected and stored at —80 °C until used. The bicinchoninic acid (BCA,
Thermo Fisher Scientific, Waltham, MA, USA) method was used for the determination of
total protein concentration [43]. Bovine serum albumin was used as the standard.

4.7. SDS-Polyacrylamide Gel Electrophoresis (PAGE) and Immunoblotting of Human Pulmonary
Microvascular Endothelial Cells” Homogenates

A “Biorad Mini Protean II” electrophoresis apparatus (Bio-Rad Laboratories, Inc.,
Hercules, CA, USA) and 12% or 15% polyacrylamide slab gels were utilized to perform
SDS-PAGE, as previously described [44]. A wet transfer apparatus (Bio-Rad Laboratories,
Inc., Hercules, CA, USA) allowed for the western transfer onto an Immobilon-P PVDF
membrane (0.45 L pore size, MilliporeSigma, Burlington, MA, USA) [45]. Immunological
detection followed using specific antibodies for AQP1 (MilliporeSigma, Burlington, MA,
USA), BMP9 (Elabscience, Houston, TX, USA), BMP10 (Affinity Biosciences, Cincinnati,
OH, USA), BMPR?2 (Affinity Biosciences, Cincinnati, OH, USA), and TGFB1 (Affinity
Biosciences, Cincinnati, OH, USA). Actin (MilliporeSigma, Burlington, MA, USA) was used
as loading controls. Enhanced chemiluminescence (ECL) was performed to detect proteins
(MilliporeSigma, Burlington, MA, USA). Densitometry was applied to estimate relative
protein expression using the Thermo Fisher iBright CL1500 Imaging System (Thermo Fisher
Scientific, Waltham, MA, USA).

4.8. Statistical Analysis

Data are depicted as box plots or bar plots, presenting median values with interquar-
tile range (IQR) (skewed distribution) or mean + SEM (normal distribution). Statistical
analysis was performed using the non-parametric Mann-Whitney test, or Student’s ¢-test,
as appropriate. All tests were performed using the GraphPad Prism 9 software (GraphPad
Software, San Diego, CA, USA). All p-values are two-sided; statistical significance was set
atp <0.05.

5. Conclusions

We have previously shown the interaction between the BMPR2 and AQP1 genes.
Herein, we further explored this relationship and were able to expand this knowledge
by demonstrating the effect of AQP1 expression levels on the expression of the ligands
of BMPR2, namely BMP9 and BMP10. Furthermore, we demonstrated that silencing the
BMPR? gene resulted in increased expression of BMP9 and BMP10. Exogenous adminis-
tration of BMP9 caused a return in BMP10 to basal levels, while it restored the decreased
AQP1 protein levels and the decreased TGFB1 mRNA and protein expression levels caused
by BMPR2 silencing. Our results might possibly imply that the effect of exogenously ad-
ministered BMP9 on molecules participating in the BMP signaling pathway could depend
on the expression levels of BMPR2. In conclusion, our results provide a new perspective
into the complex interactions of BMP signaling. Further experiments in animal models and
the clinical setting could provide a better understanding of the underlying mechanisms
that govern PAH and its therapeutic interventions.



Int. J. Mol. Sci. 2024, 25, 8043 11 0f 13

Author Contributions: Conceptualization, S.E.O. and A.G.V.; methodology, N.S.L., CK. and A.G.V,;
validation, I.D., A K. and A.G.V,; formal analysis, N.S.L., CK. and A.G.V,; investigation, N.S.L., CK,,
and A.G.V,; resources, S.E.O.; data curation, N.S.L. and C.K.; writing—original draft preparation,
N.S.L. and C.K,; writing—review and editing, .D., AK., D.L., S.E.O. and A.G.V,; visualization, D.L.,
S.E.O. and A.G.V,; supervision, D.L., S.E.O. and A.G.V,; project administration, I.D., AK,, D.L., SE.O.
and A.G.V. All authors have read and agreed to the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data are contained within the article.

Acknowledgments: This work was supported by the nonprofit institute “THORAX” Research Center
for Intensive and Emergency Medicine Athens, Greece.

Conflicts of Interest: The authors declare no conflicts of interest.

References

1.

10.

11.

12.

13.

14.

15.

16.

Simonneau, G.; Montani, D.; Celermajer, D.S.; Denton, C.P.; Gatzoulis, M. A.; Krowka, M.; Williams, P.G.; Souza, R. Haemodynamic
definitions and updated clinical classification of pulmonary hypertension. Eur. Respir. ]. 2019, 53, 1801913. [CrossRef] [PubMed]
Dunmore, B.J.; Jones, R.J.; Toshner, M.R.; Upton, P.D.; Morrell, N.W. Approaches to treat pulmonary arterial hypertension by
targeting BMPR2: From cell membrane to nucleus. Cardiovasc. Res. 2021, 117, 2309-2325. [CrossRef] [PubMed]

Anderson, ].J.; Lau, E.M. Pulmonary Hypertension Definition, Classification, and Epidemiology in Asia. JACC Asia 2022, 2,
538-546. [CrossRef] [PubMed]

Humbert, M.; Guignabert, C.; Bonnet, S.; Dorfmuller, P,; Klinger, J.R.; Nicolls, M.R.; Olschewski, A.J.; Pullamsetti, S.S.; Schermuly,
R.T.; Stenmark, K.R.; et al. Pathology and pathobiology of pulmonary hypertension: State of the art and research perspectives.
Eur. Respir. ]. 2019, 53, 1801887. [CrossRef]

Graf, S.; Haimel, M.; Bleda, M.; Hadinnapola, C.; Southgate, L.; Li, W.; Hodgson, J.; Liu, B.; Salmon, R.M.; Southwood, M.; et al.
Identification of rare sequence variation underlying heritable pulmonary arterial hypertension. Nat. Commun. 2018, 9, 1416.
[CrossRef]

Hara, H.; Takeda, N.; Morita, H.; Hatano, M.; Amiya, E.; Maki, H.; Minatsuki, S.; Taki, M.; Shiraishi, Y.; Fujiwara, T.; et al. Three
novel BMPR2 mutations associated with advanced pulmonary arterial hypertension. Hum. Genome Var. 2017, 4, 17010. [CrossRef]
Wang, J.; Zhang, C.; Liu, C.; Wang, W.; Zhang, N.; Hadadi, C.; Huang, J.; Zhong, N.; Lu, W. Functional mutations in 5'UTR of the
BMPR2 gene identified in Chinese families with pulmonary arterial hypertension. Pulm. Circ. 2016, 6, 103-108. [CrossRef]
Evans, ].D.; Girerd, B.; Montani, D.; Wang, X.J.; Galie, N.; Austin, E.D.; Elliott, G.; Asano, K.; Grunig, E.; Yan, Y.; et al. BMPR2
mutations and survival in pulmonary arterial hypertension: An individual participant data meta-analysis. Lancet Respir. Med.
2016, 4, 129-137. [CrossRef]

Atkinson, C.; Stewart, S.; Upton, P.D.; Machado, R.; Thomson, J.R.; Trembath, R.C.; Morrell, N.W. Primary pulmonary hyperten-
sion is associated with reduced pulmonary vascular expression of type Il bone morphogenetic protein receptor. Circulation 2002,
105, 1672-1678. [CrossRef]

David, L.; Mallet, C.; Mazerbourg, S.; Feige, ].].; Bailly, S. Identification of BMP9 and BMP10 as functional activators of the orphan
activin receptor-like kinase 1 (ALK1) in endothelial cells. Blood 2007, 109, 1953-1961. [CrossRef]

Theilmann, A.L.; Hawke, L.G.; Hilton, L.R.; Whitford, M.K.M.; Cole, D.V.; Mackeil, ].L.; Dunham-Snary, K.J.; Mewburn, J.; James,
P.D.; Maurice, D.H.; et al. Endothelial BMPR2 Loss Drives a Proliferative Response to BMP (Bone Morphogenetic Protein) 9 via
Prolonged Canonical Signaling. Arterioscler. Thromb. Vasc. Biol. 2020, 40, 2605-2618. [CrossRef] [PubMed]

Eyries, M.; Montani, D.; Nadaud, S.; Girerd, B.; Levy, M.; Bourdin, A.; Tresorier, R.; Chaouat, A.; Cottin, V.; Sanfiorenzo, C.;
et al. Widening the landscape of heritable pulmonary hypertension mutations in paediatric and adult cases. Eur. Respir. ]. 2019,
53,1801371. [CrossRef]

Wang, G.; Fan, R;; Ji, R,; Zou, W,; Penny, D.].; Varghese, N.P.; Fan, Y. Novel homozygous BMP9 nonsense mutation causes
pulmonary arterial hypertension: A case report. BMIC Pulm. Med. 2016, 16, 17. [CrossRef] [PubMed]

Wang, XJ; Lian, T.Y;; Jiang, X.; Liu, S.F; Li, 5.Q.; Jiang, R.; Wu, WH.; Ye, ]J.; Cheng, C.Y.; Du, Y; et al. Germline BMP9 mutation
causes idiopathic pulmonary arterial hypertension. Eur. Respir. ]. 2019, 53, 1801609. [CrossRef] [PubMed]

Humbert, M.; Kovacs, G.; Hoeper, M.M.; Badagliacca, R.; Berger, R M.E,; Brida, M.; Carlsen, J.; Coats, A.].S.; Escribano-Subias, P;
Ferrari, P; et al. 2022 ESC/ERS Guidelines for the diagnosis and treatment of pulmonary hypertension. Eur. Heart J. 2022, 43,
3618-3731. [CrossRef] [PubMed]

Preston, LR.; Lewis, D.; Gomberg-Maitland, M. How We Do It: Using Sotatercept in the Care of Patients with Pulmonary Arterial
Hypertension. Chest 2024. [CrossRef] [PubMed]


https://doi.org/10.1183/13993003.01913-2018
https://www.ncbi.nlm.nih.gov/pubmed/30545968
https://doi.org/10.1093/cvr/cvaa350
https://www.ncbi.nlm.nih.gov/pubmed/33399862
https://doi.org/10.1016/j.jacasi.2022.04.008
https://www.ncbi.nlm.nih.gov/pubmed/36624795
https://doi.org/10.1183/13993003.01887-2018
https://doi.org/10.1038/s41467-018-03672-4
https://doi.org/10.1038/hgv.2017.10
https://doi.org/10.1086/685078
https://doi.org/10.1016/S2213-2600(15)00544-5
https://doi.org/10.1161/01.CIR.0000012754.72951.3D
https://doi.org/10.1182/blood-2006-07-034124
https://doi.org/10.1161/ATVBAHA.119.313357
https://www.ncbi.nlm.nih.gov/pubmed/32998516
https://doi.org/10.1183/13993003.01371-2018
https://doi.org/10.1186/s12890-016-0183-7
https://www.ncbi.nlm.nih.gov/pubmed/26801773
https://doi.org/10.1183/13993003.01609-2018
https://www.ncbi.nlm.nih.gov/pubmed/30578397
https://doi.org/10.1093/eurheartj/ehac237
https://www.ncbi.nlm.nih.gov/pubmed/36017548
https://doi.org/10.1016/j.chest.2024.06.3801
https://www.ncbi.nlm.nih.gov/pubmed/39004216

Int. J. Mol. Sci. 2024, 25, 8043 12 of 13

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

Long, L.; Ormiston, M.L.; Yang, X.; Southwood, M.; Graf, S.; Machado, R.D.; Mueller, M.; Kinzel, B.; Yung, L.M.; Wilkinson, ].M.;
et al. Selective enhancement of endothelial BMPR-II with BMP9 reverses pulmonary arterial hypertension. Nat. Med. 2015, 21,
777-785. [CrossRef] [PubMed]

Szulcek, R.; Sanchez-Duffhues, G.; Rol, N.; Pan, X.; Tsonaka, R.; Dickhoff, C.; Yung, L.M.; Manz, X.D.; Kurakula, K.; Kielbasa,
S.M.; et al. Exacerbated inflammatory signaling underlies aberrant response to BMP9 in pulmonary arterial hypertension lung
endothelial cells. Angiogenesis 2020, 23, 699-714. [CrossRef] [PubMed]

Tu, L.; Desroches-Castan, A.; Mallet, C.; Guyon, L.; Cumont, A.; Phan, C.; Robert, F.; Thuillet, R.; Bordenave, ].; Sekine, A.; et al.
Selective BMP-9 Inhibition Partially Protects Against Experimental Pulmonary Hypertension. Circ. Res. 2019, 124, 846-855.
[CrossRef]

Rol, N.; Kurakula, K.B.; Happe, C.; Bogaard, H.].; Goumans, M.]. TGF-beta and BMPR2 Signaling in PAH: Two Black Sheep in
One Family. Int. J. Mol. Sci. 2018, 19, 2585. [CrossRef]

Poniatowski, L.A.; Wojdasiewicz, P; Gasik, R.; Szukiewicz, D. Transforming growth factor Beta family: Insight into the role of
growth factors in regulation of fracture healing biology and potential clinical applications. Mediat. Inflamm. 2015, 2015, 137823.
[CrossRef] [PubMed]

Sakao, S.; Tatsumi, K.; Voelkel, N.F. Endothelial cells and pulmonary arterial hypertension: Apoptosis, proliferation, interaction
and transdifferentiation. Respir. Res. 2009, 10, 95. [CrossRef] [PubMed]

Liang, KW.; Chang, S.K.; Chen, YW.; Tsai, W.J.; Wang, K.Y. A cluster of heritable pulmonary arterial hypertension cases in
a family with all three siblings carrying the same novel AQP1 ¢.273C>G variant-a case report. Pulm. Circ. 2023, 13, e12211.
[CrossRef] [PubMed]

Kreida, S.; Tornroth-Horsefield, S. Structural insights into aquaporin selectivity and regulation. Curr. Opin. Struct. Biol. 2015, 33,
126-134. [CrossRef] [PubMed]

Verkman, A.S.; Anderson, M.O.; Papadopoulos, M.C. Aquaporins: Important but elusive drug targets. Nat. Rev. Drug Discov.
2014, 13, 259-277. [CrossRef] [PubMed]

Vassiliou, A.G.; Keskinidou, C.; Kotanidou, A.; Frantzeskaki, F.; Dimopoulou, I.; Langleben, D.; Orfanos, S.E. Decreased bone
morphogenetic protein type II receptor and BMP-related signalling molecules’ expression in aquaporin 1-silenced human
pulmonary microvascular endothelial cells. Hell. |. Cardiol. 2021, 62, 84-86. [CrossRef] [PubMed]

Vassiliou, A.G.; Keskinidou, C.; Kotanidou, A.; Frantzeskaki, F.; Dimopoulou, I.; Langleben, D.; Orfanos, S.E. Knockdown of
bone morphogenetic protein type II receptor leads to decreased aquaporin 1 expression and function in human pulmonary
microvascular endothelial cells. Can. J. Physiol. Pharmacol. 2020, 98, 834-839. [CrossRef] [PubMed]

Bouvard, C.; Tu, L.; Rossi, M.; Desroches-Castan, A.; Berrebeh, N.; Helfer, E.; Roelants, C.; Liu, H.; Ouarne, M.; Chaumontel, N.;
et al. Different cardiovascular and pulmonary phenotypes for single- and double-knock-out mice deficient in BMP9 and BMP10.
Cardiovasc. Res. 2022, 118, 1805-1820. [CrossRef]

Aldred, M.A.; Morrell, N.W.; Guignabert, C. New Mutations and Pathogenesis of Pulmonary Hypertension: Progress and Puzzles
in Disease Pathogenesis. Circ. Res. 2022, 130, 1365-1381. [CrossRef]

Hodgson, J.; Ruiz-Llorente, L.; McDonald, J.; Quarrell, O.; Ugonna, K.; Bentham, J.; Mason, R.; Martin, J.; Moore, D.; Bergstrom,
K.; et al. Homozygous GDF2 nonsense mutations result in a loss of circulating BMP9 and BMP10 and are associated with either
PAH or an “HHT-like” syndrome in children. Mol. Genet. Genom. Med. 2021, 9, e1685. [CrossRef]

Upton, P; Richards, S.; Bates, A.; Niederhoffer, K.Y.; Morrell, N.W.; Christian, S. A rare homozygous missense GDF2 (BMP9)
mutation causing PAH in siblings: Does BMP10 status contribute? Am. J. Med. Genet. A 2023, 191, 228-233. [CrossRef] [PubMed]
Tielemans, B.; Delcroix, M.; Belge, C.; Quarck, R. TGFbeta and BMPRII signalling pathways in the pathogenesis of pulmonary
arterial hypertension. Drug Discov. Today 2019, 24, 703-716. [CrossRef] [PubMed]

Gorelova, A.; Berman, M.; Al Ghouleh, I. Endothelial-to-Mesenchymal Transition in Pulmonary Arterial Hypertension. Antioxid.
Redox Signal. 2021, 34, 891-914. [CrossRef] [PubMed]

Hodgson, J.; Swietlik, E.M.; Salmon, R.M.; Hadinnapola, C.; Nikolic, I.; Wharton, J.; Guo, J.; Liley, J.; Haimel, M.; Bleda, M.; et al.
Characterization of GDF2 Mutations and Levels of BMP9 and BMP10 in Pulmonary Arterial Hypertension. Am. J. Respir. Crit.
Care Med. 2020, 201, 575-585. [CrossRef] [PubMed]

Chomette, L.; Hupkens, E.; Romitti, M.; Dewachter, L.; Vachiery, J.L.; Bailly, S.; Costagliola, S.; Smits, G.; Tillet, E.; Bondue, A.
Pediatric pulmonary arterial hypertension due to a novel homozygous GDF2 missense variant affecting BMP9 processing and
activity. Am. J. Med. Genet. A 2023, 191, 2064-2073. [CrossRef]

Nikolic, I; Yung, L.M.; Yang, P.; Malhotra, R.; Paskin-Flerlage, S.D.; Dinter, T.; Bocobo, G.A.; Tumelty, K.E.; Faugno, A.].; Troncone,
L.; et al. Bone Morphogenetic Protein 9 Is a Mechanistic Biomarker of Portopulmonary Hypertension. Am. J. Respir. Crit. Care
Med. 2019, 199, 891-902. [CrossRef] [PubMed]

Upton, PD.; Davies, R.J.; Trembath, R.C.; Morrell, N.W. Bone morphogenetic protein (BMP) and activin type II receptors balance
BMP?9 signals mediated by activin receptor-like kinase-1 in human pulmonary artery endothelial cells. J. Biol. Chem. 2009, 284,
15794-15804. [CrossRef]

Verkman, A.S. More than just water channels: Unexpected cellular roles of aquaporins. J. Cell Sci. 2005, 118, 3225-3232. [CrossRef]
[PubMed]

Wagner, K.; Unger, L.; Salman, M.M.; Kitchen, P; Bill, RM.; Yool, A.J. Signaling Mechanisms and Pharmacological Modulators
Governing Diverse Aquaporin Functions in Human Health and Disease. Int. J. Mol. Sci. 2022, 23, 1388. [CrossRef]


https://doi.org/10.1038/nm.3877
https://www.ncbi.nlm.nih.gov/pubmed/26076038
https://doi.org/10.1007/s10456-020-09741-x
https://www.ncbi.nlm.nih.gov/pubmed/32813135
https://doi.org/10.1161/CIRCRESAHA.118.313356
https://doi.org/10.3390/ijms19092585
https://doi.org/10.1155/2015/137823
https://www.ncbi.nlm.nih.gov/pubmed/25709154
https://doi.org/10.1186/1465-9921-10-95
https://www.ncbi.nlm.nih.gov/pubmed/19825167
https://doi.org/10.1002/pul2.12211
https://www.ncbi.nlm.nih.gov/pubmed/37007933
https://doi.org/10.1016/j.sbi.2015.08.004
https://www.ncbi.nlm.nih.gov/pubmed/26342685
https://doi.org/10.1038/nrd4226
https://www.ncbi.nlm.nih.gov/pubmed/24625825
https://doi.org/10.1016/j.hjc.2020.04.003
https://www.ncbi.nlm.nih.gov/pubmed/32304816
https://doi.org/10.1139/cjpp-2020-0185
https://www.ncbi.nlm.nih.gov/pubmed/32687728
https://doi.org/10.1093/cvr/cvab187
https://doi.org/10.1161/CIRCRESAHA.122.320084
https://doi.org/10.1002/mgg3.1685
https://doi.org/10.1002/ajmg.a.62996
https://www.ncbi.nlm.nih.gov/pubmed/36259599
https://doi.org/10.1016/j.drudis.2018.12.001
https://www.ncbi.nlm.nih.gov/pubmed/30529762
https://doi.org/10.1089/ars.2020.8169
https://www.ncbi.nlm.nih.gov/pubmed/32746619
https://doi.org/10.1164/rccm.201906-1141OC
https://www.ncbi.nlm.nih.gov/pubmed/31661308
https://doi.org/10.1002/ajmg.a.63236
https://doi.org/10.1164/rccm.201807-1236OC
https://www.ncbi.nlm.nih.gov/pubmed/30312106
https://doi.org/10.1074/jbc.M109.002881
https://doi.org/10.1242/jcs.02519
https://www.ncbi.nlm.nih.gov/pubmed/16079275
https://doi.org/10.3390/ijms23031388

Int. J. Mol. Sci. 2024, 25, 8043 13 of 13

40.

41.

42.

43.

44.

45.

Li, W,; Long, L.; Yang, X; Tong, Z.; Southwood, M.; King, R.; Caruso, P.; Upton, P.D.; Yang, P.; Bocobo, G.A; et al. Circulating
BMP9 Protects the Pulmonary Endothelium during Inflammation-induced Lung Injury in Mice. Am. J. Respir. Crit. Care Med.
2021, 203, 1419-1430. [CrossRef]

Krump-Konvalinkova, V.; Bittinger, F.; Unger, R.E.; Peters, K.; Lehr, H.A.; Kirkpatrick, C.J. Generation of human pulmonary
microvascular endothelial cell lines. Lab. Investig. 2001, 81, 1717-1727. [CrossRef] [PubMed]

Livak, K.J.; Schmittgen, T.D. Analysis of relative gene expression data using real-time quantitative PCR and the 2-AACT Method.
Methods 2001, 25, 402—408. [CrossRef] [PubMed]

Lleu, P.L.; Rebel, G. Interference of Good’s buffers and other biological buffers with protein determination. Anal. Biochem. 1991,
192, 215-218. [CrossRef] [PubMed]

Laemmli, U K. Cleavage of structural proteins during the assembly of the head of bacteriophage T4. Nature 1970, 227, 680-685.
[CrossRef]

Batteiger, B.; Newhall, WJ.t.; Jones, R.B. The use of Tween 20 as a blocking agent in the immunological detection of proteins
transferred to nitrocellulose membranes. J. Immunol. Methods 1982, 55, 297-307. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1164/rccm.202005-1761OC
https://doi.org/10.1038/labinvest.3780385
https://www.ncbi.nlm.nih.gov/pubmed/11742042
https://doi.org/10.1006/meth.2001.1262
https://www.ncbi.nlm.nih.gov/pubmed/11846609
https://doi.org/10.1016/0003-2697(91)90210-K
https://www.ncbi.nlm.nih.gov/pubmed/2048724
https://doi.org/10.1038/227680a0
https://doi.org/10.1016/0022-1759(82)90089-8

	Introduction 
	Results 
	Effects of Modulating BMPR2 and BMP9 on BMP Signaling Molecules in Human Pulmonary Microvascular Endothelial Cells 
	Effects of Modulating AQP1 on BMP Signaling Molecules in Human Pulmonary Microvascular Endothelial Cells 

	Discussion 
	Materials and Methods 
	Cell Culture 
	Transfection in Human Pulmonary Microvascular Endothelial Cells 
	BMP9 Treatment of Human Pulmonary Microvascular Endothelial Cells 
	RNA Extraction 
	Reverse Transcription and Quantitative Real-Time PCR 
	Protein Determination 
	SDS-Polyacrylamide Gel Electrophoresis (PAGE) and Immunoblotting of Human Pulmonary Microvascular Endothelial Cells’ Homogenates 
	Statistical Analysis 

	Conclusions 
	References

