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Author Correction: DCAF1-based PROTACs with activity
against clinically validated targets overcoming intrinsic- and
acquired-degrader resistance
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The original version of this Article contained an error in theMethods section, which incorrectly
read ‘Following incubation, the lysates were incubated with 35μL (16)-functionalized resin 4 °C
for 4 days.’ The correct version states ‘4 hours’ in place of ‘4 days.’

The original version of this Article contained errors in Figs. 5a and 6a regarding the che-
mical compounds. In the original version of Fig. 5a, the compound shown for DDa-1 and the
compound shown for CDa-1 were incorrect. The correct version of Fig. 5 is:
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which replaces the previous incorrect version:
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In the original version of Fig. 6a, the compound shown for DBt-5
and the compound shown for DBt-10 were incorrect. The correct
version of Fig. 6 is:
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which replaces the previous incorrect version:
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This has been corrected in both the PDF andHTMLversions of the
Article.
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Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as
long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons licence, and indicate if
changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons licence and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this licence, visit http://creativecommons.org/
licenses/by/4.0/.
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