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e ¢, o B @ EP A ok 25 9 40 SRP14 42 HCC W #9 34 5 & B Kaplan-Meier % 5 DI

SRP14 mRNA #3A E 5 HCC B F 0 B A A0 Lt R A B AR RAFF AR
e AR KM BT 5- LA -2"-94 BLERHF (EDU) 2 & (MTS % %  Transwell ) £ 5%
I B tm %) IR 95 36 S 4K & SRP14 5T HCC 48 fi 3 s fe st A5 09 4E R s Al A mARA R 5
LB E A4 P (KEGG) Ao L B AR (GO) ' 4 57 vA & qRT-PCR #74K SRP14 f£
HCC ¥ 69 4E A AUhl . 2 % £ GSE14520 23 4& . TNMplot 2 3% & F= s AR A, 5
Ao At I8 5 40 47 A Be xR 4 28 42 Sk B 28 22 bk 4%, HCC 2822 49 SPR14 mRNA & ik
HAHRRALE I3 (3 P<0.05) . ZlGRARA T, 5 Bt i5 54208 HCC 4L
2769 SPR14 % & & & LA (P<0.05)., SRPI4 %5 LiAeg HCC &% LA ko) &
A R A Bk R AR SR A (39 P<0.05), b ISR BT,
SRP14 #4794 HCC 20 Mt 4k 91838 s fe it 45 . KEGG A GO 'S E XML R B+, £
HCC ¥ ,5 SRP14 3 & A 09 K B £ L4 % & A e TAwis 4y 5 48 % e 7%
B R 2h e 5 AF B AR VLIS B AT R 4B % HCC ¥, 5 SRP14 3 A ik 09 L 1) = BiR 45
MAPK.cAMP . PI3K-Akt \Wnt 5 % 135 45 i@ % . SRP14 4p4%] HCC 28 )8 F &4
I K B GPRCSA % mRNA %34 (P<0.05) . 4 #:SRP14 T #tif 42 HCC #4251 %
v B G .
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[ Abstract | Objective: To investigate the expression of signal recognition particle 14
(SRP14) in hepatocellular carcinoma (HCC) and its clinical significance. Methods: The
data of SRP14 expression in HCC were obtained from bioinformatics study, and from
investigation with quantitative reverse transcription polymerase chain reaction (qRT-
PCR), immunohistochemical staining and Western blotting in clinical samples. The
Kaplan-Meier analysis was used to determine the associations between SRP14 mRNA
expression and the overall survival, progression-free survival, and disease-specific
survival of HCC patients. The effect of SRP14 on the proliferation and migration of HCC
cells were determined by EdU staining, MTS, Transwell and wound-healing assays. The
potential mechanism for SRP14 regulating HCC was explored through Kyoto Encyclopedia
of Genes and Genomes (KEGG) and Gene Ontology (GO) enrichment analysis as well as
qRT-PCR. Results: According to the data from GSE14520, TNMplot database and
clinical samples, compared with paired tumor-adjacent tissues, non-paired tumor-
adjacent tissues and normal tissues, the mRNA expression of SPR14 in HCC tissues was
upregulated (all P<0.05). In clinical samples, compared with paired tumor-adjacent
tissues, the protein expression of SPR14 in HCC tissues was increased (P<0.05). The
increased mRNA expression of SRP14 was associated with good overall survival,
progression-free survival, and disease-specific survival in HCC patients. SRP14 inhibited
the proliferation and migration of HCC cells in vitro. According to the KEGG and GO
enrichment analysis, in non-specific HCC, the genes co-expressed with SRP14 may
predominantly regulate protein synthesis, processing, and transport, while in nonalcoholic
fatty liver disease related HCC, the genes co-expressed with SRP14 could control
multiple signaling pathways such as MAPK, cAMP, PI3K-Akt, and Wnt. Mechanistically,
SRP14 up-regulated the mRNA expression of tumor suppressor gene GPRC5A in HCC
cells (P<0.05). Conclusion: SRP14 may regulate HCC progression and influence patient

prognosis.

[ Key words] Hepatocellular carcinoma; Nonalcoholic fatty liver disease; Signal
recognition particle 14; G protein-coupled receptor class C group 5 member A; Cell

proliferation; Cell migration; Prognosis
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[ Z5B&1E | AT 29 )2 5% (hepatocellular carcinoma, HCC) ; 3F & % 12 A5 B 1t AT 9%
(nonalcoholic fatty liver disease , NAFLD ) ; 15 5 12 %] # 4% (signal recognition particle,
SRP) ; 3 & B4k R (polymerase chain reaction, PCR) ; £ & PCR(quantitative PCR,
qPCR) ; #& B 28 DNA (genomic DNA, gDNA) ;5- Z & -27-94 it & Sk 3 (5-ethyl-2'-94
deoxyuridine, EdU) ;3-(4,5- = Jhvkvd 2 ) 5-(3-H K F AL KK )-2-(4-5 K
) -2H-v9 # [3-(4, 5-dimethylthiazol-2-yl) -5- (3-carboxymethoxyphenyl) -2- (4-
sulfophenyl ) -2H-tetrazolium , MTS | ; J& B & iA 42 &34 3% % (Gene Expression Omnibus,
GEO) ;45 1% RNA (messenger RNA, mRNA ) ; RNA ] 5> (RNA sequencing, RNA-seq) ; 7%
AR A 5 K K 285 A4 4 (Kyoto Encyclopedia of Genes and Genomes , KEGG ) 5 2k B A&
& (Gene Ontology, GO) ; & & i# 4 F K &8 4 B & (quantitative reverse transcription
PCR, qRT—PCR) s A AMDNA( complementary DNA,cDNA) ; + Z IR AR 4N (sodium
dodecyl sulfate,SDS) ; 5 1/ — A TH( polyvinylidene fluoride , PVDF) ; % J% 48 R 44 5
# &, (immunohistochemical staining, IHC) ; Bk 8% 3 %% 77 % (phosphate buffered saline,
PBS) ;G & aB B 24k C X485 5% i A(G protein-coupled receptor class C group 5
member A, GPRC5A) ; Rho K 3% GTP B (Rho family GTPase, RND ) ; & & & B2 B 1 7
% I 3K 15A (protein phosphatase 1 regulatory subunit 15A, PPP1IR15A) ; #4233 2 &

4 .34 (integrator complex subunit, INST) ; W e (hazard ratio, HR)

Ji R e P 2 — i DL ) e BOE 1
AELAT 100 737 %956 191 1 90 J7 FET 9 ], S 3t il
T RE A OCAE T8 — KR HCC 2 d5# UL
(4 5 PSR, HCC I R i 5H A 2% fE e A
REFE, TR w8 B 5 | R i 12 M s 0 K A
% T LA & NAFLD ¥ 7] B8 S 8 HCC 19 &
A HCC RAER R — R 2P Bt e
CA MR SR BN AR S5 [F S 2 55 A
B e Rl AR EALE ML S S
HCC #FRE . HHT, M HCC kKA & I /3l
il SO S A TE A A

W R W V250 A R R (1 R Rk
FE A LD RE AR T T BE S 5 1 ¥ HCC 55 2 i
JEMIFERE ™ SRPI4VE N —F RNAZS M, &
T 7L 3 W) 20 L 9 SRP Y Alu-%5 4 s 2H 43 22 — , Af
5 RNA 256 I U B AZ WA B0 35 6 B0 B 1 2 o7
PN ST, DA I 42 4 0 R F R B AR 1 T 4R Y
23k E N M EE . HRTA BFITEE
SRP14 7 Ifil 7% & e b I 5 W S0 RE ™
PR AL R FL I AR T e R R O
A BBV AE PR UERE . ARFSY B FEHR 5T SRP14 7E
HCC B8 & 5 B HE TS M E R IF01
PR HXT HCC #EFE R AT RESZ A, LA S HCC 1Y

SEF AL A FIRL BRI R 2R
1 HE5F®

1.1 MRk 5 AR

HCC 21 4% J 9 55 AL 2L I R A AR Y B A 7
DU K 2442V B2 B AT AN BT ARIG T I HCC &
H o BRI IR ET O T A R R R
A FE P B NARZH S0 #E 35 A bk R~
5 D) 538 2ok U1 R 2R AR TG R 4 P 22 51 45 o
5 (2022,N0. 1040) .

JHF 985 40 it &2 SK-Hep1 1 SMMC-7721 43 51|
/70 | | v el PRE S s N e o R PR S
BT BR SR W R 2 D1 23 A e /v [ 2 e LT
A=A Bk E BT B I AR U5 PG s HEK-293T 4l fif ok
U8 F £ ATCC 4 e . DMEM 5 3% 3L A6 4R i
W M -5 % N3 E Gibeo 24 7 77 i ; TRIzol i1,
51 > 3% E Molecular Research Center 2 &l 77 i 3
HiScript® II RT SuperMix for qPCR (+gDNA wiper)
H1 ChamQ SYBR qPCR Master Mix Ay 7 & i ME %%
AR AT BR A R s RIPA 22 0P (4% 2 R H
1 4 J& [#] Thermo Fisher 2> 5] 77 iy 5 2 F B0 1 551
FRIVRE TR it 17 71 390 A 2 1] Selleck 23 &1 77 b 5 B-AILZh
B UK (B-actin, Cat. No. 20536-1-AP) 1 SRP14
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(Cat. No. 11528-1-AP) Hit 4 4 3¢ [# Proteintech 2 ]
PR IR RGO B SRRV AR IR
ONE A Triton™ X-100 8 35 [ Merck 2 51 77 5
pLKO. 1-TRC ‘12 5 75 & ¥ 4y 35 [ Addgene 2% 7] 77
it s pCDH-CMV-MCS Jii 47 A 3¢ [ System Biosciences
O3 F) 7 i s BRG] PER R A U BamH 1 Xbal 2 3&
& New England Biolabs 23 & 7= it ; EAU Apollo567
PRSI DR & A T N 0 1A ) AR A R )
72 B VR ICE 3 A 3E [ Vector Laboratories 23
F] 77 MTS A 2057 £ (CellTiter 96® AQueous
Non-Radioactive Cell Proliferation Assay) A 3%
Promega /A 7] 77 it ; Transwell /N%E A 3E [# Corning 2
F P75 R R B PCR i (TransStart® FastPfu Fly
DNA Polymerase) Jy b 5t 4 0 & AL VI E AR e fn A
PR 7] 77 s PCR ™) i) & 8 26 [ Omega
DN EI TR . S 5E B PCR UK 36 [ ABI 2 W] 7=
mio SERET I KA SEARL Y IR T 5 44 h E AR
T TR S A BRA R A A
L2 RS B 2R T7 % 5 B HCC 4141 SRP14
mRNA 1335 K 15 SRP14 M5k 19 53F

1E GEO %4 % (http : //www.ncbi.nlm.nih. gov/
geo) R 2 HCC A9 2E [ mRNA 2 3k 7K SF- 0908 45
GSE14520 Jf- 5 A R4.2.1 344 , 3k 44 HCC 1 X
8 55 41 2 P SRP14 mRNA #XH # 35 K OF o 7E
TNMplot [% 325 (https : //mnmplot.com/analysis ) ) RNA-
seq B4k PR vh A $RJF T B HCC A

gl TS AL, D ARG R SIS
Table 1

EH ol s 4 41 ) SRP14 mRNA

2 H P<0.05 ) KEGG .GO 4> F LI REFI GO £ 1)
Sk BB , S A GraphPad Prism 10.0 #F
IR
1.3 qRT-PCRAGI A HCC 4141 SRP14 mRNA
Fik

fifi F TRIzol 157 $2 5 5 1] 8 5 A9 HCC K H:
B %t i 55 2H 20 B RNA |, FF46 00 e i A 4li Jig
M2 4 i BH 45 {8 F] HiScript® II RT SuperMix for
qPCR (+gDNA wiper) 12t 1] £ 2% B% ¢DNA Jf 6 &
RNA i 54 5% 5y cDNA . Fi B ¢DNA, ffi il ChamQ
SYBR qPCR Master Mix £ %¢ )t %€ ft PCR {X %% |
%} ¢cDNA ¥ 47T qRT-PCR, qPCR 51 ¥ F 51 W2 1.
SR EE DL B-actin A N2, 115 SRP14 mRNA
FHXF 2R
1.4 B R R R HCC 4141 SRP14
EARESSIN

W HCC B =P X8 55 41 SR R B B
SRR/ NS R BRI BT
SRR SUR R VKR S5 T RIPA 24 58 43
SR LUB R, B0 )5 s BT IR R 4 8RR
Flo 25 Ih 375 W ) o 2 ke B O e et ks
fdf B S PE BT —20 CCIRAE . B0 A d e
149 SDS 2R P s Tk Jee 5 M, JBE Ja 114) G AR R b o
FEZ BERE A I FL T, 80 V HLIE S 4F T, ALK AR
J B BB AR i 3 B BRI 55 7% 22 PVDF IR B UK

Primer sequences

Tk (5 —3")

> 5
HIR K AR P &
-actin
FHI TNMplot [ 3 f) S P
7 #1” (Correlation analysis) JJ §E , SRP14

RAFAE HCCOR X o R H 41
5 SRP14 33k 1y B A (Spearman

Yz
FH e 2 ¥ =0.1 H P<0.05) ; A= W1E
B %0 Hr NAFLD AHOC HCC By %8 GPRCSA
P5 £E GSE214432'"" 3k 15 NAFLD DS
5 HCC 5 SRP14 3136 35 il 1t
R, I8 o SCRRRE R 2 ZL B pppirIsA
rae (fe 9 e SR DI g ) 5 (8 s

FH TNMplot % 36 11 “ Ij B& 7 #71 7

SRP14 4% )55 Tt

qRT-PCR IE[f] : CATCCGCAAAGACCTGTACG
JZ i) : CCTGCTTGCTGATCCACATC
qRT-PCR IE [ : AAGTATGACGGTCGAACCAAAC
JZ ) : TCGGTAGCTCTTAACAGACACT
PCR iE [ : CGCGGATCCATGGTGTTGTTGGAGAGCGA
JZ 1] : CTAGTCTAGAGAAATGTATGCCCTTTACTG
TGC
qRT-PCR  1E[]: CTTCCTGACTTTGACCGCAG
J2 15 : ATAGGGGGCATAGAGCGTGT
qRT-PCR  IE[] : AAAATGCTCTTGGTCGGCTG
FZ I : TCCGACTGTAAAGCTGAGCA

gqRT-PCR  IE[1 : CTGCCCCTCCGACTGCAAA
B : GAGCAAGCTGCTCCCAGG

qRT-PCR IE [ : ACTCAAGCACAGCCAGATCT
S 1] : AACTGGCTGGAGAAGATGCT

(Functional analysis) J16g , % iR
R BEEH T KEGG F1 GO &4
A3 HT, T e AT = A E AR SR A

actin: L3N8 H ; PCR ; B4 W4k 2 ) ; qQRT-PCR : 5E 105 5% PCR ; SRP - {5 51K ) i
Hi s GPRCSA : G 3R MR SZ AR C 54 5 Bt A; RND: Rho K% GTP fif ; PPPIR15A : & [
TR 1815 7 5 15A  INST: 4 25 A Wy 1 B A5y
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ZAFT L HHAE 200 mA UL 2 1.5 hy SR A
T, 5% B AE 2F W05 48 R 214 PVDF 29 1 hy — 4t
4 CIFBERRGIKH , P IRPEIRIFE 2 h; 7R 5
W ARAS L, A P AR 27 2 ek i Ay I R AE R
1% o >R H Image J A A FRIEIMG, L) B-actin S
HESE 42 HT SRP14 25 [ 2 B
1.5 THC LK H % HCC 4141 SRP14 3 H
ik

Bt (1) HCC 22U S5 SU L) S mmx
5 mm K/, A A R SR T R [ 1B
Y[ SR B TR AL R &, A
K Mkt 5, F S R AT R L BER K L
ORI A MRS AW PR 42 CIER .
65 CHE R S RGIVEA WY F o WilfE THC Y]
B B D) R s KAk BT PUREE 3%
1t E AL EIEE 30 min, 5% L 7F 1ML £ A 30 min;
SRP14 —414 CHFEV A L& K H, ZhiE iR
B V)R 2 b BRI AL Y B AR E R 37 °C
55 8 U1 30 min; DAB T AR W 85 R AR 5 L
2~3 min; Bk GEH] EF R BITE 10 £5F1 40 15
B T SR D) | Y 45 L, SRP14 2 1
BREE 0, RAERIE . Image J FHAE A 4L THC
I F B4, FIH THC Profiler 1 7%} SRP14 85 141114
F2BEIEAT A VR P43 A B L PR A
FHAE B2 AR I A 25 SR 32 R SRP 14 26 FH BHPETE 43 .
1.6 Kaplan-Meier 4= 77t £k 73 7 SRP14 %35 5
HCC A TR

1 A Kaplan-Meier Plotter ¥ ¥4 (https : /kmplot.
com/analysis/index.php?p=service )", £ 1 mRNA
RNA-seq AR JZE 14 “Liver cancer” 13RI , %t K 44
5 A SRP14, 53 1 o %8 SRP14 75 3¢ 15 AR 3 31k
HCC 84 1Y SR (R 3RIA 4 n=268 , IR A A
n=96) JCif A AE I (IR 2 n=277 , R RIA A
n=93 ) FlP i 4 5 M 2B A7 3 (8 3R 3K 2H =269 , ik
kM n=93) ., B/EAFITE NBEDLIL > 41T f &
A PR BB T A B (R], JC 2 R A A7 R DA BE AL fE
TR 2 B HCC YRR el 4= R AR T I B[R], 8
I R 5 1 A A7 4R N BE AL AL 2 20T 16 25 B
HCC FHUET-IIH]
1.7 R 25k SRP14 /Y HCC 4R fR bk

fiff JH 5 £ H PCR B 4% SRP14 % & & RNA
Ko H Xt B8 91 52 e & pLKO. 1-TRC 8 9% 75 it hi
I F SR IR ] SRP14 1% % e RNA ) kL

(sh-SRP14) FIXF & Ji k7 . =5 {4 EL PCR iff ve [
SRP14 W gmtt 1751 (1), B Te B 7= 4 , iU %
e SRP14 119 %5657 514 A ] pCDH-CMV-MCS
Jki b, k3 SRP14 33 F 35 ki, LA pCDH-CMV-
MCS %5 25 A X BRIl Attractene 5% G435
W 3R H Y TR ol BE TR 5 40 25 iR G e
F HEK-293T i fifs rf , 48 h J e B2 40 g | 3% )15
L ARAT12 96 B UKL . 12 95 B UKL/ % SK-Hepl
20 g AT SMMC-7721 4i g, W22 04 %5 2% 0 32k BH 1 410
Ji0, ) 2 AR 1 26 38 SRP 14 9 HCC 20 R4 Ak .
B A B vk AG T A 41 i RS BR SRP14 Ay £k
IV B0UE SRP 14 R IR AT FE IR
1.8 EdU YL@ HCC 40 MRS it 1 il

W AR B ik 2% 3k SRP14 (1) SK-Hepl 4i g F1
SMMC-7721 4 il K2 4% [ XF B8 41 i Febk 76 24 FLAR
ME R BB R R AE KRS R AR E
50%~60% I}, Fl & 50 wmol/L EAU fY 15 35 5005 75
M2 he FIRAKMT, 4% 2 5 R € 0
20 min, &R 5 min, % 0.5% TritonX-100 f¥)
PBSEEFIBEE 10 min, FREEHRE T, Apollo
gu o )z b VEE B 48 Y 30 min, & 0.5% Triton™
X-100 1Y) PBS & & I 42 R 35 Ve W — Ik, &Ik
10 min ; Hoechst S 7RI & 4 il 30 min, BV K
BRI PG R, 37 BIE S0 s ™ WA
e g, S W40 I v] B EAU 4 S v e Gt S 4T
@, , BT 20 160 A% 20 9 A% 7] 8% Hoechst %2 €6, 117 &2 5
o REE F
1.9 MTS 4t i3 58 52 50 A6 I HCC 240 ffd i A0 35 5
L

AR B 1k 2% 3k SRP14 (1) SK-Hepl 4i g F1
SMMC-7721 £ g S 45 [ XoF BE 40 i fa bk 2 &) K5 33
FETR — 96 fLAR T, FR AN A A KORES B 4, #2218
MTS i a7 65 A 5, 3 57 0.24 48 Fi1 72 h
B A B MTS 385, 40 M 15 248 TP & 1 he
ol FH T A A SR I 96 FL AR H 490 nm Ab f W B BE
TESEHUA
1.10  Transwell /N2 SZEG G HCC 4R SMT %
fig

AR B85 5 % 35 SRP14 1 SK-Hepl 41 i F01
SMMC-7721 41 g S 4% [ X5 BE 40 i A2 bk 76 R 35 i
A ML T 1) Transwell TR /NG P 35 I 45 41
1) 24 B 2 R AR — 3. FRAi AR KRB R AT,
Transwell JiE #5 /N I8 IS 10% fif 4 103 1) 55 57
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44 H

FE 24 W OB R/ I A M [ E 4
S TE U T LS L (5 DL AR AR ER .
fifi ] Image J 4 A B (ETAG T X 25 385 7R JIG B /N3
() 240 B A 7 2 5 AT o
111 4RI SERASHI HC.C At MERS fig

AR B i 6 3k SRP14 ) SMMC-7721 41l i &
Xof B AR AR 3G SR AE S FLAR D, DRIE & 4 4 A 2%
BESEAR — B H AR ROR S R A, Frai e A K Al
P B AS , FRS VR S 14 5 0] 7 o 2 4 i
BB, S WS4 MR TR AR R
UkLE 5 AN 48 h e, W ARUEE T PSR L s ) 4
JiL 0 IR A B DI R B R . Al T Image J 4K
1Ak PR PG 0 S I A T AR A T S BT
1.12  qRT-PCR &M HCC 418 GPRCSA \RND3
PPPRIRI5A . INST6 mRNA ik

it FH TRIzol 12 77 4 B it (R 55 i 3% 35 SRP14
(1) SK-Hep 1 £ it Kz SMMC-7721 40 ifg (1) 5 RNA , FF:
o 0 HL e B RNl B L AR i 1 BH A5 5 ] HiScript®
I RT SuperMix for qPCR (+gDNA wiper) 5| &
Z B eDNA JF4% B RNA 13 5% 55 0 cDNA . i B
c¢DNA, fifi F§ Cham(Q SYBR qPCR Master Mix 7£ %%
JEE i PCRAYER X} ¢cDNA # 17 qRT-PCR, qPCR
SIWIFSI R SHBEE, L B-actin NS, it
. GPRC5A .RND3 .PPPRIRI5A 2 INST6 mRNA
R EPO SV e
1.13  Sit ik

& H] GraphPad Prism 8.0 #x {F #4748 it
M. SEER AR H 2 = O T L, H

HCC 2H 21 1 11 SPR14 mRNA HH X} 6 35 7K - 34 7
7 (#]P<0.01) . qRT-PCR A1 45 5 87~ , A FBE
HEESZ A 4L, BE HCC 281 Y SPRI4 mRNA A
Xf F ik K TFE (P<0.05) . W2, 45 B4R
HCC 20241 SRP14 mRNA ik K F-THE .

5 E 0 A 45 5 s, R B G ) 9 5
HL,HCC 44U SRP14 4K [ 3Rk 2 249 0.55 1%
(P<0.05), UL 1, THC 25 3[R REUE S , e X} 8 5%
AU SRP14 25 H F 21T 50 R 11124, i 7E
HCC 41407 () SRP14 2 11 3 B 1T 40 W oy 21.4+
5.8, B B TR SR AL 41(P<0.01) , ULIE 2, 4R
HCC 44U SRP14 8 [ Rk KI5
2.2 SRPI4#EFEBSHCC R FN R GHE % 1E
li:PS

Kaplan-Meier 242 743§ 45 3 i 7R, HCC 41410
K235 SRP14 19 B v A7 A A7 01 A v (v et
JRAEAEI 5 5 36.3 F118.3 4 H | B Sk A=
W E o880k 19.4 4 H 5 1 HCC 4H A 5
F3K SRP14 W) B F L B A AF I s ok J AR
FEWAY 300 70.5 F125.9 4 A 95 5 S A A7 30
) U sr i g5l 45.7 4 A WKL 3. BT UL SRP14
15 2235 1 HCC M8 3 BAT K S A A7 10 L e ik e
A A ) RN 9 9 4 Sk A A 30 [ HR=0.49 (0.34~
0.70) .HR=0.70(0.51~0.97) F1 HR=0.42(0.26~0.65) ,

2 HCCHZBIEFSE R AL SRP14 mRNA /K- LA
Table 2 The mRNA expression of SRP14 in HCC and non-tumor

tissues

[M(Q,,0,) 5K w+s]

P IE S A BE AR EL + B o 22 () 0348

BlER IR n Je 55 1E AR HCC 44!
EED A B IE AP B E T 80)  GsE14520 241 —0.54(—0.88,—022) 0.68(0.24,1.07)"

[MCQ,, Q) ik , i HE 0 B Y XU ¢
i 36 e L IR 3% 07 22 0 T BEAT ARG, P<0.05 A
AT EE L.

TNMplot(BLX}) 50
TNMplot (AECXS)* 371
Ilfs A HC.C 2H41 5

3213.00+1545.00"
1742.00+750.40 3806.00£2088.00"
0.14+0.08 0.29+0.11"

1945.00+741.40

2 # R

2.1 HCCZHZ" SRP14 i mRNA &
BRI
GSE14520 B4l 45 4y W &6 1
7 A EC R 55 21 21, HCC 2 21
() SPR14 mRNA A X} k7K F- T 5
(P<0.01) . [AI#£, TNMplot ) RNA-
seq EHE R L W | AH ELBC X 5
ZH A AR TE X g8 55 2 Sl 1 R 414,

SRP14

B-actin

E1

598 57/1E W AL 21 H AL, "P<0.05, " P<0.01. P 55/1E Y 4141 n=175.
HCC : JFFAHEHE ; SRP 5 5 U BIH00K7 s mRNA < 5 RNA.

— - -

NT T
-.{18000

S | | e e || —— 42 000

NT 55240, T A g 4140 SRP S S R KT ; actin: LB AR .
IV DA T 200 i 4 4 RD e o 57 4 2 SRP 14 28 14 J5 i ok TR

Figure 1 Electrophoretogram of SRP14 protein in hepatocellular carcinoma

and paired tumor-adjacent tissues
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HCCZHZH

100 pm

R

i

20 pm

N

i

s ORI 8 AR SRPI4EN . 555
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Figure 3 Kaplan-Meier survival curves of hepatocellular carcinoma patients with different SRP/4 mRNA levels
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Table 3 Migration numbers or wound closure proportion of

hepatocellular carcinoma cells with knockdown or
overexpression of SRP14
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Figure 8 In vitro migration of hepatocellular carcinoma cells with knockdown

or overexpression of SRP14 (Wound-healing assay)
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