
definition of B–C is constrained by A–B and A–C. Therefore, the
B!C pair, which is not a true direct-transmission pair, is likely to be
misclassified as such, introducing a misclassification of the outcome
measure. Accounting for nonindependence of outcomemeasure
(e.g., a random effect) in a regression model might mitigate the
bias introduced by the misclassification of the outcomemeasure
(B!C) by giving it reduced weight in the model but could also
affect other truly independent outcomemeasures (A!C and
B!C). In one of the sensitivity analyses of our work, we showed
that the effect size of most point estimates increased, suggesting
the introduced bias of misclassification drove our findings toward
a null value (1).

Regarding the issue of independent and identical distribution,
using the same dataset from our study, we first showed that the SE
of b values for all covariates remained almost unchanged once the
sample size of control pairs exceeded approximately 10,000 (Figure 1).
We then compared the P values of the naive logistic regression model
with the permutation-based P values and found that the P values of
the naive logistic regressionmodel were usually similar to or larger
than the permutation-based P values. This finding suggests that the
repeated use of individual-level data in many pairs does not create
any correlation and therefore did not violate the assumption of
independent and identical distribution.

Additional material related to this response is available at https://
shorturl.at/osOAJ.�

Author disclosures are available with the text of this letter at
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Erratum: Lung Microbiota and Metabolites
Collectively Associate with Clinical Outcomes in
Milder Stage Chronic Obstructive Pulmonary Disease

There is an error in the article byMadapoosi and colleagues (1),
published in the August 15, 2022 issue of the Journal. In the second
sentence in the data sharing footnote, the accession number for
the16S rRNA gene sequence used in the article was listed without its
final digit. The correct accession number is PRJNA673153.

For the convenience of our readers, the Journal is replacing the
online version of the article with a corrected version.�
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