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/™ Check for updates

In follow-up studies on the CmdTAC system identified in our paper, we discovered that the
wrong toxin clone was used for the spotting assays in Fig. 5f. A corrected version is shown
below as Fig. 1. We now find that producing CmdT alone is not highly toxic to cells. However,
producing CmdT and CmdA together severely diminishes growth, while co-producing CmdC
along with CmdTA largely restores plating viability. These results, along with additional stud-
ies of the CmdTAC system', indicate that CmdA is likely required for the folding or stability of
CmdT and that, together, CmdA and CmdC neutralize CmdT activity. The corrected data do
not affect our primary conclusion that the CmdTAC system provides E. coli potent defense
against T4 infection, nor does it impact any other conclusions in the paper. We apologize for
any confusion our error created.

To reflect the new findings, the following changes were made to the text. In the fourth
paragraph of the “Previously uncharacterized toxin-antitoxin-like systems” section, the
text now reading “Inducing the expression of just CmdT, a previously uncharacterized toxin
that has an ADP-ribosyltransferase-like domain, was not toxic, but co-expressing CmdT
with the presumed antitoxin, CmdA, was toxic to cells. Co-expression of CmdT with both
the putative antitoxin and chaperone components largely restored viability (Fig. 5f)” previ-
ously read “Inducing the expression of CmdT, a previously uncharacterized toxin that has
an ADP-ribosyltransferase-like domain, was toxic with the presumed antitoxin, CmdA, only
marginally improved viability. However, co-expression with both the putative antitoxin and
chaperone components completely restored viability (Fig. 5f).” In the final paragraph of the
same section, the sentence now reading “Toxicity of MqsR...” previously began “Similar to
CMATAC, toxicity of MgsR...".

Original Corrected

Fig.1|Original and revised Fig. 5f.
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Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original
author(s) and the source, provide a link to the Creative Commons
licence, and indicate if changes were made. The images or

other third party material in this article are included in the
article’s Creative Commons licence, unless indicated otherwise

in a credit line to the material. If material is not included in the
article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you
will need to obtain permission directly from the copyright holder.
To view a copy of this licence, visit http://creativecommons.org/
licenses/by/4.0/.
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