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Author Correction: Epidemiology
and analysis of SARS-CoV-2
Omicron subvariants BA.1 and 2 in
Taiwan

Li-Teh Liu, Shyh-Shin Chiou, Po-Chih Chen, Chun-Hong Chen, Ping-Chang Lin, Ching-Yi Tsai,
Wan-Long Chuang, Shang-Jyh Hwang, Inn-Wen Chong & Jih-Jin Tsai

Correction to: Scientific Reports https://doi.org/10.1038/s41598-023-43357-7, published online 03 October 2023
The original version of this Article contained errors in Figure 5 where the legends for the genetic variation
frequencies in the spike protein and the Y-axis label were incorrect. The original Figure 5 and accompanying
legend appear below.

In addition, in the Discussion section,

Their results might explain why BA.2.3.7 rapidly replaced BA.1 and BA.1.1 from April 2020 to September 2022
until BA.5.1 entered Taiwan in August 2022 and dominated in October 2022.

now reads:

Their results might explain why BA.2.3.7 rapidly replaced BA.1 and BA.1.1 from April 2022 to September 2022
until BA.5.1 entered Taiwan in August 2022 and dominated in October 2022.

The original Article has been corrected.
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Fig. 5. Monthly data on genetic variation frequencies in the spike protein, illness, and COVID-19 cases
between December 2021 and January 2023 in Taiwan. The percentage of illness is the original data multiplied
by 100 for presentation. Data source: GISAID https://gisaid.org/ and Taiwan CDC https://nidss.cdc.gov.tw/nnd
ss/disease?id=19CoV.
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Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative Commons licence, and
indicate if changes were made. The images or other third party material in this article are included in the article’s
Creative Commons licence, unless indicated otherwise in a credit line to the material. If material is not included
in the article’s Creative Commons licence and your intended use is not permitted by statutory regulation or
exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy
of this licence, visit http://creativecommons.org/licenses/by/4.0/.
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