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This correction does not change the results or the conclusions of this work.

AUTHOR ORCIDs

Qiyun Zhu  http://orcid.org/0000-0002-3568-6271
Shi Huang  https://orcid.org/0000-0002-7529-2269
Daniel McDonald  https://orcid.org/0000-0003-0876-9060
Niina Haiminen  https://orcid.org/0000-0002-8663-1019
Promi Das  http://orcid.org/0000-0001-6733-2059
Rob Knight  http://orcid.org/0000-0002-0975-9019

November 2024  Volume 9  Issue 11 10.1128/msystems.01289-24 1

Address correspondence to Qiyun Zhu, 
qiyun.zhu@asu.edu, or Rob Knight, 
robknight@ucsd.edu.

See the original article at https://doi.org/10.1128/
msystems.00167-22.

Published 18 October 2024

Copyright © 2024 Zhu et al. This is an open-access 
article distributed under the terms of the Creative 
Commons Attribution 4.0 International license.

https://doi.org/10.1128/msystems.00167-22
https://crossmark.crossref.org/dialog/?doi=10.1128/msystems.01289-24&domain=pdf&date_stamp=2024-10-18
https://doi.org/10.1128/msystems.01289-24
https://doi.org/10.1128/msystems.00167-22
https://creativecommons.org/licenses/by/4.0/

	Correction for Zhu et al., “Phylogeny-Aware Analysis of Metagenome Community Ecology Based on Matched Reference Genomes while Bypassing Taxonomy”

