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Correction to: Scientific Reports https://doi.org/10.1038/s41598-024-73587-2, published online 08 October 2024

The Competing interests section in the original version of this Article was incomplete. Furthermore, the initials 
‘SG’ and ‘JJS’ have been corrected to ‘AG’ and ‘JS’, respectively, in this section.

As a result,

“JA, CY, MM, AW, FM declare no competing interests. DF, JC, SG, JH, TS, DN, FYL and JJS are employees and 
equity holders at TwinStrand Biosciences, Inc., or were during their contributions to this manuscript.”

now reads:

“JA, CY, DLB, HS, MM, RP, AW and FM declare no competing interests. DF, JC, AG, JH, TS, DN, FYL and JS 
are employees and equity holders at TwinStrand Biosciences, Inc., or were during their contributions to this 
manuscript.”

The original Article has been corrected.
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