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Correction to: BMC Genomics 24, 315 (2023)
https:/ /doi.or g/10.11 86/s 12864-023-09411-4

Following publication of the original article it was 
reported that Michael Markey was missing from the 
authorship list.

 
The correct authorship list can be found in this 
Correction.

BMC Genomics

The online version of the original article can be found at  h t t  p s : /  / d o  i .  o 
r g / 1 0 . 1 1 8 6 / s 1 2 8 6 4 - 0 2 3 - 0 9 4 1 1 - 4     .  
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