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Rnd3 protects against doxorubicin-induced cardiotoxicity
through inhibition of PANoptosis in a Rock1/Drp1/
mitochondrial fission-dependent manner
Wen Ge1,2, Xiaohua Zhang 1,2, Jie Lin1,2, Yangyang Wang1, Xiao Zhang1, Yu Duan1, Xinchun Dai1, Jiye Zhang1, Yan Zhang1,
Mengyuan Jiang1, Huanhuan Qiang1, Zhijing Zhao1✉, Xuebin Zhang 1✉ and Dongdong Sun 1✉

© The Author(s) 2025

Doxorubicin, a representative drug of the anthracycline class, is widely used in cancer treatment. However, Doxorubicin-induced
cardiotoxicity (DIC) presents a significant challenge in its clinical application. Mitochondrial dysfunction plays a central role in DIC,
primarily through disrupting mitochondrial dynamics. This study aimed to investigate the impact of Rnd3 (a Rho family GTPase 3)
on DIC, with a focus on mitochondrial dynamics. Cardiomyocyte-specific Rnd3 transgenic mice (Rnd3-Tg) and Rnd3LSP/LSP mice (N-
Tg) were established for in vivo experiments, and adenoviruses harboring Rnd3 (Ad-Rnd3) or negative control (Ad-Control) were
injected in the myocardium for in vitro experiments. The DIC model was established using wild-type, N-Tg, and Rnd3-Tg mice, with
subsequent intraperitoneal injection of Dox for 4 weeks. The molecular mechanism was explored through RNA sequencing,
immunofluorescence staining, co-immunoprecipitation assay, and protein-protein docking. Dox administration induced significant
mitochondrial injury and cardiac dysfunction, which was ameliorated by Rnd3 overexpression. Further, the augmentation of Rnd3
expression mitigated mitochondrial fragmentation which is mediated by dynamin-related protein 1 (Drp1), thereby ameliorating
the PANoptosis (pyroptosis, apoptosis, and necroptosis) response induced by Dox. Mechanically, the interaction between Rnd3 and
Rho-associated kinase 1 (Rock1) may impede Rock1-induced Drp1 phosphorylation at Ser616, thus inhibiting mitochondrial fission
and dysfunction. Interestingly, Rock1 knockdown nullified the effects of Rnd3 on cardiomyocytes PANoptosis, as well as Dox-
induced cardiac remodeling and dysfunction elicited by Rnd3. Rnd3 enhances cardiac resilience against DIC by stabilizing
mitochondrial dynamics and reducing PANoptosis. Our findings suggest that the Rnd3/Rock1/Drp1 signaling pathway represents a
novel target for mitigating DIC, and modulating Rnd3 expression could be a strategic approach to safeguarding cardiac function in
patients undergoing Dox treatment.

Cell Death and Disease            (2025) 16:2 ; https://doi.org/10.1038/s41419-024-07322-0

INTRODUCTION
Doxorubicin, which is a representative drug of the anthracycline
class, is a potent chemotherapeutic agent for its efficacy against a
broad spectrum of cancers [1, 2]. However, its clinical application is
significantly hampered by the onset and development of
cardiotoxicity [3]. Doxorubicin-induced cardiotoxicity (DIC) not
only limits its therapeutic dosage but also poses long-term threat
to cancer survivors [4, 5]. Thus, there is an urgent need to
elucidate the underlying mechanisms of DIC and mitigate their
adverse effects.
Mitochondrial dysfunction serves as a cornerstone in the

pathology of DIC, orchestrating a cascade of detrimental effects
within cardiomyocytes [6, 7]. Such defect arises from disruption of
mitochondrial dynamics, a critical equilibrium between mitochon-
drial fission and fusion [7]. Perturbation of this delicate balance
leads to mitochondrial fragmentation, a hallmark of cellular distress,
contributing directly to cardiomyocyte death and subsequent
cardiac dysfunction [8, 9]. Modulation of mitochondrial dynamics

presents a promising strategy for reducing or even reversing
cardiotoxic sequelae of Dox [7], thereby safeguarding cardiac
function of patients receiving Dox treatment.
Apoptosis, collectively termed ‘PANoptosis’ together with

other forms of programmed cell death such as pyroptosis and
necroptosis [10], has been identified as a critical modality in DIC
[11]. Abnormal mitochondrial fission, regulated by dynamin-
related protein 1 (Drp1), often precedes cell death and acts as a
pivotal link between mitochondrial dysfunction and activation
of cell death pathways [12–14]. Excessive mitochondrial fission
triggered by Dox exposure can initiate programmed cell death
through inducing mitochondrial fragmentation [15], loss of
mitochondrial membrane potential, and release of pro-
apoptotic factors. Importantly, the interplay between mitochon-
drial fission and these forms of programmed cell death may
present a critical aspect of the pathogenesis of DIC, implicating
the necessity of a comprehensive approach to protect
against DIC.
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Rnd3, also known as RhoE, is a small GTP-binding protein of the
Rho family [16]. Despite the nucleotide-binding capacity of GTPase
structure, Rnd3 lacks GTPase activity and cannot hydrolyze GTP-
bound nucleotide [17]. Rnd3, a regulator famous for its significant
influence on cell shape and migration, is characterized by its
unique molecular properties that govern cytoskeletal dynamics
[17]. This feature is crucial for the maintenance of structural
integrity and functional capacity of cardiomyocytes under
physiological conditions [18, 19]. Previous studies have under-
scored the pivotal role of Rnd3 in the modulation of various
cardiovascular conditions, including myocardial infarction, dia-
betic cardiomyopathy, and atherosclerosis [18, 20, 21]. The
observed decrease in Rnd3 expression has been correlated with
detrimental impacts on cardiac function, prompting further
exploration into its mechanism regarding mitigation of DIC.
Recent studies indicated that Rnd3 guarantees mitochondrial
integrity by modulating mitochondrial respiration and altering
mitochondria oxidative metabolism, thereby mitigating cell death
[22, 23]. However, whether Rnd3 influences mitochondrial
function in response to Dox stimulation remains to be further
elucidated.
In the present study, we demonstrated an evident cardiopro-

tective effect of Rnd3 in DIC. Furthermore, Rnd3 significantly
impeded Drp1-induced mitochondrial fission, thereby mitigating
Dox-induced PANoptosis. Mechanistically, Rnd3 directly interacts
with Rock1 in cytoplasm, which in turn inhibits Drp1 phosphor-
ylation at Ser616, and consequently inhibits mitochondrial fission.
By focusing on the Rnd3/Rock1/Drp1 signaling pathway, the
present results helped to put forward novel insights with regard to
the molecular mechanisms of DIC.

METHODS
Ethics statement
All experimental animal procedures were conducted in accordance with
the Guideline for the Care and Use of Laboratory Animals, published by the
US National Institutes of Health (NIH Publication, 8th Edition, 2011), and
adhered to the ethical guidelines set forth by the Ethics Committee of the
Fourth Military Medical University (Approval ID: 20220617). In brief, mice
were housed in a controlled environment with a 12-hour light/12-hour
dark cycle with access to food and water ad libitum. Male mice were used.
Mice were randomly assigned to either the control group or the
experimental group using a random number generator to ensure unbiased
allocation of animals to different experimental conditions.

Experimental animal models
Rnd3LSP/LSP mice (N-Tg) were generated on a C57BL/6 J genetic back-
ground using CRISPR/Cas9 technology. In brief, cardiomyocyte-specific
Rnd3 transgenic mice (Rnd3-Tg) were created by crossing Rnd3LSP/LSP mice
with Myh6-Cre mice. Dox (5mg/kg/week, TargetMol, T1020, BSN, USA)
dissolved in saline (0.9% sterile sodium chloride) was intraperitoneally
administered to 8-week-old mice for 4 consecutive weeks. The cumulative
dosage of Dox administered to each mouse was 20mg/kg. The control
group was given the same volume of saline vehicles. In the fourth week,
mice were anesthetized by 2% isoflurane inhalation in oxygen and
sacrificed via cervical dislocation. A schematic diagram of transgenic mice
and the information on the primers used for genotyping were provided in
Supplementary Informations (Supplementary Information 1: Fig. S1 and
Table S1). In order to inhibit Rock1 expression, mice were intraperitoneal
injected with saline or Fasudil (10mg/kg/day, TargetMol, T1606, BSN, USA,
dissolved in saline) once daily, which was continued for 6 days. The control
group was given the same volume of saline vehicles [24].

Echocardiography
Echocardiography was employed to assess cardiac function following the
final Dox administration. The procedure was conducted using a two-
dimension guided M-mode echocardiography system (Visual Sonics;
Vevo2100, ON, Canada). Prior to the examination, the chest and upper
abdomen of mice were depilated to ensure clear visualization of the heart.
During the procedure, mice were continuously anesthetized with 2%

isoflurane inhalation while being placed on a heating plate to maintain a
constant body temperature at 37 °C. Parameters of cardiac function and
ventricular volume were calculated using Vevo computer algorithms,
including left ventricular ejection fraction (LVEF) and left ventricular
fractional shortening (LVFS).

CK-MB and LDH measurement
Cardiac injury markers were detected by ELISA according to the
manufacturer’s instructions. The lactate dehydrogenase assay kit (Jian-
cheng Bio, A020-1-2, Nanjing, China) was used to measure the serum
lactate dehydrogenase (LDH) level. The creatine kinase MB isoenzyme
assay kit (Jiancheng Bio, H197-1-1, Nanjing, China) was used to measure
the serum creatine kinase MB isoenzyme (CK-MB) level.

Histology
Mice were anesthetized with 2% isoflurane inhalation. The chest was
depilated to thoroughly expose the heart. The precooled phosphate-
buffered saline (PBS) was perfused onto the fresh hearts of mice via the
aorta until completely dumped blood in the heart chambers. Subse-
quently, cardiac tissues were fixed overnight with 4% paraformaldehyde,
embedded in paraffin, and cut into 5 μm slices. Masson trichrome staining
(Servicebio, G1006, Wuhan, China) was performed to determine myocardial
interstitial fibrosis. Fluorescein isothiocyanate (FITC)-labeled wheat germ
agglutinin (WGA) staining (Servicebio, L4895, Wuhan, China) was
performed to determine the cross-sectional areas of cardiomyocytes.

Immunofluorescence and Immunohistochemistry
Cardiomyocytes or heart tissues were fixed with 4% paraformaldehyde for
15minutes, followed by incubation with a permeabilization solution
containing Triton X-100 (Beyotime, P0096, Shanghai, China) for 20minutes
at room temperature. Blocking was achieved using goat serum (Beyotime,
C0265, Shanghai, China) for 1 hour at room temperature. Cardiomyocytes
were incubated with the primary antibody overnight at 4 °C and incubated
with a fluorescent secondary antibody for 1 hour at room temperature, and
nuclei were stained with DAPI (Beyotime, C1006, Shanghai, China). Images
were captured using a confocal fluorescence microscope. For immunohis-
tochemical analysis, slides were first fixed in 4 °C acetone for 10minutes
and then rehydrated in PBS. Blocking was done with 3% BSA for 1 hour,
followed by overnight incubation with the primary antibody at 4 °C.
Following washing, the sections were labeled with horseradish peroxidase
(HRP), stained with diaminobenzidine (DAB), counterstained with hema-
toxylin, and subsequently examined under a light microscope. Antibody
information was shown in Supplementary Informations (Supplementary
Information 1: Table S2).

Transmission electron microscopy (TEM)
Left ventricular heart tissues were minced into approximately 1mm3 cubes
and were rapidly fixed in 2.5% glutaraldehyde solution (Servicebio, G1101-
3ML, Wuhan, China) overnight at 4 °C. Samples were then fixed, washed,
dehydrated, embedded, and cut into 60-80 nm ultrathin sections for
imaging. Mitochondrial ultrastructure was analyzed by transmission
electron microscope (HITACHI, HT7700, Tokoyo, Japan) at 300 kV.

Adeno-associated virus 9 and viral delivery protocol
To specifically knockdown Rock1 in hearts, the adeno-associated virus 9
(AAV9) vector (Hanbio, Shanghai, China) containing shRNA-Rock1 and GFP
fluorescence sequence was used in vivo experiments. The AAV9-shRNA-
Rock1 (Hanbio, Shanghai, China) was 5’-GCAGTGTCTCAAATT GAGAAA-3’.
Meantime, AAV9-shRNA-Rock1 and AAV9-shRNA-Control were randomly
injected into the hearts of Rnd3-Tg and N-Tg through intramyocardial
injection. Immunofluorescence staining was employed to detect transfec-
tion efficiency after 48 hours, and Western blot was performed to assess
the silencing efficacy of Rock1. The AAV9-Drp1 S616D was used to mimic
the phosphorylation site of Drp1 ser616 by intramyocardial injection
(Hanbio, Shanghai, China). The AAV9-Drp1 S616D was 5’-CCAATTATGC-
CAGCAGATCCACAGAAAGG-3’. Western blot was performed to assess the
efficacy of AAV9-Drp1 S616D 48 hours after transfection.

Cell culture and treatment
For isolation of cardiomyocytes from 1-3 day-old neonatal mouse hearts,
ventricles were excised and dissected into small cubes of approximately 1-
2 mm³ using scissors. The cubes were then subjected to sequential
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digestion with 0.1% collagenase II (Biosharp, BS164-100mg, Hefei, China) to
dissociate cardiomyocytes. On one hand, the resulting cell suspension was
cultured in a Dulbecco’s Modified Eagle Medium (DMEM) containing 20%
fetal bovine serum (FBS) and 1% penicillin-streptomycin for 2 hours at
37 °C in a humidified atmosphere with 5% CO2. This step allowed for the
separation of neonatal mouse fibroblasts from the neonatal mouse
cardiomyocytes. Subsequently, cardiomyocytes were collected and cul-
tured in DMEM supplemented with 20% FBS and 1% penicillin-
streptomycin. On the other hand, neonatal mouse fibroblasts were
cultured in DMEM supplemented with 10% FBS and 1% penicillin-
streptomycin. To identify the role of Rnd3 in DIC, we specifically
overexpressed Rnd3 in cardiomyocytes by delivering adenoviruses
harboring Rnd3 (Ad-Rnd3) (Hanbio, Shanghai, China) at varying multi-
plicities of infection (MOIs). The cardiomyocytes were exposed to Dox
(2 μM) or PBS medium for an additional 24 hours after adenoviral
transfection.
For drug administration, mitochondrial fission inhibitor Mdivi-1 pur-

chased from Sigma Aldrich (Sigma Aldrich, sc-215291B, St. Louis, MO, USA)
was used. In this study, a concentration of 50 μM was used as the
treatment, while an equal volume of DMSO served as the control. Rock1
inhibition was induced by Fasudil (100μmol/L) injection as described
previously [25].

Mitochondrial isolation
Mitochondria were isolated from cardiomyocytes using cell mitochondria
isolation kit (Beyotime, C3606, Shanghai, China), according to the
manufacturer’s instructions. The mitochondria and cytoplasm were
isolated through differential centrifugation. Briefly, cells were resuspened
in a mitochondria extraction reagent (provided in the kit) and
homogenized with a microhomogenizer, then placed in ice bath for
15min. The homogenates were centrifuged at 600 g for 10min at 4 °C. The
supernatants were collected and further centrifuged at 11,000 g for 10min
at 4 °C. The cytosol fraction was collected from the supernatant, And the
mitochondrial fraction was collected from the precipitates.

Analysis of mitochondrial morphology
Mitochondrial morphology was assessed in cardiomyocytes using Mito
Tracker Red (Invitrogen, M22426, Carlsbad, CA, USA) staining according to
the manufacturer’s instructions. Briefly, cardiomyocytes were stained with
Mito Tracker Red (200 nmol/L) for 30minutes at 37 °C. Images were
collected using a confocal fluorescence microscope, and quantitative
mitochondrial morphology analysis was performed through image
processing using the manual tracker plugin in ImageJ.

Assessment of mitochondrial function
Mitochondrial ROS (mtROS) production in cardiomyocytes was determined
utilizing the Mito-SOX Red mitochondrial superoxide indicator (Invitrogen,
M36008, Carlsbad, CA, USA) according to the manufacturer’s instructions.
JC-1 assay kits (Beyotime, C2003S, Shanghai, China) were used in
cardiomyocytes according to the manufacturer’s instructions to measure
mitochondrial membrane potential (MMP). Under normal ΔψM conditions,
JC-1 forms aggregates to exhibit a red appearance (JC-1 aggregates).
However, when ΔψM collapsed, the dye transitioned to a green
appearance (JC-1 monomers). Thus, a reduction in the red/green ratio
exhibited a decrease in MMP and impairment of mitochondrial function.
Images were captured using a confocal fluorescence microscope.

Assay of cells undergoing apoptosis, necroptosis, and
pyroptosis
Dual staining with YO-PRO-1 (YP1) and propidium iodide (PI) was
employed to detect cell death using Apoptosis and Necrosis Detection
Kit (Beyotime, C1075S, Shanghai, China) according to the manufacturer’s
instructions. Briefly, cardiomyocytes were cultured in 24-well plates and
subsequently treated with YP1 and PI reagents. Stained cells were
subsequently analyzed under a fluorescence microscope. YP1-positive
cells, exhibiting a green fluorescence, indicated cells undergoing apoptosis
or necroptosis, whereas PI-positive cells, displaying a red fluorescence,
denoted cells undergoing necroptosis or pyroptosis.

CCK-8 viability
Cell viability was determined via the Cell Counting Kit-8 (Sigma Aldrich,
96992, St. Louis, MO, USA). Briefly, cardiomyocytes were plated in 96-well

plates and treated with Dox. According to the manufacturer’s instructions,
the absorbance at 450 nm was read using the microplate reader (Bio‐Rad,
Hercules, CA, USA).

Analysis of bulk RNA-seq data
For in vitro gene delivery, Ad-Rnd3 was employed to upregulate Rnd3
expression. Following transduction for 48 hours, cardiomyocytes were
treated with 2 μM Dox for 24 hours. Total RNA was extracted from the
cardiomyocytes using a TRIzol reagent (Invitrogen, 15596018, Carlsbad, CA,
USA). The RNA sequencing was performed by a commercial vendor
(Personalbio, Shanghai, China). After obtaining the raw sequencing data,
the read counts were normalized and further processed in R ClusterProfiler
package. Kyoto Encyclopedia of Genes and Genomes (KEGG) annotated
the function of differentially expressed genes. And Gene set enrichment
analysis (GSEA) was conducted using the MSigDB (Supplementary
Information 3 and Supplementary Information 4).

Protein-protein docking
The potential binding mode of Rnd3 and Rock1 was predicted by Rigid
protein-protein docking (HDOCK and Cluspro). The PDB format of the
protein structural domains of Rnd3 and Rock1 was downloaded from the
Protein Data Bank database. The docking sites and the calculation of the
docked binding energy were used by the Pymol 2.3.0 program.

Co-immunoprecipitation
Co-immunoprecipitation (Co-IP) was performed using an IP/Co-IP Kit
(Thermo Fisher Scientific, 88804, Waltham, MA, USA) according to the
manufacturer’s instructions. Initially, cellular lysates containing 500 μg of
protein were mixed with 5 μg of primary antibody or isotype control
immunoglobulin G per sample incubated overnight at 4 °C. Then, protein
A/G magnetic beads were mixed with the antigen/antibody complex for
1 hour at 37 °C. The beads were washed twice with IP Lysis/Wash Buffer
and then once with purified water. Finally, the protein was collected and
analyzed by Western blot. Antibody information was shown in Supple-
mentary materials (Supplementary Information 1: Table S2).

Small interfering RNA (siRNA) transfection
The siRNA procured from Hanbio (Hanbio, Shanghai, China) was employed
to achieve the knockdown of Rock1 in cardiomyocytes. The targeting
sequences of siRNA-Rock1 were 5’-GAAGAAACATTCCCTATTC-3’. Cardio-
myocytes were transfected with siRNA-Rock1 using Lipofectamine 2000
(Thermo Fisher Scientific, 11668500, Waltham, MA, USA) according to the
manufacturer’s instructions. Briefly, the diluted siRNA and Lipofectamine
2000 were mixed and incubated for 20minutes at room temperature and
were incubated with cells for 24 hours for further study. Western blot and
PCR were performed to assess the silencing efficacy of Rock1.

Quantitative real-time PCR
The total RNA was extracted from heart tissue or cardiomyocytes utilizing
TRIzol™ reagent (Invitrogen, 15596018, Carlsbad, CA, USA). The RNA
concentration was estimated by the NanoDrop™ One/OneC nucleic acid
(Thermo Fisher Scientific, 701-058108, USA). cDNA was synthesized utilizing
the PrimeScript™ RT reagent Kit and gDNA Eraser (Takara, RR047A, Tokyo,
Japan). Quantitative analysis was performed using TB Green® Premix Ex Taq™
II (Takara, RR820A, Tokyo, Japan) and StepOnePlusTM RealTime PCR (Thermo
Fisher Scientific, 43766, Waltham, MA, USA). Specific primers sequence was
listed in Supplementary materials (Supplementary Information 1: Table S3).

Western blot
Proteins were isolated from tissue or cells by lysing them using RIPA lysis
buffer (Beyotime, P0013E, Shanghai, China), which contained protease and
phosphatase inhibitors. Protein concentration was determined using the
BCA assay (Beyotime, P0010, Shanghai, China). Proteins were added into
10% or 12% SDS-PAGE gels for electrophoresis and then transferred onto
PVDF membranes with a 0.22-μm pore size (Millipore, ISEQ00010, Billerica,
MA, USA). The membranes were blocked in 5% skim milk for 1 hour at
37 °C, and incubated with the specific primary antibody at 4 °C overnight.
Then the membranes were incubated with isotype-matched secondary
antibodies for 1 hour at 37 °C, and the specific antigen-antibody complexes
were detected by using a chemiluminescence system (Amersham
Bioscience, Buckinghamshire, UK). Antibody information was shown in
Supplementary materials (Supplementary Information 1: Table S2).
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Co-localization analysis
The co-localization of protein signals was analyzed using the Plot Profile
plugin in ImageJ software. A linear selection was drawn across the regions
of interest, and the default settings were applied for signal analysis. The
data from each channel were documented, and the changes in intensity
along the selected line were quantified using GraphPad Prism 9.0.0.

Statistical analysis
All experimental data were presented as mean ± standard deviation (SD)
and were analyzed using GraphPad Prism 9.0.0 software. To estimate
differences between the two groups, a two-tailed unpaired Student’s t-test
was employed. For multi-group comparisons, a one-way analysis of
variance (ANOVA) with the Bonferroni post-hoc analysis was conducted. A
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p-value less than 0.05 was deemed statistically significant, indicating a
meaningful difference among compared groups. The number of biological
replicates is denoted by n, as specified in the corresponding figure
legends.

RESULTS
Rnd3 expression is markedly downregulated in DIC
To discern possible factors contributing to DIC, a rodent model
was established using intraperitoneal (i.p.) injections of Dox (5 mg/
kg, four doses, once per week) for 4 weeks (Fig. 1A). In agreement
with previous studies [26], Dox challenge significantly reinforced
the reduction in left ventricular ejection fraction (LVEF) (Fig. 1B
and C) and the increase in LDH and CK-MB levels (Fig. 1D and E),
denoting successful establishment of the DIC model in vivo.
Cumulative survival was monitored in mice, and the result
indicated that the survival rate was overtly reduced in the Dox
group compared with the control group (P < 0.01) (Fig. 1F). We
then analyzed the gene expression profiles (GSE213983) of left
ventricle tissues from Dox or Saline-treated mice to identify the
potential key regulators of DIC (Supplementary Information 2). The
expression pattern of key factors involved in DIC was displayed in
the Volcano plot (Fig. 1G). The present analysis indicated a
prominent downregulation of Rnd3 expression in the Dox group
as compared with the control group. Hence, we hypothesized that
Rnd3 may serve as a critical pathogenic factor in DIC.
To verify our hypothesis, we next assessed Rnd3 expression in

cardiac tissue. The present results displayed a noteworthy decline
of Rnd3 in protein levels and mRNA levels in the Dox group
compared to the control group (Fig. 1H–J). Immunohistochemistry
also indicated Rnd3 reduction following Dox challenge (Fig. 1K, L).
Consistently, compared with their respective controls, decreased
expression of Rnd3 in hearts from Dox-treated mice was further
consolidated by immunofluorescence staining (Fig. 1M, N).
Collectively, these results strongly suggested that Rnd3 plays an
important regulatory role in DIC.

Upregulation of Rnd3 in cardiomyocytes ameliorates Dox-
induced cardiac dysfunction and remodeling in mice
To further analyze the function of Rnd3 in vivo, cardiomyocyte-
specific Rnd3 transgenic mice were generated by crossbreeding
Rnd3LSP/LSP mice with Myh6-Cre mice. Mice were intraperitoneally
injected with Dox or Saline for 4 weeks. Echocardiography was
performed 1 week after the final dose of Dox injection to assess
cardiac function following the Dox challenge, and the results
revealed a profound systolic dysfunction, as indicated by LVEF and
LVFS. Notably, cardiomyocyte-specific Rnd3 overexpression ame-
liorated Dox-evoked systolic dysfunction, evidenced by increased
LVEF and LVFS (Fig. 2A–C). In addition, Rnd3 overexpression
reversed the elevated levels of serum cardiac enzymes LDH and
CK-MB (Fig. 2D, E), and overtly improved the survival rate in the
realm of DIC (Fig. 2F). Of note, compared with the N-Tg mice,
restricted mean survival time (RMST) was significantly increased
in Rnd3-Tg mice following Dox treatment (37.42 d vs 30.58 d,

p <0.05) (Supplementary Information 1: Fig. S2). Furthermore, the
present findings revealed that Rnd3 overexpression led to an
elevation in heart weight related to tibial length ratio (HW/TL) (Fig.
2G). Moreover, we performed masson trichrome staining to assess
cardiac fibrosis, and the results exhibited notably elevated fibrosis
in response to Dox insult. However, compared with the N-Tg
group, the Rnd3-Tg group exhibited a remarkable reduction in
cardiac fibrosis following Dox administration (Fig. 2H and I). In
alliance with the present observations, WGA staining indicated
that Rnd3 overexpression markedly attenuated Dox-induced
cardiomyocyte atrophy as evidenced by increased cross-
sectional area (Fig. 2J, K). Collectively, these results strongly
suggested that Rnd3 upregulation significantly improved cardiac
dysfunction and remodeling in DIC.

Restoration of Cardiac Rnd3 mitigates Dox-induced
mitochondrial dysfunction
Modulation of mitochondrial dysfunction represents a supple-
mental molecular mechanism to counteract DIC [27]. To determine
whether Rnd3 is involved in the regulation of mitochondrial
dysfunction in DIC, mitochondrial morphology was assessed using
transmission electron microscopy. As shown in Fig. 3A, abnormal
mitochondria were observed in Dox-challenged cardaic tissues
(including profound damage to mitochondrial cristae). Quantifica-
tion analysis of mitochondrial morphology showed smaller mean
mitochondrial size and increased numbers of mitochondria in the
Dox group as compared to the Saline group (Fig. 3B, C). In
contrast, Rnd3 overexpression decreased the quantity of small and
circular mitochondria in myocardial tissues following Dox admin-
istration (Fig. 3B, C). To further elucidate the role of Rnd3 in Dox-
induced mitochondrial injury, cardiomyocytes transfected with
Ad-Rnd3 or Ad-Control were incubated in vitro with Dox or PBS
medium for 24 hours to mimic DIC. We first assessed the Rnd3
expression at various MOI of Ad-Rnd3 using Western blot analysis.
The results demonstrated that the expression levels of Rnd3 were
significantly upregulated following Ad-Rnd3 transfection, with
peak expression observed at an MOI of 50 (Supplementary
Information 1: Fig. S3A, B). This MOI was chosen for subsequent
experiments. Next, we measured cell viability through the CCK-8
assay and noted that Dox reduced cardiomyocyte viability in a
concentration-dependent manner. Notably, Dox at the concentra-
tion of 2 μM evoked moderate cardiomyocyte injury, with cell
viability reduced by about 50% (Supplementary Information 1: Fig.
S4). Consistent with TEM observations in cardiac tissues, Mito
Tracker staining in cardiomyocytes supported the finding that
Dox-induced mitochondrial fragmentation was alleviated by Rnd3
overexpression (Fig. 3D and E). We further assessed the effects of
Rnd3 on mitochondrial function through mitochondrial mem-
brane potential (MMP) and mitochondrial reactive oxygen species
(mtROS). JC-1 staining revealed a significant shift from red to
green fluorescence in Dox-exposed cardiomyocytes, indicating
collapsed MMP. However, this impact was effectively ameliorated
by Rnd3 overexpression (Fig. 3F, G). Additionally, utilizing Mito-
SOX Red staining together with a confocal fluorescence

Fig. 1 Rnd3 expression was markedly downregulated in DIC. A Schematic diagram depicting the experimental strategy. B Representative
M-mode echocardiographic images of the left ventricle in mice received Saline or Dox. C Left ventricular ejection fraction (LVEF) assessed by
echocardiography (n= 12). D, E The serum levels of cardiac LDH and CK-MB were significantly elevated in the Dox-treated WTmice compared
to the WT mice using ELISA (n= 8). F Kaplan-Meier survival analysis showing deceased survival in Dox-treated WT mice compared with WT
mice (n= 12). G Volcano plot for differential gene expression in the Dox-treated WT mice compared to the WT mice, P-value < 0.05. H Cardiac
Rnd3 protein level was evaluated from the indicated treatment groups at 0,1, 2 and 4 weeks following Dox treatment. I Quantitative analysis
of Rnd3 protein expression (n= 8). J Quantitative analysis of Rnd3 mRNA expression (n= 8). K Representative images of
immunohistochemical staining of Rnd3 from mice heart in control groups and Dox groups (yellow arrow), Scale bar = 40 μm.
L Quantitation of immunohistochemical staining of the Rnd3-positive area of (K) (n= 8). M Representative images of immunofluorescence
staining of Rnd3 (green) in cardiomyocytes (red), Scale bar = 40 μm. cTnT were employed as markers for cardiomyocytes. N Quantitative
analysis of mean Rnd3 fluorescence intensity (n= 8). Data were presented as mean ± SD. Student’s t-test was used for statistical analysis in
(C)–(F), (I), (J), (L), and (N).
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Fig. 2 Cardiomyocyte-specific Rnd3 overexpression ameliorated Dox-induced cardiac dysfunction and remodeling in mice.
A Representative M-mode echocardiographic imaging of different treatment mice heart. B, C LVEF and LVFS assessment by echocardiography
(n= 12). D, E Serum level of LDH and CK-MB measured using ELISA (n= 12). F Survival curve of mice during the experimental period (n= 12).
G Statistical analysis of heart weight (mg) and tibia length (mm) ratio (HW/TL) (n= 12). H, I Representative Masson trichrome staining in the
interstitial and quantification of the LV collagen volume (yellow arrow) (n= 12), scale bar = 20 μm. J, K Representative images of WGA-stained
sections, and quantification of cardiomyocytes cross-sectional area based on WGA staining (n= 12), scale bar = 20 μm. Data were presented
as mean ± SD. One-way ANOVA was used for statistical analysis in (B)–(G), (I), and (K).
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microscope, we observed an increased fluorescence intensity of
mtROS in the Dox group, compared to the control group (Fig.
3H, I). Therefore, the present results confirmed that replenishment
of Rnd3 inhibited mitochondrial dysfunction caused by Dox
treatment. Multiple studies have documented that Drp1, a critical

regulator of mitochondrial fission, is indispensable for the
modulation of mitochondrial dynamics, which is pivotal in
governing the size and mass of mitochondria [8, 28, 29].
Accumulative evidence indicated that Drp1 Ser616 phosphoryla-
tion plays a pivotal role in recruiting Drp1 from cytoplasm to
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mitochondria, and subsequently facilitates mitochondrial frag-
mentation [30, 31]. To explore whether Rnd3 participates in
mitochondrial fission through Drp1 phosphorylation, we con-
ducted a detailed analysis of Drp1 phosphorylation levels in
cardiomyocytes (Fig. 3J). The results indicated that Rnd3 over-
expression markedly attenuates the phosphorylation of
Drp1 specifically at the Ser616 (Fig. 3K).
To further identify the role of the phosphorylation of Drp1 at

Ser616 in DIC, an adeno-associated virus 9 expressing Drp1 S616D
(AAV9-Drp1 S616D) was constructed to mimic phosphorylation of
Drp1 at Ser616. Subsequently, we specifically overexpressed a
Drp1 phosphomimetic (Drp1 S616D) in cardiomyocytes by
delivering AAV9-Drp1 S616D into N-Tg mice or Rnd3-Tg mice
through intramyocardial injection. The efficiency of Drp1 S616D
overexpression in myocardial tissues was verified using Western
blot (Supplementary Information 1: Fig. S5A and B). Echocardio-
graphy revealed that AAV9-Drp1 S616D injection reversed Rnd3-
mediated cardioprotection following Dox treatment, characterized
by increased LVEF and LVFS (Supplementary Information 1: Fig.
S5C-E). Meanwhile, transmission electron microscopy of cardio-
myocyte mitochondria showed that Drp1 S616D overexpression
offset Rnd3-offered protective effects on mitochondrial injury
(Supplementary Information 1: Fig. S5F-H). These findings
collectively suggested that Rnd3 serves as a protective factor
against Dox-induced mitochondrial fission by inhibiting Drp1
phosphorylation at Ser616.

Overexpression of Rnd3 in cardiomyocytes reverses Dox-
induced apoptosis, necroptosis, and pyroptosis (PANoptosis)
To gain a deeper understanding of Rnd3-ameliorated cardiac
remodeling and dysfunction in DIC, a comprehensive RNA-
sequencing analysis on cardiomyocytes transfected with Ad-
Rnd3 and Ad-Control was conducted following Dox challenge.
Gene set enrichment analysis (GSEA) revealed that apoptosis,
necroptosis, and pyroptosis pathways (P adjusted, <0.05) were
dramatically suppressed in the Ad-Rnd3 group as compared with
the Ad-Control group (Fig. 4A and Supplementary Information 1:
Fig. S6). The results indicated that Rnd3 may exert its protective
effects in Dox-treated cardiomyocytes through inhibiting these
cell death pathways. Previous studies have indicated that
apoptosis, necroptosis, and pyroptosis were involved in cardiac
remodeling and dysfunction in DIC [32–34]. PANoptosis, a recently
discovered type of programmed cell death, is regulated by the
PANoptosome which is a complex assembly of multiple proteins
that includes sensors including AIM2, ZBP1, and NLRP3 [35]. This
intricate structure functions as a dynamic framework, attracting
proteins such as GSDMD, Caspase-1, Caspase-3, Caspase-8, MLKL,
RIPK1, and RIPK3 to orchestrate the concurrent appearance of
PANoptosis [10, 36, 37]. However, the underlying mechanism of
PANoptosis in DIC remains mysterious and demands further
exploration to be elucidated [11]. To further explore the
occurrence of PANoptosis, we performed dual staining with YP1
and PI in cardiomyocytes and found that Dox treatment drastically
triggered PANoptosis, including elevated YP-1 positive cells
(indicating cellular apoptosis or necroptosis) and PI-positive cells
(indicating cellular necroptosis or pyroptosis). Of note, Rnd3

overexpression significantly reduced the number of cell deaths
(Fig. 4B, C). Subsequently, the present results indicated that Dox
intervention significantly enhanced PANoptosis in cardiomyo-
cytes, as indicated by elevated levels of PANoptosome compo-
nents such as AIM2, ZBP1, and NLRP3. Furthermore, we observed
an increase in the expression levels of activated markers
associated with apoptosis (Cleaved-caspase-3 and Cleaved-cas-
pase-8), pyroptosis (N-GSDMD and Cleaved-caspase-1), and
necroptosis (p-MLKL, p-RIPK1, and p-RIPK3) in Dox-treated
cardiomyocytes. Notably, the present results demonstrated an
evident decrease in PANoptosis by Rnd3 upregulation (Fig. 4D–N).
Collectively, these results suggested that Rnd3 acts as a
cardioprotective role in mitigating Dox-induced PANoptosis.

Inhibition of mitochondrial fission mitigates Dox-induced
PANoptosis
Substantial evidence demonstrated that Drp1 phosphorylation at
Ser616 is required for mitochondria fission [38]. The present
results revealed that Dox augments Drp1 phosphorylation at
Ser616, whereas the upregulation of Rnd3 ameliorated this effect,
consequently mitigating mitochondrial fission. To further confirm
that Rnd3 mediated cardioprotective effect in the Drp1
phosphorylation-dependent manner, Mdivi-1, an inhibitor of
Drp1 at Ser616 [39], was used to assess an association between
mitochondrial fission and PANoptosis in Dox-treated cardiomyo-
cytes. Su and associates demonstrated that 50 μM Mdivi-1 could
inhibit mitochondrial fission in cardiomyocytes, with appropriate
cellular toxicity [40]. Thus, 50 μM Mdivi-1 was used as the effective
concentration in this study. We subsequently evaluated the effects
of Mdivi-1 through Western blot analysis and the results indicated
that the levels of Drp1 phosphorylation were significantly
decreased in cardiomyocytes (Supplementary Information 1: Fig.
S7A, B). The count of YP1-positive cells and PI-positive cells was
significantly decreased by Rnd3 supplementation in cardiomyo-
cytes exposed to Dox insults. However, no significant alterations
were found in the PANoptosis of cardiomyocytes with Mdivi-1
treatment in the Ad-Rnd3 group compared to Ad-Control
(Supplementary Information 1: Fig. S7C, D). Subsequently, we
further examined Dox-induced PANoptosis in cardiomyocytes
using Western blot. Consistently, Rnd3 did not exert further
protective effects against Dox-induced PANoptosis in the situation
of Mdivi-1 treatment (Supplementary Information 1: Fig. S7E–O).
These results underscored that Rnd3 mitigated Dox-induced
PANoptosis through mediating the phosphorylation of Drp1 at
Ser616 and mitochondrial fission.

Rock1 serves as a downstream regulator and directly binds
with Rnd3 in the cytoplasm of cardiomyocytes
To identify the underlying mechanisms of Rnd3 regulated
PANoptosis and mitochondrial fission, we undertook a compre-
hensive review of various public protein-protein interaction
databases (IntAct, STRING, GeneMANIA, and MINT) (Fig. 5A–C
and Supplementary Information 1: Figs. S8 and 9). Among these
candidates, Rock1 exhibited significant interaction with Rnd3, and
this interaction has been recently reported in various pathological
conditions [41, 42]. Rock1, known as a serine/threonine kinase, is

Fig. 3 Rnd3 overexpression mitigated Dox-induced mitochondrial dysfunction. A Representative transmission electron microscope images
show the damaged mitochondrial with loss of cristae in cardiomyocytes, scale bar = 10 μm. B, C Quantitative analysis of mitochondrial
number per field and mean mitochondrial size (n= 5). D Representative confocal images of Mitochondrial Tracker Red in PBS or Dox-treated
cardiomyocytes with Ad-Control or Ad-Rnd3, scale bar = 10 μm. E Quantitative analysis of mitochondrial morphology (n= 5). F Representative
confocal microscopic images of JC-1 staining. Red fluorescence represents JC-1 aggregate and green fluorescence denotes JC-1 monomer,
scale bar = 10 μm. G Quantitative analysis of the MMP assessed through JC-1 red/green fluorescence intensity (n= 5). H Representative
immunofluorescence images of Mito-SOX staining, scale bar = 10 μm. I Quantitative analysis of mitochondria-derived superoxide production
in cardiomyocytes (n= 5). J Representative Western blot images of mitochondrial dynamics-related proteins including Drp1-p616 and Drp1 in
cardiomyocytes from Ad-Control or Ad-Rnd3 group. K Quantitative analysis of Drp1-p616/Drp1 protein expression (n= 5). Data were
presented as mean ± SD. One-way ANOVA was used for statistical analysis in (B), (C), (E), (G), (I), and (K).
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the downstream signal molecule of RhoA signaling [43]. RhoA/
Rock1 signaling pathway is closely involved in the pathological
myocardial remodeling [44–46]. We further assessed the activation
of RhoA/Rock1 signaling pathway using Western blot analysis.
Interestingly, Rnd3 overexpression had no obvious effect on the
expression of RhoA and Rock1 in cardiomyocytes under Dox
intervention. Based on the present results, we considered that
Rnd3 plays an important role in DIC through inhibiting the activity
of Rock1 rather than regulating the expression of Rock1 (Fig.
5D, E). To further investigate the association between Rnd3 and
Rock1, a double-labeling immunofluorescence staining was
performed in vitro and the results showed that Rnd3 and Rock1
mainly colocalized in the cytoplasm (Fig. 5F). Consistent with the
double-labeling immunofluorescence staining, co-
immunoprecipitation assays exhibited robust binding between
Rnd3 with Rock1 (Fig. 5G). We further conducted reverse IP with
Rock1 antibodies to confirm the specific interaction between Rnd3
and Rock1 in cardiomyocytes (Fig. 5G). Subsequently, using the
HDOCK server, the best docking model was selected based on
docking score (docked binding energies: -237.94 kcal/mol) and
confidence score (0.8531) (Supplementary Information 1: Table
S4). The molecular docking analysis revealed that Rnd3 engages in
a stable interaction with Rock1, primarily through hydrophobic
interactions mediated by critical amino acid residues (Fig. 5H and
I). The hydrogen bonding interaction (117.08 Å) served as a pivotal
power in mediating the stable association between Rnd3 and
Rock1, especially contributing to their functional interplay. Mean-
time, Using Cluspro analysis, Rock1 and Rnd3 were selected as the
receptor protein and the ligand protein, respectively. The optimal
docking configuration was selected based on the cluster size
(Supplementary Information 1: Table S5). The molecular docking
analysis revealed that Rnd3 also engages in a stable interaction
with Rock1, primarily through the hydrogen bonding interaction
mediated by critical amino acid residues (Supplementary Informa-
tion 1: Fig. S10A and B). Previous researches reported that Rnd3
were constructed with domain of N-terminal extensions (Rnd3ΔN,
1-16 amino acid fragment), a core GTP-binding region (Rnd3 Core
domain, 16-200 amino acid fragment) and C-terminal extensions
(Rnd3ΔC, 200-244 amino acid fragment) [47], and Rock1 were
constructed with domain of Rock1 Kinase (1-338 amino acid
fragment) and Rock1Δ Kinase (338-1354 amino acid fragment)
[48]. Interestingly, the present molecular docking results showed
that binding of Rnd3 with Rock1 may depend on the core GTP-
binding region of Rnd3 (Rnd3 Core domain, 16-200 amino acid
fragment) and Rock1ΔKinase (338-1354 amino acid fragment)
(Supplementary Information 1: Fig. S10C). Furthermore, to delve
deeper into the functional interplay among Rnd3, Rock1 and Drp1,
co-immunoprecipitation assays were conducted in heart tissues.
Consistent with our current results, a direct interaction between
Rnd3, Rock1 and Drp1 was observed (Fig. 5J-L). Meantime, in order
to examine the interacting location of Rnd3 and Rock1,
mitochondria was isolated from cardiomyocytes for co-
immunoprecipitation assays. The results revealed that the com-
plex of Rnd3 and Rock1 was undetectable, indicating that their
combination was specially localized in the cytoplasm (Fig. 5M).
Upon the experimental evidence, we concluded that Rock1
occupied a crucial role within the intricate machinery of Rnd3
regulation in mitochondrial fission, ultimately mitigating the
progress of DIC. Collectively, Rock1 played a pivotal role in
Rnd3-provoked protection against DIC.

Rnd3 ameliorates Dox-induced mitochondrial fission
through Rock1
It has been pointed out that Rock1 phosphorylates Drp1 to
promote mitochondrial fission in response to myocardial ische-
mia/reperfusion injury [49]. Nevertheless, it remains cryptic

Fig. 4 Rnd3 overexpression reversed Dox-induced cardiomyocyte
apoptosis, necroptosis, and pyroptosis (PANoptosis). A Gene set
enrichment analysis, based on Wiki pathways, GO, KEGG and
REACTOME, showing apoptosis, pyroptosis, and necroptosis signal-
ing pathways (PANoptosis). B Representative immunofluorescence
images showing YP1-positive cells (green) which may undergo
apoptosis or necroptosis and PI-positive cells (red) which may
undergo necroptosis, or pyroptosis, scale bar = 50 μm.
C Quantitative analysis of YP1 and PI-positive cells (n= 5).
D Representative Western blot images of NRLP3, ZBP1, AIM2,
Cleaved-casp8, Casp8, Cleaved-casp3, Casp3, N-GSDMD, FL-GSDMD,
Cleaved-casp1, Casp1, p-RIPK1, t-RIPK1, p-RIPK3, t-RIPK3, p-MLKL,
and t-MLKL protein levels. E–N Quantitative analysis of NRLP3, ZBP1,
AIM2, Cleaved-casp8/Casp8, Cleaved-casp3/Casp3, N-GSDMD/FL-
GSDMD, Cleaved-casp1/Casp1, p-RIPK1/t-RIPK1, p-RIPK3/t-RIPK3,
and p-MLKL/t-MLKL protein expression (n= 5). Data were presented
as mean ± SD. One-way ANOVA was used for statistical analysis in
(C), (E), and (F)–(N).
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whether Rnd3 reversed Dox-induced mitochondrial fission
through Rock1. To delve deeper into the mechanistic role of
Rock1 in pathological conditions, we employed siRNA-Rock1 to
knockdown Rock1 expression in vitro. Western blot and PCR were
performed to validate the knockdown efficiency (Supplementary

Information 1: Fig. S11A) and the protein and mRNA levels of
Rock1 were significantly downregulated (Supplementary Informa-
tion 1: Fig. S11B and C), demonstrating the inhibition of Rock1
through present experimental manipulations. Under the condition
of Rock1 downregulation, Western blot analysis revealed that the
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phosphorylation level of Drp1 at Ser616 was not further decreased
in cardiomyocytes overexpressing Rnd3 (Fig. 6A, B). Despite the
upregulation of Rnd3 alleviated Dox-elicited mitochondrial
fragmentation as indicated by Mito-Tracker staining, this allevia-
tion did not further present improvement after Rock1 deficiency
(Fig. 6C, D). Similarly, the level of MMP and mtROS was not grossly
altered by Rock1 knockdown in cardiomyocytes transfected with
the Ad-Rnd3. (Fig. 6E–H).
In addition, we further examined whether Rock1 serves as the

downstream regulator of Rnd3. Fasudil, a Rock1 inhibitor, was
used to inhibit the expression of Rock1 in a variety of
cardiovascular disease, such as diabetic cardiomyopathy [50]
and myocardial ischemia/reperfusion injury [51, 52]. In the present
study, Fasudil was employed in cardiomyocytes following Dox
treatment to examine whether Rnd3 exerts its effects through
Rock1 signaling. Subsequently, we used Western blot to verify the
expression of Rock1 (Supplementary Information 1: Fig. S12A and
B). Of note, Rnd3 overexpression did not further alleviate Dox
induced mitochondrial disruption following the application of
Fasudil (Supplementary Information 1: Fig. S12C–H). In summary,
these results suggested that Rnd3 interacted with Rock1, and
mitigated mitochondrial morphofunctional defects.

Rock1 mediates the protective role of Rnd3 Against Dox-
induced PANoptosis
To further elucidate the role of Rock1 in DIC, we performed dual
staining with YP1 and PI in cardiomyocytes and examined the
number of dead cells. We observed a remarkable decrease in the
siRNA Rock group as compared to control group. Further, Rnd3
overexpression did not suppress Dox-triggered cell death in the
condition of Rock1 inhibition, suggesting that Rnd3-induced
protective effects on cardiomyocyte PANoptosis was reversed by
Rock1 knockdown (Supplementary Information 1: Fig. S13A and B).
Next, levels of PANoptosis-related proteins were evaluated using
Western blot (Supplementary Information 1: Fig. S13C). The results
indicated that Dox-induced PANoptosis was significantly inhibited
by Rnd3 overexpression. However, such attenuation was effec-
tively abrogated in the condition of Rock1 downregulation,
indicating a crucial role for Rock1 in Rnd3-induced protective
effects against Dox-induced PANoptosis (Supplementary Informa-
tion 1: Fig. S13D–M). These findings provided insights into the
molecular mechanisms underlying the protective effects of Rnd3
against Dox-induced cardiomyocyte PANoptosis and highlighted
the importance of Rock1 in this process.

Rock1 was involved in Rnd3-mediated Dox-induced cardiac
remodeling and dysfunction
We next explored whether Rock1 was required for the cardiopro-
tective effect of Rnd3 against cardiac structural remodeling, an
adeno-associated virus 9 (AAV9) was employed to downregulate
Rock1 expression in vivo. We first randomly delivered AAV9-
shRNA-Rock1 or AAV9-shRNA-Control into N-Tg and Rnd3-Tg mice
by intramyocardial injection, and employed immunofluorescence
staining to examine the transfection efficiency of adeno-
associated virus. The results revealed that adeno-associated virus
were effectively introduced into cardiomyocytes, achieving a

notable transfection efficiency (Supplementary Information 1: Fig.
S14A). The effectiveness of Rock1 knockdown in myocardial
tissues was subsequently verified using Western blot, ensuring the
successful downregulation of Rock1 in vivo (Supplementary
Information 1: Fig. S14B and C). Subsequently, echocardiography
analysis indicated that Rnd3-Tg enhanced parameters such as
LVEF, and LVFS, following the Dox challenge. Notably, Rnd3
overexpression did not further reduce cardiac dysfunction after
Rock1 knockdown (Fig. 7A–C). A similar phenomenon is seen in
HW/TL and survival rate (P < 0.05), denoting that Rock1 was
involved in the protection of Rnd3 in vivo (Fig. 7D, E). Transmission
electron microscopy revealed that Rnd3 supply did not enhance
mitochondrial protection following Rock1 downregulation, as
indicated by the number of mitochondrial fragmentation (Fig.
7F–H). In cardiac morphology, masson trichrome staining revealed
that the fibrosis area, which was overtly decreased by Rnd3
upregulation, did not show any notable differences when Rock1
was suppressed in Dox-treated mice (Fig. 7I, J). Likewise, WGA
staining showed an increased cross-sectional area of cardiomyo-
cytes in Rnd3-Tg mice under Dox treatment. However, Rnd3
overexpression did not pronouncedly enhance the restoration of
the cardiomyocyte size following AAV9-shRNA-Rock1 delivery (Fig.
7K, L).
To further explore the role of Rock1 in Rnd3 mediated effects

against DIC, Fasudil was used to inhibit Rock1 expression in vivo
by intraperitoneal injection. The effectiveness of Rock1 knock-
down in myocardial tissues was subsequently verified using
Western blot (Supplementary Information 1: Fig. S15A and B). Of
note, Fasudil application mitigated cardiac dysfunction, alleviated
cardiac fibrosis, while enlarged cross-sectional area of cardiomyo-
cytes in the condition of Dox treatment. Consistent with the above
results, Rnd3 overexpression did not further alleviate cardiac
remodeling following Fasudil injection as indicated by echocar-
diography, masson trichrome staining and WGA staining (Supple-
mentary Information 1: Fig. S15C–I). Based on these findings, it
appeared that Rock1 plays a crucial role in the protective effects of
Rnd3 in DIC.

DISCUSSION
Despite its widespread use as an effective chemotherapeutic
agent against various cancers, Dox has a significant limitation due
to its cardiotoxicity [3, 53]. Recent studies have unveiled that
rodents exhibiting Rnd3 haploinsufficiency often manifested a
pathological state characterized by pressure overload [54].
Importantly, emerging evidence has demonstrated that Rnd3
overexpression effectively improves myocardial structure and
function, providing a promising therapeutic avenue for the
management of cardiovascular diseases [55].
In this study, gene expression profiles of left ventricle tissues

from Dox or saline-treated mice indicated that Rnd3 may serve as
a potential key regulator of DIC. A significant downregulation of
Rnd3 in response to Dox insult was noted using Western blot, PCR,
immunofluorescence, and immunohistochemistry.
Cardiomyocyte-specific Rnd3 overexpression mitigated Dox-
induced cardiac dysfunction, as evidenced by increased LVEF

Fig. 5 Rock1 played a pivotal role in the Rnd3-induced mitigation of DIC. A–C IntAct, STRING and GeneMANIA databases indicated Rock1
as a potential interacting protein with Rnd3. D Representative Western blot images of RhoA/Rock pathway related protein in cardiomyocytes
from Ad-Control or Ad-Rnd3 group. E Quantitative analysis of RhoA/Rock pathway related protein expression (n= 5). F Representative
immunofluorescence images of Rnd3 and Rock1 in cardiomyocytes. And quantitative analysis of the colocalization between Rnd3 and Rock1.
G Cell lysates of primary cardiomyocytes were immunoprecipitated with IgG, Rnd3 or Rock1 antibodies, and Western blot were performed
using Rnd3 and Rock1 antibodies. H Structure-based protein interaction interface analysis between Rnd3 and Rock1 using the HDOCK server.
I The docking sites of Rnd3 and Rock1. J–L Interaction among Rnd3, Rock1 and Drp1 in cardiac tissues was examined by IP-Western blot assay.
M Interaction among Rnd3, Rock1 in cytoplasm or mitochondrial examined by IP-Western blot assay. Data were presented as mean ± SD. One-
way ANOVA was used for statistical analysis in (E).
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Fig. 6 Rnd3 bond to Rock1 to mediate Dox-induced mitochondrial fission. A Cardiomyocytes were infected with siRNA-control, siRNA-
Rock1, Ad-Control, or Ad-Rnd3, and then treated with Dox (2 μM) for the indicated time periods. Representative Western blot images of Drp1-
p616, and total Drp1 protein levels for each group. B Quantitative analysis of Drp1-p616/Drp1 protein expression (n= 5). C Representative
mitochondrial images of Mito tracker staining obtained by confocal microscope, scale bar = 10 μm. D Quantitative analysis of mitochondrial
morphology. E Representative immunofluorescence images of JC-1 staining, scale bar = 10 μm. F Quantitative analysis of the ratio of
aggregated and monomeric JC-1 (n= 5). G Representative Mito-SOX fluorescence images indicate the level of mitochondrial oxidative stress,
scale bar = 10 μm. H Quantitative analysis of mtROS production (n= 5). Data were presented as mean ± SD. One-way ANOVA was used for
statistical analysis in (B), (D), (F), and (H).
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Fig. 7 Rock1 knockdown abolished the effects of Rnd3 on Dox-induced cardiac remodeling and dysfunction. A Representative M-mode
recordings of echocardiography of N-Tg or Rnd3-Tg mice injected with AAV9-shRNA-Control or AAV9-shRNA-Rock1, and then treated with
Dox. B, C Quantitative analysis of LVEF and LVFS of heart (n= 3). D Quantitative analysis of HW/TL (n= 3). E Survival curves of the mice during
the 4W period (n= 12). F Representative ultrastructural images of Mitochondria obtained by transmission electron microscope following
treatment with Dox, scale bar = 1 μm. G, H Quantitative analysis of mitochondrial number per field and mean mitochondrial size (n= 5).
I, J Representative images and quantitative analysis of masson trichrome staining in the peripheral of heart following Dox treatment, scale bar
= 20 μm. K, L Representative WGA staining images and quantification of indicated mice (n= 5). Data were presented as mean ± SD. One-way
ANOVA was used for statistical analysis in (B)–(G), (H), (J), and (L).
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and LVFS. Cardiomyocyte-specific Rnd3 overexpression also
enhanced HW/TL and inhibited cardiac fibrosis, atrophy, and
cardiac enzyme release in response to Dox challenge. Importantly,
Rnd3 overexpression improved the survival rate and restricted
mean survival time of Dox-exposed mice, suggesting that cardiac
Rnd3 overexpression ameliorated Dox-induced cardiac dysfunc-
tion and remodeling in mice.
Previous studies have established that Dox disrupts mitochon-

drial dynamics, particularly by skewing the balance between
mitochondrial fission and fusion, leading to enhanced suscept-
ibility to cell death [56–58]. Accumulating evidence also indicated
that mitochondrial integrity is crucial for cellular survival and
highlights the therapeutic potential of targeting mitochondrial
fission to mitigate the adverse effects of Dox in cardiomyocytes
[58–60]. The current study revealed profound mitochondrial
cristae damage following Dox challenge as evidenced by the
transmission electron micrograph. Interestingly, Rnd3 overexpres-
sion inhibited Dox-induced mitochondrial fission, upregulated
MMP, while reduced mtROS production.
The pivotal role of mitochondrial fission and its regulation by

Drp1 phosphorylation is well established in the context of cellular
responses to stress [28, 61, 62]. Given that Drp1 is a well-
established regulator of mitochondrial fission, we proceeded to
investigate whether Rnd3-regulated mitochondrial fission is
dependent on Drp1 phosphorylation. The results indicated that
Rnd3 overexpression markedly attenuated Drp1 phosphorylation
specifically at Ser616. To further verify this conclusion, we
specifically overexpressed a Drp1 phosphomimetic (Drp1 S616D)
in cardiomyocytes by delivering AAV9-Drp1 S616D into N-Tg mice
or Rnd3-Tg mice. Echocardiography analysis and transmission
electron microscopy indicated that AAV9-Drp1 S616D injection
offsets Rnd3-offered protection against cardiac dysfunction and
mitochondrial injury following Dox treatment. These findings
provide solid evidence that Rnd3 serves as a protective factor
against Dox-induced mitochondrial disruption by inhibiting Drp1
phosphorylation at Ser616. The cardioprotective role of Rnd3 in
DIC significantly contributes to the current understanding of
mitochondrial dysfunction as a central mechanism of action in
Dox-evoked cardiac damage.
The concept of PANoptosis, which encompasses apoptosis,

necroptosis, and pyroptosis [63, 64], provides a comprehensive
framework to understand the multifaceted nature of DIC. Ample
evidence also indicates that deranged mitochondrial dynamics may
trigger programmed cell death, encompassing apoptosis, necrop-
tosis, and pyroptosis [65–67]. To gain a deeper understanding of
how Rnd3 ameliorates cardiomyocyte fate, RNA-sequencing analysis
was performed in cardiomyocytes transfected with Ad-Rnd3 or Ad-
Control following Dox treatment. GSEA analysis revealed significant
differences in gene expression associated with apoptosis, necrop-
tosis, and pyroptosis pathways between the Ad-Rnd3 group and the
Ad-Control group. These findings suggest that Rnd3 may exert its
protective effects by modulating PANoptosis.
The PANoptosome acts as a complex assembly of multiple

proteins, including sensors such as AIM2, ZBP1, and NLRP3, which
orchestrate the simultaneous occurrence of pyroptosis, apoptosis,
and necroptosis [10, 36, 37]. The present study revealed that Dox
significantly enhanced PANoptosis in cardiomyocytes, as indicated
by elevated levels of PANoptosome components such as AIM2,
ZBP1, and NLRP3. Conversely, Rnd3 overexpression inhibited the
levels of activated markers associated with PANoptosis, suggest-
ing its potential protective role in mitigating Dox-induced cell
death in the heart. The reduction of PANoptosis in the presence of
Rnd3 overexpression highlights its pivotal role in mitigating Dox-
induced mitochondrial fragmentation and dysfunction. The
present results suggest that by stabilizing mitochondrial fission,
Rnd3 serves as a crucial modulator that intercepts the cascade
prompting PANoptosis, thereby offering a potential therapeutic
target to reduce DIC.

Li and colleagues indicated that Rock1 is a kinase regulating
Drp1 activity at Ser616 [49]. Earlier work also unveiled the capacity
of Rock1 to control Drp1 phosphorylation in the context of
neoplastic conditions [68]. In the present study, co-localization
and molecular docking analysis revealed a direct interaction
between Rnd3 and Rock1, which may impede Drp1 phosphoryla-
tion at Ser616, thus alleviating mitochondrial fission and dysfunc-
tion. Furthermore, co-immunoprecipitation assay revealed a tight
combination of Rnd3 and Rock1 which located in the cytoplasm of
cardiomyocyte. To further elucidate the involvement of Rock1 in
Rnd3-offered protection against DIC, siRNA-Rock1 vector and
Fasudil were constructed to inhibit Rock1 expression and its
activity. As expected, Rock1 downregulation induced a decline in
the phosphorylation level of Drp1 at Ser616. Rnd3 replenishment
did not modify the effects of Rock1 on Drp1 phosphorylation,
mitochondrial fission, and mitochondrial dysfunction elicited by
the Dox challenge. Interestingly, we observe the same pattern of
results in mtROS production and MMP in cardiomyocytes in the
face of Dox exposure. These findings suggests that Rnd3 directly
combines with Rock1 in cytoplasm, and inhibiting Drp1 phos-
phorylation at Ser616, thereby attenuating mitochondrial dysfunc-
tion. By using an adeno-associated virus 9 (AAV9) which
downregulates Rock1 expression in vivo, we also demonstrated
that Rock1 knockdown offset Rnd3 offered protective effects
against cardiac dysfunction and mitochondrial injury. Consistently,
Rock1 inhibition by Fasudil also revealed that Rock1 serves as a
downstream regulator of Rnd3. These results indicated that Rnd3/
Rock1 signaling mediates Drp1 phosphorylation in cardiomyo-
cytes thus halting the progression of DIC.

CONCLUSIONS
This study demonstrated a crucial role for Rnd3 in attenuating DIC
by inhibiting PANoptosis in a Rock1/Drp1/mitochondrial fission-
dependent manner. Specifically, Rnd3 binds to Rock1 in cyto-
plasm, thereby reducing Drp1 phosphorylation and preventing
excessive mitochondrial fission, ultimately alleviating Dox-induced
PANoptosis. These findings suggest that Rnd3 could serve as a
viable strategy to mitigate DIC, potentially improving treatment
outcomes for cancer patients.

DATA AVAILABILITY
All data generated or analyzed during this study are included in this published article
and its Supplementary Information or from the corresponding author upon
reasonable request.

REFERENCES
1. Zhao H, Yu J, Zhang R, Chen P, Jiang H, Yu W. Doxorubicin prodrug-based

nanomedicines for the treatment of cancer. Eur J Med Chem. 2023;258:115612.
2. Mattioli R, Ilari A, Colotti B, Mosca L, Fazi F, Colotti G. Doxorubicin and other

anthracyclines in cancers: Activity, chemoresistance and its overcoming. Mol Asp
Med. 2023;93:101205.

3. Sheibani M, Azizi Y, Shayan M, Nezamoleslami S, Eslami F, Farjoo MH, et al.
Doxorubicin-induced cardiotoxicity: an overview on pre-clinical therapeutic
approaches. Cardiovasc Toxicol. 2022;22:292–310.

4. Aix SP, Ciuleanu TE, Navarro A, Cousin S, Bonanno L, Smit EF, et al. Combination
lurbinectedin and doxorubicin versus physician’s choice of chemotherapy in
patients with relapsed small-cell lung cancer (ATLANTIS): a multicentre, rando-
mised, open-label, phase 3 trial. Lancet Respir Med. 2023;11:74–86.

5. Von Hoff DD, Layard MW, Basa P, Davis HL Jr, Von Hoff AL, Rozencweig M, et al. Risk
factors for doxorubicin-induced congestive heart failure. Ann Intern Med. 1979;91:710–7.

6. Wu BB, Leung KT, Poon EN. Mitochondrial-targeted therapy for doxorubicin-
induced cardiotoxicity. Int J Mol Sci. 2022;23:1912.

7. Wu L, Wang L, Du Y, Zhang Y, Ren J. Mitochondrial quality control mechanisms as
therapeutic targets in doxorubicin-induced cardiotoxicity. Trends Pharm Sci.
2023;44:34–49.

8. Jin JY, Wei XX, Zhi XL, Wang XH, Meng D. Drp1-dependent mitochondrial fission
in cardiovascular disease. Acta Pharm Sin. 2021;42:655–64.

W. Ge et al.

14

Cell Death and Disease            (2025) 16:2 



9. Haileselassie B, Mukherjee R, Joshi AU, Napier BA, Massis LM, Ostberg NP, et al.
Drp1/Fis1 interaction mediates mitochondrial dysfunction in septic cardiomyo-
pathy. J Mol Cell Cardiol. 2019;130:160–9.

10. Wang Y, Kanneganti TD. From pyroptosis, apoptosis and necroptosis to
PANoptosis: A mechanistic compendium of programmed cell death pathways.
Comput Struct Biotechnol J. 2021;19:4641–57.

11. Bi Y, Xu H, Wang X, Zhu H, Ge J, Ren J, et al. FUNDC1 protects against
doxorubicin-induced cardiomyocyte PANoptosis through stabilizing mtDNA via
interaction with TUFM. Cell Death Dis. 2022;13:1020.

12. Quiles JM, Gustafsson AB. The role of mitochondrial fission in cardiovascular
health and disease. Nat Rev Cardiol. 2022;19:723–36.

13. Tong M, Zablocki D, Sadoshima J. The role of Drp1 in mitophagy and cell death in
the heart. J Mol Cell Cardiol. 2020;142:138–45.

14. Hu Q, Zhang H, Gutierrez Cortes N, Wu D, Wang P, Zhang J, et al. Increased Drp1
acetylation by lipid overload induces cardiomyocyte death and heart dysfunc-
tion. Circ Res. 2020;126:456–70.

15. Xia Y, Jin J, Chen A, Lu D, Che X, Ma J, et al. Mitochondrial aspartate/glutamate
carrier AGC1 regulates cardiac function via Drp1-mediated mitochondrial fission
in doxorubicin-induced cardiomyopathy. Transl Res. 2023;261:28–40.

16. Chardin P. Function and regulation of Rnd proteins. Nat Rev Mol Cell Biol.
2006;7:54–62.

17. Jie W, Andrade KC, Lin X, Yang X, Yue X, Chang J. Pathophysiological functions of
Rnd3/RhoE. Compr Physiol. 2015;6:169–86.

18. Dai Y, Song JP, Li WJ, Yang TL, Yue XJ, Lin X, et al. RhoE fine-tunes inflammatory
response in myocardial infarction. Circulation. 2019;139:1185–98.

19. Yang X, Wang T, Lin X, Yue X, Wang Q, Wang G, et al. Genetic deletion of Rnd3/
RhoE results in mouse heart calcium leakage through upregulation of protein
kinase A signaling. Circ Res. 2015;116:e1–e10.

20. Zhang Y, Cao Y, Zheng R, Xiong ZY, Zhu ZR, Gao FY, et al. Fibroblast-specific
activation of Rnd3 protects against cardiac remodeling in diabetic cardiomyo-
pathy via suppression of Notch and TGF-β signaling. Theranostics.
2022;12:7250–66.

21. Zhang Y, Zhu Z, Cao Y, Xiong Z, Duan Y, Lin J, et al. Rnd3 suppresses endothelial
cell pyroptosis in atherosclerosis through regulation of ubiquitination of TRAF6.
Clin Transl Med. 2023;13:e1406.

22. Huang LP, Ma YL, Chen L, Chang J, Zhong M, Wang ZJ, et al. Maternal RND3/RhoE
deficiency impairs placental mitochondrial function in preeclampsia by mod-
ulating the PPARγ-UCP2 cascade. Faseb J. 2021;35:e21555.

23. Cueto-Urena C, Mocholi E, Escriva-Fernandez J, Gonzalez-Granero S, Sanchez-
Hernandez S, Solana-Orts A, et al. Rnd3 expression is necessary to maintain
mitochondrial homeostasis but dispensable for autophagy. Front Cell Dev Biol.
2022;10:834561.

24. Yan Y, Xiang C, Zhang D. Fasudil protects against adriamycin-induced acute heart
injury by inhibiting oxidative stress, apoptosis, and cellular senescence. Curr
Pharm Des. 2022;28:2426–35.

25. Gao H, Hou F, Dong R, Wang Z, Zhao C, Tang W, et al. Rho-Kinase inhibitor fasudil
suppresses high glucose-induced H9c2 cell apoptosis through activation of
autophagy. Cardiovasc Ther. 2016;34:352–9.

26. Kuno A, Hosoda R, Tsukamoto M, Sato T, Sakuragi H, Ajima N, et al. SIRT1 in the
cardiomyocyte counteracts doxorubicin-induced cardiotoxicity via regulating
histone H2AX. Cardiovasc Res. 2023;118:3360–73.

27. Wallace KB, Sardao VA, Oliveira PJ. Mitochondrial Determinants of Doxorubicin-
Induced Cardiomyopathy. Circ Res. 2020;126:926–41.

28. Chen W, Zhao H, Li Y. Mitochondrial dynamics in health and disease: mechanisms
and potential targets. Signal Transduct Target Ther. 2023;8:333.

29. Kraus F, Roy K, Pucadyil TJ, Ryan MT. Function and regulation of the divisome for
mitochondrial fission. Nature. 2021;590:57–66.

30. Zhu PP, Patterson A, Stadler J, Seeburg DP, Sheng M, Blackstone C. Intra- and
intermolecular domain interactions of the C-terminal GTPase effector domain of
the multimeric dynamin-like GTPase Drp1. J Biol Chem. 2004;279:35967–74.

31. Archer SL. Mitochondrial dynamics-mitochondrial fission and fusion in human
diseases. N. Engl J Med. 2013;369:2236–51.

32. Zhang X, Hu C, Kong CY, Song P, Wu HM, Xu SC, et al. FNDC5 alleviates oxidative
stress and cardiomyocyte apoptosis in doxorubicin-induced cardiotoxicity via
activating AKT. Cell Death Differ. 2020;27:540–55.

33. Khuanjing T, Ongnok B, Maneechote C, Siri-Angkul N, Prathumsap N, Arinno A,
et al. Acetylcholinesterase inhibitor ameliorates doxorubicin-induced cardiotoxi-
city through reducing RIP1-mediated necroptosis. Pharm Res. 2021;173:105882.

34. Zhang E, Shang C, Ma M, Zhang X, Liu Y, Song S, et al. Polyguluronic acid
alleviates doxorubicin-induced cardiotoxicity by suppressing Peli1-NLRP3
inflammasome-mediated pyroptosis. Carbohydr Polym. 2023;321:121334.

35. Samir P, Malireddi RKS, Kanneganti TD. The PANoptosome: A deadly protein
complex driving pyroptosis, apoptosis, and necroptosis (PANoptosis). Front Cell
Infect Microbiol. 2020;10:238.

36. Kesavardhana S, Malireddi RKS, Kanneganti TD. Caspases in cell death, inflam-
mation, and pyroptosis. Annu Rev Immunol. 2020;38:567–95.

37. Pandeya A, Kanneganti TD. Therapeutic potential of PANoptosis: innate sensors,
inflammasomes, and RIPKs in PANoptosomes. Trends Mol Med. 2024;30:74–88.

38. Xu T, Dong Q, Luo Y, Liu Y, Gao L, Pan Y, et al. Porphyromonas gingivalis infection
promotes mitochondrial dysfunction through Drp1-dependent mitochondrial
fission in endothelial cells. Int J Oral Sci. 2021;13:28.

39. Rong R, Xia X, Peng H, Li H, You M, Liang Z, et al. Cdk5-mediated Drp1 phos-
phorylation drives mitochondrial defects and neuronal apoptosis in radiation-
induced optic neuropathy. Cell Death Dis. 2020;11:720.

40. Su ZD, Li CQ, Wang HW, Zheng MM, Chen QW. Inhibition of DRP1-dependent
mitochondrial fission by Mdivi-1 alleviates atherosclerosis through the modula-
tion of M1 polarization. J Transl Med. 2023;21:427.

41. Ma XL, Li X, Tian FJ, Zeng WH, Zhang J, Mo HQ, et al. Upregulation of RND3
affects trophoblast proliferation, apoptosis, and migration at the maternal-fetal
interface. Front Cell Dev Biol. 2020;8:153.

42. Wu N, Zheng F, Li N, Han Y, Xiong XQ, Wang JJ, et al. RND3 attenuates oxidative
stress and vascular remodeling in spontaneously hypertensive rat via inhibiting
ROCK1 signaling. Redox Biol. 2021;48:102204.

43. Li MW, Zhang LM, Liu XY, Wang GQ, Lu J, Guo JF, et al. Inhibition of Rho/ROCK
signaling pathway participates in the cardiac protection of exercise training in
spontaneously hypertensive rats. Sci Rep. 2022;12:17903.

44. Parrotta EI, Procopio A, Scalise S, Esposito C, Nicoletta G, Santamaria G, et al.
Deciphering the role of Wnt and Rho signaling pathway in iPSC-derived ARVC
cardiomyocytes by in silico mathematical modeling. Int J Mol Sci. 2021;22:2004.

45. Lai D, Gao J, Bi X, He H, Shi X, Weng S, et al. The Rho kinase inhibitor, fasudil,
ameliorates diabetes-induced cardiac dysfunction by improving calcium clear-
ance and actin remodeling. J Mol Med (Berl). 2017;95:155–65.

46. Su Q, Zhang P, Yu D, Wu Z, Li D, Shen F, et al. Upregulation of miR-93 and
inhibition of LIMK1 improve ventricular remodeling and alleviate cardiac dys-
function in rats with chronic heart failure by inhibiting RhoA/ROCK signaling
pathway activation. Aging (Albany NY). 2019;11:7570–86.

47. McColl B, Garg R, Riou P, Riento K, Ridley AJ. Rnd3-induced cell rounding requires
interaction with Plexin-B2. J Cell Sci. 2016;129:4046–56.

48. Hu FY, Zhao LL, Wang JY, Li XY, Xue ZX, Ma YM, et al. TRIM40 interacts with
ROCK1 directly and inhibits colorectal cancer cell proliferation through the c-
Myc/p21 axis. Bba-Mol Cell Res. 2024;1871:119855.

49. Li Y, Xiong Z, Jiang Y, Zhou H, Yi L, Hu Y, et al. Klf4 deficiency exacerbates
myocardial ischemia/reperfusion injury in mice via enhancing ROCK1/DRP1
pathway-dependent mitochondrial fission. J Mol Cell Cardiol. 2023;174:115–32.

50. Fan X, Li X, Liu H, Xu F, Ji X, Chen Y, et al. A ROCK1 inhibitior fasudil alleviates
cardiomyocyte apoptosis in diabetic cardiomyopathy by inhibiting mitochondrial
fission in a type 2 diabetes mouse model. Front Pharm. 2022;13:892643.

51. Wu N, Zhang X, Jia D. High‑dose fasudil preconditioning and postconditioning
attenuate myocardial ischemia‑reperfusion injury in hypercholesterolemic rats.
Mol Med Rep. 2014;9:560–6.

52. Gao J, Min F, Wang S, Lv H, Liang H, Cai B, et al. Effect of Rho-kinase and
autophagy on remote ischemic conditioning-induced cardioprotection in rat
myocardial ischemia/reperfusion injury model. Cardiovasc Ther.
2022;2022:6806427.

53. Yang C, Wu T, Qin Y, Qi Y, Sun Y, Kong M, et al. A facile doxorubicin-
dichloroacetate conjugate nanomedicine with high drug loading for safe drug
delivery. Int J Nanomed. 2018;13:1281–93.

54. Yue X, Yang X, Lin X, Yang T, Yi X, Dai Y, et al. Rnd3 haploinsufficient mice are
predisposed to hemodynamic stress and develop apoptotic cardiomyopathy
with heart failure. Cell Death Dis. 2014;5:e1284.

55. Yue XJ, Yang XS, Lin X, Yang TL, Yi X, Dai Y, et al. Rnd3/RhoE plays an essential
role in the transition of heart to failure. Circulation Res. 2014;115:E91–E.

56. Deng Y, Ngo DTM, Holien JK, Lees JG, Lim SY. Mitochondrial dynamin-related
protein Drp1: a new player in cardio-oncology. Curr Oncol Rep. 2022;24:1751–63.

57. Duan J, Liu X, Shen S, Tan X, Wang Y, Wang L, et al. Trophoblast stem-cell-derived
exosomes alleviate cardiotoxicity of doxorubicin via improving Mfn2-mediated
mitochondrial fusion. Cardiovasc Toxicol. 2023;23:23–31.

58. Zhuang X, Sun X, Zhou H, Zhang S, Zhong X, Xu X, et al. Klotho attenuated
Doxorubicin-induced cardiomyopathy by alleviating Dynamin-related protein 1 -
mediated mitochondrial dysfunction. Mech Ageing Dev. 2021;195:111442.

59. Sprenger HG, Langer T. The good and the bad of mitochondrial breakups. Trends
Cell Biol. 2019;29:888–900.

60. Zhou L, Li R, Liu C, Sun T, Htet Aung LH, Chen C, et al. Foxo3a inhibits mito-
chondrial fission and protects against doxorubicin-induced cardiotoxicity by
suppressing MIEF2. Free Radic Biol Med. 2017;104:360–70.

61. Brand CS, Tan VP, Brown JH, Miyamoto S. RhoA regulates Drp1 mediated mito-
chondrial fission through ROCK to protect cardiomyocytes. Cell Signal.
2018;50:48–57.

W. Ge et al.

15

Cell Death and Disease            (2025) 16:2 



62. Bo T, Yamamori T, Suzuki M, Sakai Y, Yamamoto K, Inanami O. Calmodulin-
dependent protein kinase II (CaMKII) mediates radiation-induced mitochondrial
fission by regulating the phosphorylation of dynamin-related protein 1 (Drp1) at
serine 616. Biochem Biophys Res Commun. 2018;495:1601–7.

63. Zhu P, Ke ZR, Chen JX, Li SJ, Ma TL, Fan XL. Advances in mechanism and reg-
ulation of PANoptosis: Prospects in disease treatment. Front Immunol.
2023;14:1120034.

64. Wang L, Zhu Y, Zhang L, Guo L, Wang X, Pan Z, et al. Mechanisms of PANoptosis
and relevant small-molecule compounds for fighting diseases. Cell Death Dis.
2023;14:851.

65. Sheridan C, Martin SJ. Mitochondrial fission/fusion dynamics and apoptosis.
Mitochondrion. 2010;10:640–8.

66. Piamsiri C, Maneechote C, Jinawong K, Arunsak B, Chunchai T, Nawara W, et al.
GSDMD-mediated pyroptosis dominantly promotes left ventricular remodeling
and dysfunction in post-myocardial infarction: a comparison across modes of
programmed cell death and mitochondrial involvement. J Transl Med.
2023;21:16.

67. Zhao X, Zhao Y, Yang Q, Ma J, Zhao Y, Wang S, et al. Baicalin ameliorates deficient
decidualization in URSA by regulating mitochondrial fission induced necroptosis.
Biochim Biophys Acta Mol Cell Res. 2024;1871:119675.

68. Hu J, Zhang H, Li J, Jiang X, Zhang Y, Wu Q, et al. ROCK1 activation-mediated
mitochondrial translocation of Drp1 and cofilin are required for arnidiol-induced
mitochondrial fission and apoptosis. J Exp Clin Cancer Res. 2020;39:37.

ACKNOWLEDGEMENTS
We thank Analysis & Testing Laboratory for Life Sciences and Medicine of Fourth
Military Medical University for laboratory instruments.

AUTHOR CONTRIBUTIONS
D.D.S., X.B.Z., and Z.J.Z. conceived the study. W.G., X.H.Z., and J.L. carried out the bulk
of the experiments. Y.Y.W., X.Z., Y.D., and J.Y.Z. performed the acquisition and analysis
of data. X.C.D., Y.Z., M.Y.J., and H.H.Q. coordinated the study and helped write the
manuscript. D.D.S., X.B.Z., and Z.J.Z. were the guarantors of this work and, as such,
had full access to all of the data in the study and took responsibility for the integrity
of the data and the accuracy of the data analysis. All the authors critically reviewed
and revised the manuscript.

FUNDING
This work was supported by the National Natural Science Foundation of China
(82470358, 82070398, 82200419, 81922008), Key basic research projects of basic
strengthening plan (2022-JCJQ-ZD-095-00), Key logistic research projects
(BKJWS221J004), Shaanxi Provincial Science and Technology Innovation Team
(2024RS-CXTD-78), Top Young Talents Special Support Program in Shaanxi Province

(2021JM-551), Xijing Hospital Research Promotion Program (XJZT24CZ13,
XJZT24JC36, XJZT24LY38, LHJJ2023-YX05) and Shaanxi Province Key Technology
Research Project (2024SF2-GJHX-27).

COMPETING INTERESTS
The authors declare no competing interests.

ETHICAL APPROVAL
All experimental animal procedures were approved by the Animal Care and Use
Committee of the Fourth Military Medical University and followed the Animal
Research Advisory Committee of the National Institutes of Health guidelines
(Approval ID: 20220617).

ADDITIONAL INFORMATION
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41419-024-07322-0.

Correspondence and requests for materials should be addressed to Zhijing Zhao,
Xuebin Zhang or Dongdong Sun.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons licence, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons licence, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this licence, visit http://
creativecommons.org/licenses/by/4.0/.

© The Author(s) 2025

W. Ge et al.

16

Cell Death and Disease            (2025) 16:2 

https://doi.org/10.1038/s41419-024-07322-0
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Rnd3 protects against doxorubicin-induced cardiotoxicity through inhibition of PANoptosis in a Rock1/Drp1/mitochondrial fission-dependent manner
	Introduction
	Methods
	Ethics statement
	Experimental animal models
	Echocardiography
	CK-MB and LDH measurement
	Histology
	Immunofluorescence and Immunohistochemistry
	Transmission electron microscopy (TEM)
	Adeno-associated virus 9 and viral delivery protocol
	Cell culture and treatment
	Mitochondrial isolation
	Analysis of mitochondrial morphology
	Assessment of mitochondrial function
	Assay of cells undergoing apoptosis, necroptosis, and pyroptosis
	CCK-8 viability
	Analysis of bulk RNA-seq data
	Protein-protein docking
	Co-immunoprecipitation
	Small interfering RNA (siRNA) transfection
	Quantitative real-time PCR
	Western blot
	Co-localization analysis
	Statistical analysis

	Results
	Rnd3 expression is markedly downregulated in DIC
	Upregulation of Rnd3 in cardiomyocytes ameliorates Dox-induced cardiac dysfunction and remodeling in mice
	Restoration of Cardiac Rnd3 mitigates Dox-induced mitochondrial dysfunction
	Overexpression of Rnd3 in cardiomyocytes reverses Dox-induced apoptosis, necroptosis, and pyroptosis (PANoptosis)
	Inhibition of mitochondrial fission mitigates Dox-induced PANoptosis
	Rock1 serves as a downstream regulator and directly binds with Rnd3 in the cytoplasm of cardiomyocytes
	Rnd3 ameliorates Dox-induced mitochondrial fission through Rock1
	Rock1 mediates the protective role of Rnd3 Against Dox-induced PANoptosis
	Rock1 was involved in Rnd3-mediated Dox-induced cardiac remodeling and dysfunction

	Discussion
	Conclusions
	References
	Acknowledgements
	Author contributions
	Funding
	Competing interests
	Ethical approval
	ADDITIONAL INFORMATION




