Corrections

BIOCHEMISTRY. For the article “Assembly of the bacteriophage T4  USA (102, 3254-3259; first published February 22, 2005;
primosome: Single-molecule and ensemble studies,” by Zhiquan ~ 10.1073 /pnas.0500327102), the authors note that Figs. 14, 2, and
Zhang, Michelle M. Spiering, Michael A. Trakselis, Faoud T. 3 were prepared incorrectly and are not accurate representations
Ishmael, Jun Xi, Stephen J. Benkovic, and Gordon G. Hammes,  of the data. The corrected figures and their legends appear
which appeared in issue 9, March 1, 2005, of Proc. Natl. Acad. Sci. ~ below. These errors do not alter the conclusions of the article.
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Fig. 1. Protein-protein interactions between gp32 and gp59 on fDNA. (A) The fluorescence from individual molecules of fDNA with the proteins bound in the
order as indicated at the side of each row. The gp32 protein is labeled with A488 (gp32P) and the gp59 protein is labeled with A555 (gp594). The filter sets are
described in Experimental Methods: F1 is for A488 emission, F2 for FRET between A488 and A555, and F3 for A555 emission. (B) Ensemble FRET studies of
Oregon-green-488-maleimide-labeled gp59 titrated into a solution of 400 nM CPM-labeled gp32 and 100 nM fDNA. The fluorescence spectra of 400 nM
CPM-gp32 alone (black line), the endpoint of the titration at 1 M Oregon-green-488-maleimide-gp59 (dark gray line), and several intermediate spectra (light
gray lines) are shown. (C) Analysis of the donor quenching and acceptor sensitization plotted against the gp59 concentration determines the stoichiometry
among gp32, gp59, and fDNA to be 1:1:1 with a calculated binding constant of ~40 nM.
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Fig.2. The ATP-dependentloading of gp41 by gp59 onto fDNA coated with
gp32. The fluorescence from individual molecules of fDNA with the proteins
bound in the order as indicated at the side of each row. (A) The gp32 protein
is labeled with A488 (gp32P), the gp59 protein is labeled with A555 (gp594),
and the gp41 protein is unlabeled. MgATP+S (500 uM) is present for the
sample inrow 2, and 500 uM MgATP is present for the sample in row 3. (B) The
gp32 protein is unlabeled, the gp59 protein is labeled with A555 (gp594), and
the gp41 is labeled with A488 (gp41P). MgATP+S (500 uM) is present for the
sample in row 2, and 500 uM MgATP is present for the sample in row 3 (5 min
after addition of gp41 and nucleotide) and in row 4 (30 min after addition of
gp41 and nucleotide). The filter sets are described in the legend to Fig. 1.
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Fig. 3. Completed primosome formation by the addition of gp61 or an
alternative, direct formation of the gp41/gp61 primosome. The fluorescence
from individual molecules of fDNA with the proteins bound in the order as
indicated at the side of each row. (A) The gp32 and gp59 proteins are
unlabeled, the gp41 protein is labeled with A488 (gp41P), and the gp61
protein is labeled with A555 (gp612) in the presence of 500 uM MgATP. (B) The
gp41 protein is labeled with A488 (gp41P), and the gp61 protein is labeled
with A555 (gp614) in the absence of MgATP. The filter sets are described in the
legend to Fig. 1.
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SINPAS

BIOPHYSICS. For the article “Docking kinetics and equilibrium of
a GAAA tetraloop-receptor motif probed by single-molecule
FRET,” by Jose H. Hodak, Julie L. Fiore, David J. Nesbitt,
Christopher D. Downey, and Arthur Pardi, which appeared in
issue 30, July 26, 2005, of Proc. Natl. Acad. Sci. USA (102,
10505-10510; first published July 15, 2005; 10.1073/pnas.
0408645102), the authors note that the order of the authors is
incorrect. The online version has been corrected. The corrected
author line appears below.

Jose H. Hodak, Christopher D. Downey, Julie L. Fiore,
Arthur Pardi, and David J. Nesbitt

In addition, the column headings for Table 1 appeared incor-
rectly due to a printer’s error. The corrected table appears below.

Table 1. Rate constants and associated equilibrium for docking
and undocking at various [Mg2+]

[Mg“]. mM kdock: 571 kundock: 571 chck (kdock/kundock)
~0.0 5.1+0.3 10304 0.49 + 0.04
0.35 10.5 = 0.2 7.7 £0.2 1.36 = 0.05
0.5 17.7 £ 0.5 6.8 +0.2 2.6 0.1
1.0 30.1 = 1.3 7.2+03 42 +0.2
2.0 38.6 = 1.3 5.5 *0.1 7.0*+0.3
5.0 51.2 = 1.1 4.2 +0.2 123 0.6
10.0 63.1 = 1.9 3.3%0.1 19.1 0.9
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NEUROSCIENCE. For the article “Egr3 stimulation of GABRA4
promoter activity as a mechanism for seizure-induced up-
regulation of GABAA, receptor a4 subunit expression,” by D. S.
Roberts, Y. H. Raol, S. Bandyopadhyay, I. V. Lund, E. C.
Budreck, M. J. Passini, J. H. Wolfe, A. R. Brooks-Kayal, and S. J.
Russek, which appeared in issue 33, August 16, 2005, of Proc.
Natl. Acad. Sci. USA (102, 11894-11899; first published August
9, 2005; 10.1073/pnas.0501434102), the author name M. J.
Passini should have appeared as M. A. Passini. The online
version has been corrected. The corrected author line appears
below.

D. S. Roberts, Y. H. Raol, S. Bandyopadhyay, I. V. Lund,
E. C. Budreck, M. A. Passini, J. H. Wolfe,
A. R. Brooks-Kayal, and S. J. Russek

www.pnas.org/cgi/doi/10.1073/pnas.0507060102
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