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In figure 3 the marker D21S1400 should be

D21S1440.
On page 413 in the second paragraph, the

marker D2151446 should be D21S1446.

CORRECTION
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In the paper titled, A new syndrome, con-
genital extraocular muscle fibrosis with ulnar
hand anomalies, maps to chromosome 21qter
(J Med Genet 2004;42:408-15) there are a
number of errors. The affiliations and corre-
spondence details were incorrect, the correct
details have been listed below:
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