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Abstract
Laforin, encoded by the EPM2A gene, is a dual specificity protein phosphatase that has a functional
glycogen binding domain. Mutations in the EPM2A gene account for around half of the cases of
Lafora disease, an autosomal recessive neurodegenerative disorder, characterized by progressive
myoclonus epilepsy. The hallmark of the disease is the presence of Lafora bodies, which contain
polyglucosan, a poorly branched form of glycogen, in neurons and other tissues. We examined the
level of laforin protein in several mouse models in which muscle glycogen accumulation has been
altered genetically. Mice with elevated muscle glycogen have increased laforin as judged by Western
analysis. Mice completely lacking muscle glycogen or with 10% normal muscle glycogen had
reduced laforin. Mice defective in the GAA gene encoding lysosomal α-glucosidase (acid maltase)
overaccumulate glycogen in the lysosome but did not have elevated laforin. We propose, therefore,
that laforin senses cytosolic glycogen accumulation which in turn determines the level of laforin
protein.

Lafora disease is an autosomal recessive, progressive myoclonus epilepsy (OMIM #254780),
with onset typically in the teenage years followed by progressive decline and death usually
within ten years [1–3]. A hallmark of the disease is the presence of Lafora bodies which are
periodic acid-Schiff (PAS) positive structures containing polyglucosan, an abnormal form of
glycogen that is poorly branched. Although the pathology is thought to be due to the presence
of Lafora bodies in neurons, they are present in other tissues including liver, muscle and skin
[4–7]. Mutations in two genes, EPM2A and EPM2B, are about equally common and together
account for approximately 90% of Lafora cases [1,3]. EPM2A, which has been more studied,
encodes a dual specificity protein phosphatase called laforin [8] that contains a functional
polysaccharide binding domain [9–11]. Laforin binds preferentially to polyglucosan structures
over glycogen [12], an observation consistent with the fact that recombinant laforin is much
more sensitive to inhibition by amylose or starch than glycogen [13]. Approximately forty
mutations have been identified to date and these are distributed throughout all four exons of
the EPM2A gene (http://projects.tcag.ca/lafora/)[8,11,14–17]. When transferred to
recombinant laforin produced in Escherischia coli, most mutations cause a loss of phosphatase
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activity [10,18]. However, one disease mutation, W32G, in the polysaccharide binding domain
eliminates glycogen binding [9,10,13] without abolishing phosphatase activity [9,13].
Therefore, binding to polysaccharide is required for normal laforin function in vivo.

The EPM2B gene (also called NHLRC1) encodes malin, a 395 residue protein that contains
an NH2-terminal RING finger domain followed by six NHL domains [19]. The RING finger
domain is characteristic of E3 ubiquitin ligases [20] and Gentry et al. [21] reported that malin
interacts with laforin and catalyzes its polyubiquitination in vitro and in cultured cells. In cells,
the result is degradation of laforin. However, it is hard to reconcile the destruction of laforin
by malin with the fact that Lafora disease is caused by recessive mutations in either EPM2A
or EPM2B. On the model of Gentry et al. [21], defective malin should up-regulate laforin. Lohi
et al. [22] found that malin interacts also with glycogen synthase and propose that the laforin-
malin-glycogen synthase complex is targeted for degradation. In the same study, it was also
reported that laforin could dephosphorylate the NH2-terminal inhibitory phosphorylation site
of the protein kinase GSK-3 although others have challenged this idea [23]. A recent paper has
suggested that laforin is a carbohydrate phosphatase as it was reported to release phosphate
from amylopectin [23].

Despite these significant advances, the cause of Lafora disease and the reason for the
accumulation of Lafora bodies is not understood. In further efforts to link glycogen metabolism
with laforin, we took advantage of several genetically modified mouse lines in which glycogen
stores are increased or decreased. We observed that the level of laforin protein varies in
proportion to glycogen accumulation in the cytosol, providing further evidence for a genetic
connection between glycogen and laforin.

Materials and methods
Genetically modified mouse models

GSL30 mice express rabbit muscle glycogen synthase in which two critical inactivating
phosphorylation sites, 2 and 3a, are mutated to Ala [24]. Expression is under the control of the
muscle creatine kinase promoter and the animals overaccumulate glycogen in skeletal muscles.
Lexicon Genetics Incorporated, The Woodlands, TX, utilizing their OmniBank™ library of
gene-trapped mouse embryonic stem (ES) cell clones, generated Gys1 heterozygous null mice.
Crossing of these heterozygous mice gave us homozygous null mice (MGSKO) whose muscles
are devoid of glycogen [25]. Gys1 is one of two glycogen synthase genes, and is expressed in
most tissues other than liver. Mice with the type 1 phosphatase glycogen-binding subunit
RGL (also known as GM) disrupted accumulate only 10% as much muscle glycogen as wild-
type animals [26]. Mice that over-express RGLunder control of the muscle creatine kinase
promoter have 3–4 times the wild-type muscle glycogen content [27]. GAA −/− mice are a
model of Pompe disease in which the gene encoding the lysosomal α-glucosidase (acid maltase)
is disprupted [28].

Preparation of mouse tissues
Mouse tissues were harvested as rapidly as possible and frozen immediately in liquid nitrogen.
Tissues were later powdered by a tissue pulverizer and stored at −80ºC. Samples of frozen
tissues were homogenized with a Tissue Tearer (Biospec Products Inc.) in 10 or 30 volumes
of a buffer containing 50 mM Tris-HCl pH 7.8, 2 mM EGTA, 10 mM EDTA, 100 mM NaF,
0.5 mM PMSF, 2 mM benzamidine, 5 0 mM β–mercaptoethanol, 10 mg/ml leupeptin and 37
μg/ml TLCK. Protein concentration was measured by the method of Bradford [29] using bovine
serum albumin as standard.
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Generation of anti-laforin antibody
Recombinant mouse laforin was produced in E. coli and purified as previously described
[13]. The anti-laforin antibody was raised in rabbits using recombinant laforin protein as
antigen by Cocalico Biologicals, Inc. The antibodies were affinity purified using recombinant
laforin coupled with Affigel-15 (Bio-Rad). After dialysis against 100 mM MOPS pH 7.5
overnight at 4ºC, laforin (5 mg) was incubated with Affigel-15 overnight at 4ºC. Then 0.1 M
ethanolamine-HCl pH 8 was added to block any unreacted sites. The resin was packed into a
column and washed with PBS (0.27 mM KCl, 0.15 mM KH2PO4, 14 mM NaCl and 0.81 mM
Na2HPO4, pH 7.5), 100 mM MOPS pH 7.5 and 100 mM glycine HCl pH 2.4/150 mM NaCl.
Serum was passed through the column three times and the column was washed with PBS.
Affinity purified antibody was eluted with 100 mM glycine HCl pH 2.4, 150 mM NaCl and
immediately neutralized with Tris HCl pH 8.0. The antibody was dialyzed against PBS
overnight, glycerol was added to 25% (v/v) and the antibody was stored at −80ºC.

Western Blotting
Four volumes of SDS loading buffer was added to one volume of whole homogenate and boiled.
Loading buffer was 62.5 mM Tris-HCl, pH 6.8, 50% (v/v) glycerol, 2.5% (w/v) SDS, 5% (v/
v) β-mercaptoethanol, and 1.25% (w/v) bromophenol blue. Typically 30 μg protein was loaded
per lane and separated by SDS-PAGE with 10% acrylamide. The protein was transferred to
nitrocellulose and incubated with the indicated first antibody. Horseradish peroxidase-
conjugated secondary antibody (Sigma) and Enhanced Chemiluminescence (Amersham) were
used for detection. Autoradiograms were quantitated by densitometric scanning of films by
using Kodak 1D Image Analysis Software (Kodak). Results are presented as means ± standard
error of the mean. Unpaired Student’s t-test was used to determine statistical significance using
the Statview package (Abacus Concept, Inc.). A value of p<0.05 was considered significant.

Measurement of glycogen
Glycogen content in tissue was determined in samples of frozen tissue (~30 mg) by measuring
amyloglucosidase-released glucose from glycogen by the method of Bergmeyer [30] as
previously described by Suzuki et al. [26].

Results and discussion
Since we had at our disposal several relevant mouse models, we asked whether genetic
manipulation of muscle glycogen content influenced laforin levels in that tissue. MGSKO mice
have the Gsy1 gene disrupted, resulting in animals whose skeletal muscle is completely devoid
of glycogen [25]. The level of muscle laforin is reduced by approximately 60% in these mice
(Fig. 1B) with no difference in transcript level detectable by real-time PCR (data not shown).
GSL30 mice, which over-express glycogen synthase and have massive over-accumulation of
muscle glycogen with Lafora-like bodies, have a 7-fold elevation of muscle laforin content
(Fig. 1A). RGL (also called GM) is a type 1 protein Ser/Thr phosphatase targeting subunit that
binds glycogen [31]. Muscle from mice with the corresponding gene disrupted accumulate
only 10% of normal muscle glycogen [26] and have 20% the wild-type laforin level (Fig. 1D).
In contrast, RGL over-expressors that accumulate 3–4 times the wild-type glycogen in their
muscle, have a four-fold increase in laforin (Fig. 1C). There is a good correlation, therefore,
between the muscle glycogen content, which is cytosolic, and the level of laforin protein (Fig.
2). GAA −/− mice [28] are a model for Pompe disease in which the gene encoding the lysosomal
α-glucosidase is disrupted and the mice accumulate glycogen in their lysosomes. In this case,
the overaccumulation of glycogen is associated with a three-fold decrease in laforin level (Fig.
3).
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The most important conclusion of this work is that altered glycogen stores correlated positively
with laforin protein level in all the mouse models but one, providing further evidence for a
genetic link between cytosolic glycogen and laforin. At least in the MGSKO mice, the reduced
laforin was not associated with a change in transcript level. An obvious thought is that the
presence of glycogen, to which laforin is known to bind, stabilizes the protein and protects it
from degradation. If malin is involved in the degradation of laforin, as has been suggested
[21], one could envision a mechanism whereby polysaccharide binding in some way reduces
the susceptibility of the protein to be ubiquitylated. However, other mechanisms for the
stabilization of laforin cannot be excluded.

If laforin has a role in glycogen synthesis and/or disposal, one could further speculate as to
whether increased laforin provides feedback on glycogen accumulation. One possibility would
be via GSK-3, which has been proposed to be a substrate for laforin [22]. GSK-3 is a protein
kinase considered important for the phosphorylation and inactivation of glycogen synthase (see
[32] for review) and dephosphorylation of its N-terminal inhibitory phosphorylation site should
correspond to inactivation of glycogen synthase. However, whether GSK-3 is a laforin
substrate is proving somewhat controversial [23]. The other possible laforin substrate is
glycogen itself [23], which has long been known to contain small amounts of covalently
attached phosphate [33]. The implications of glycogen dephosphorylation are not yet clear but
could have to do with maintaining a sufficiently branched polysaccharide.

The one mouse line which did not fit the correlation between glycogen level and laforin was
the GAA −/− line. This model of Pompe disease has massive overaccumulation of glycogen
in the lysosomes of skeletal muscle as well as large accumulation of autophagic vesicles
containing polysaccharide in some fiber types [34,35]. Our results could be rationalized if
laforin did not have access to the bulk of the glycogen present in GAA −/− muscle. The
extension of the argument would be that, if laforin does exert some regulatory or monitoring
function, it does so by sensing cytosolic glycogen.

Despite a growing understanding of the genetic and biochemical connections among laforin,
malin, glycogen and glycogen metabolizing enzymes, the molecular basis for the formation of
Lafora bodies remains elusive.

Acknowledgements

Supported by NIH grants DK27221 (P.J.R.), DK36569 (A.D.R.), NIH fellowship F32 DK66983 (G.E.P) and an
American Heart Association Fellowship (W.W.).

References
1. Chan EM, Andrade DM, Franceschetti S, Minassian B. Progressive myoclonus epilepsies: EPM1,

EPM2A, EPM2B. Adv Neurol 2005;95:47–57. [PubMed: 15508913]
2. Delgado-Escueta AV, Ganesh S, Yamakawa K. Advances in the genetics of progressive myoclonus

epilepsy. Am J of Med Genet 2001;106:129–138. [PubMed: 11579433]
3. Ganesh S, Puri R, Singh S, Mittal S, Dubey D. Recent advances in the molecular basis of Lafora's

progressive myoclonus epilepsy. J Hum Genet 2006;51:1–8. [PubMed: 16311711]
4. Cavanagh JB. Corpora-amylacea and the family of polyglucosan diseases. Brain Research - Brain

Research Reviews 1999;29:265–295. [PubMed: 10209236]
5. Nishimura RN, Ishak KG, Reddick R, Porter R, James S, Barranger JA. Lafora disease: diagnosis by

liver biopsy. Ann Neurol 1980;8:409–415. [PubMed: 6254436]
6. Carpenter S, Karpati G. Ultrastructural findings in Lafora disease. Ann Neurol 1981;10:63–64.

[PubMed: 6791573]
7. DiMauro S, Lamperti C. Muscle glycogenoses. Muscle & Nerve 2001;24:984–999. [PubMed:

11439374]

Wang et al. Page 4

Biochem Biophys Res Commun. Author manuscript; available in PMC 2007 November 24.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



8. Minassian BA, Lee JR, Herbrick JA, Huizenga J, Soder S, Mungall AJ, Dunham I, Gardner R, Fong
CY, Carpenter S, Jardim L, Satishchandra P, Andermann E, Snead OC 3rd, Lopes-Cendes I, Tsui LC,
Delgado-Escueta AV, Rouleau GA, Scherer SW. Mutations in a gene encoding a novel protein tyrosine
phosphatase cause progressive myoclonus epilepsy. Nature Genet 1998;20:171–174. [PubMed:
9771710]

9. Wang J, Stuckey JA, Wishart MJ, Dixon JE. A unique carbohydrate binding domain targets the lafora
disease phosphatase to glycogen. J Biol Chem 2002;277:2377–2380. [PubMed: 11739371]

10. Ganesh S, Tsurutani N, Suzuki T, Hoshii Y, Ishihara T, Delgado-Escueta AV, Yamakawa K. The
carbohydrate-binding domain of Lafora disease protein targets Lafora polyglucosan bodies. Biochem
Biophys Res Commun 2004;313:1101–1109. [PubMed: 14706656]

11. Minassian BA, Ianzano L, Meloche M, Andermann E, Rouleau GA, Delgado-Escueta AV, Scherer
SW. Mutation spectrum and predicted function of laforin in Lafora's progressive myoclonus epilepsy.
Neurology 2000;55:341–346. [PubMed: 10932264]

12. Chan EM, Ackerley CA, Lohi H, Ianzano L, Cortez MA, Shannon P, Scherer SW, Minassian BA.
Laforin preferentially binds the neurotoxic starch-like polyglucosans, which form in its absence in
progressive myoclonus epilepsy. Hum Mol Genet 2004;13:1117–1129. [PubMed: 15102711]

13. Wang W, Roach PJ. Glycogen and related polysaccharides inhibit the laforin dual-specificity protein
phosphatase. Biochem Biophys Res Commun 2004;325:726–730. [PubMed: 15541350]

14. Ianzano L, Young EJ, Zhao XC, Chan EM, Rodriguez MT, Torrado MV, Scherer SW, Minassian
BA. Loss of function of the cytoplasmic isoform of the protein laforin (EPM2A) causes Lafora
progressive myoclonus epilepsy. Hum Mutat 2004;23:170–176. [PubMed: 14722920]

15. Minassian BA, Ianzano L, Delgado-Escueta AV, Scherer SW. Identification of new and common
mutations in the EPM2A gene in Lafora disease. Neurology 2000;54:488–490. [PubMed: 10668720]

16. Serratosa JM, Gomez-Garre P, Gallardo ME, Anta B, de Bernabe DB, Lindhout D, Augustijn PB,
Tassinari CA, Malafosse RM, Topcu M, Grid D, Dravet C, Berkovic SF, de Cordoba SR. A novel
protein tyrosine phosphatase gene is mutated in progressive myoclonus epilepsy of the Lafora type
(EPM2). Hum Mol Genet 1999;8:345–352. [PubMed: 9931343]

17. Gomez-Garre P, Sanz Y, Rodriguez De Cordoba SR, Serratosa JM. Mutational spectrum of the
EPM2A gene in progressive myoclonus epilepsy of Lafora: high degree of allelic heterogeneity and
prevalence of deletions. Eur J Hum Genet 2000;8:946–954. [PubMed: 11175283]

18. Fernandez-Sanchez ME, Criado-Garcia O, Heath KE, Garcia-Fojeda B, Medrano-Fernandez I,
Gomez-Garre P, Sanz P, Serratosa JM, Rodriguez de Cordoba S. Laforin, the dual-phosphatase
responsible for Lafora disease, interacts with R5 (PTG), a regulatory subunit of protein phosphatase-1
that enhances glycogen accumulation. Hum Mol Genet 2003;12:3161–3171. [PubMed: 14532330]

19. Chan EM, Young EJ, Ianzano L, Munteanu I, Zhao X, Christopoulos CC, Avanzini G, Elia M,
Ackerley CA, Jovic NJ, Bohlega S, Andermann E, Rouleau GA, Delgado-Escueta AV, Minassian
BA, Scherer SW. Mutations in NHLRC1 cause progressive myoclonus epilepsy. Nature Genet
2003;35:125–127. [PubMed: 12958597]

20. Pickart CM. Mechanisms underlying ubiquitination. Annu Rev Biochem 2001;70:503–533.
[PubMed: 11395416]

21. Gentry MS, Worby CA, Dixon JE. Insights into Lafora disease: malin is an E3 ubiquitin ligase that
ubiquitinates and promotes the degradation of laforin. Proc Natl Acad Sci U S A 2005;102:8501–
8506. [PubMed: 15930137]

22. Lohi H, Ianzano L, Zhao XC, Chan EM, Turnbull J, Scherer SW, Ackerley CA, Minassian BA. Novel
glycogen synthase kinase 3 and ubiquitination pathways in progressive myoclonus epilepsy. Hum
Mol Genet 2005;14:2727–2736. [PubMed: 16115820]

23. Worby CA, Gentry MS, Dixon JE. Laforin: A dual specificity phosphatase that dephosphorylates
complex carbohydrates. J Biol Chem. 2006

24. Manchester J, Skurat AV, Roach P, Hauschka SD, Lawrence JC Jr. Increased glycogen accumulation
in transgenic mice overexpressing glycogen synthase in skeletal muscle. Proc Natl Acad Sci U S A
1996;93:10707–10711. [PubMed: 8855244]

25. Pederson BA, Chen H, Schroeder JM, Shou W, DePaoli-Roach AA, Roach PJ. Abnormal cardiac
development in the absence of heart glycogen. Mol Cell Biol 2004;24:7179–7187. [PubMed:
15282316]

Wang et al. Page 5

Biochem Biophys Res Commun. Author manuscript; available in PMC 2007 November 24.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



26. Suzuki Y, Lanner C, Kim JH, Vilardo PG, Zhang H, Yang J, Cooper LD, Steele M, Kennedy A, Bock
CB, Scrimgeour A, Lawrence JC Jr, DePaoli-Roach AA. Insulin control of glycogen metabolism in
knockout mice lacking the muscle-specific protein phosphatase PP1G/RGL. Mol Cell Biol
2001;21:2683–2694. [PubMed: 11283248]

27. Aschenbach WG, Suzuki Y, Breeden K, Prats C, Hirshman MF, Dufresne SD, Sakamoto K, Vilardo
PG, Steele M, Kim JH, Jing SL, Goodyear LJ, DePaoli-Roach AA. The muscle specific protein
phosphatase PP1G/RGL(GM) is essential for activation of glycogen synthase by exercise. J Biol
Chem 2001;276:39959–39967. [PubMed: 11522787]

28. Raben N, Nagaraju K, Lee E, Kessler P, Byrne B, Lee L, LaMarca M, King C, Ward J, Sauer B, Plotz
P. Targeted disruption of the acid alpha-glucosidase gene in mice causes an illness with critical
features of both infantile and adult human glycogen storage disease type II. J Biol Chem
1998;273:19086–19092. [PubMed: 9668092]

29. Bradford MM. A rapid and sensitive method for the quantitation of microgram quantities of protein
utilizing the principle of protein-dye binding. Anal Biochem 1976;72:248–254. [PubMed: 942051]

30. Bergmeyer, HU.; Berndt, E.; Schmidt, F.; Stork, H. Methods of enzymatic analysis. Bergmeyer, HU.,
editor. Academic Press; New York: 1974. p. 1196-1201.

31. Hubbard MJ, Cohen P. On target with a new mechanism for the regulation of protein phosphorylation.
Trends Biochem Sci 1993;18:172–177. [PubMed: 8392229]

32. Roach PJ. Glycogen and its metabolism. Curr Mol Med 2002;2:101–120. [PubMed: 11949930]
33. Lomako J, Lomako WM, Kirkman BR, Whelan WJ. The role of phosphate in muscle glycogen.

Biofactors 1994;4:167–171. [PubMed: 7916962]
34. Fukuda T, Roberts A, Ahearn M, Zaal K, Ralston E, Plotz PH, Raben N. Autophagy and Lysosomes

in Pompe Disease. Autophagy 2006;2
35. Fukuda T, Ewan L, Bauer M, Mattaliano RJ, Zaal K, Ralston E, Plotz PH, Raben N. Dysfunction of

endocytic and autophagic pathways in a lysosomal storage disease. Ann Neurol 2006;59:700–708.
[PubMed: 16532490]

Wang et al. Page 6

Biochem Biophys Res Commun. Author manuscript; available in PMC 2007 November 24.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Figure 1.
Laforin expression in skeletal muscle of genetically modified animals with abnormal glycogen
levels. The numbers within the columns indicated the mice analyzed. *p<0.0005 vs WT.
**p=0.06 vs WT. #p<0.05 vs WT. A. Laforin expression in GSL30 mice. B. Laforin expression
in MGSKO mice. C. Laforin expression in RGL overexpressors (RGL O/E). D. Laforin
expression in RGL knockout mice (RGL KO).
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Figure 2.
Correlation between glycogen and laforin levels in muscle. The graph quantitates the data from
Fig. 1, setting laforin and glycogen to 1 in the corresponding wild-type controls.
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Figure 3.
Laforin expression in GAA −/− mice. The numbers within the bars indicate the number of
animals analyzed.
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