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Summary

Glucose transporter 4 (GLUT4) is the major insulin regulated glucose transporter expressed mainly
in muscle and adipose tissue. GLUT4 is stored in a poorly characterized intracellular vesicular
compartment and translocates to the cell surface in response to insulin stimulation resulting in
increase glucose uptake. This process is essential for the maintenance of normal glucose homeostasis
and involves a complex interplay of trafficking events and intracellular signaling cascades. Recent
studies have identified sortilin as an essential element for the formation of GLUT4 storage vesicles
during adipogenesis and GGA (Golgi-localized y-ear-containing Arf-binding protein) as a key coat
adaptor for the entry of newly synthesized GLUT4 into the specialized compartment. Insulin-
stimulated GLUT4 translocation from this compartment to the plasma membrane appears to require
the Akt/protein kinase B substrate, termed AS160 (Akt Substrate of 160 kDa). In addition, the VPS9
domain-containing protein Gapex-5 in complex with CIP4 appears to function as a Rab31
guanylnucleotide exchange factor that is necessary for insulin-stimulated GLUT4 translocation. Here
we attempt to summaries recent advances in GLUT4 vesicle biogenesis, intracellular trafficking and
membrane fusion.
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Introduction

GLUT4, the major insulin-responsive glucose transporter, belongs to a large family of 12
membrane spanning domain proteins called the facilitative glucose transporter proteins.
GLUT4 is highly expressed in striated muscle and adipose tissue, and is responsible for the
postprandial removal of glucose from the circulation [1-3]. In the basal state, GLUT4
undergoes a slow but continuous recycling between the plasma membrane and several
intracellular compartments, with only 5% of the total GLUT4 protein pool localized to the
plasma membrane. In response to acute insulin stimulation (2-3 min), however, the rate of
GLUT4 exocytosis markedly increases concomitant with a small decrease in endocytosis, so
that approximately 50% of the GLUT4 protein are relocated to the cell surface [1,4,5]. The
rate of exocytosis subsequently decreases following the removal of the insulin signal, and this
trafficking system returns back to the basal condition.

Significant achievements have been made to elucidate the mechanisms responsible for insulin-
stimulated glucose uptake and new findings have changed our understanding of GLUT4
trafficking over the past years. In the present review, we mainly focus on the past two-year

Address all correspondences to: June Chungiu Hou The Department of Pharmacological Sciences Stony Brook University, Stony Brook,
NY 11794-8651 TEL: 631-444-3059 FAX: 631-444-3022 Email: hou@pharm.stonybrook.edu

Publisher's Disclaimer: This is a PDF file of an unedited manuscript that has been accepted for publication. As a service to our customers
we are providing this early version of the manuscript. The manuscript will undergo copyediting, typesetting, and review of the resulting
proof before it is published in its final citable form. Please note that during the production process errors may be discovered which could
affect the content, and all legal disclaimers that apply to the journal pertain.



1duosnuey Joyiny vd-HIN 1duosnuey Joyiny vd-HIN

1duasnuey Joyiny vd-HIN

Hou and Pessin

Page 2

advances of GLUTA4 vesicle biogenesis, intracellular trafficking and plasma membrane docking
and fusion.

GLUT4 vesicle biogenesis, formation of the insulin-responsive storage compartment

Upon differentiation from fibroblasts, both adipocytes and striated muscle induce the
expression of endogenous GLUT4 and dramatically acquire insulin responsiveness and glucose
uptake. Small glucose transporter-containing vesicles represent the major insulin-responsive
compartments (IRC) in these cell types. Although the molecular identification of these insulin-
responsive vesicle storage compartments remains poorly characterized, biochemical data
suggest that they can best be classified as enriched for GLUT4, IRAP and VAMP2 while
negative for the small vesicle transport marker cellugyrin and endosome markers EEA1 and
transferrin receptor [6-8]

Similarly, the mechanisms responsible for the sorting of GLUT4 into the IRC during muscle
development and adipogenesis is also poorly understood. Recent studies support a general
model of vesicle trafficking that include the recruitment of coat and adaptor proteins that drive
the formation of budding compartments to specific sites on donor membranes [9]. In turn, the
coat and adaptors associates with the donor membranes through multiple interactions with the
cytoplasmic tails of cargo proteins, Arf and phosphatidylinositol phosphates [9]. The adaptor
protein AP1 or AP3 (less likely) have been suggested in participating the formation of GLUT4
compartments on intracellular donor membranes [10-13].

Recently, several lines of evidence have indicated a requirement for the Golgi-localized y-ear-
containing Arf-binding proteins (GGA) of coat adaptor proteins in the biosynthetic sorting of
GLUT4 from the TGN into the IRC. For example, expression of a dominant-interfering GGA
mutant inhibited insulin-stimulated GLUT4 translocation and GST-GGA fusion proteins were
found to bind to GLUT4 containing transport vesicles but did not directly bind to GLUT4 itself
[9]. Moreover, using IRAP as a surrogate to study GLUT4 translocation, it was demonstrated
that sSiRNA mediated knockdown of GGA prior to GLUT4 expression completely prevented
insulin-stimulated translocation [14]. However, if GLUT4 was expressed first and then GGA
protein was reduced, then insulin-stimulated GLUT4 translocation was completely unaffected.
These data defined GGA function at a processing step, which sort the GLUT4 protein from the
Golgi to the IRC, but not in the insulin-stimulated trafficking from the IRC to the plasma
membrae (Figure 1).

Although the cargo-binding domain of GGA (VHS) does not appear to directly associate with
GLUT4, there are several other well-established cargo proteins that contain VHS consensus
binding motifs (DxxLL) that have shown to directly interact. In particular, sortilin has recently
been shown to play an important role in the formation of the specialized GLUT4 IRC in
adipocytes [15]. During 3T3L1 differentiation from the fibroblast to adipocyte state, the IRC
is formed concomitant with the induction of sortilin expression prior to the expression of
GLUT4 [15]. Moreover, when GLUT4 is over-expressed prior to the induction of sortilin, the
GLUT4 protein undergoes rapid degradation, whereas over expression of sortilin stabilizes the
GLUT4 protein, increases the formation of the IRC and promotes insulin-stimulated glucose
uptake [15]. Conversely siRNA-mediated sortilin knockdown decreases both the formation of
the IRC and insulin-regulated glucose uptake. In support of a critical role of sortilin in the
sorting of GLUT4, chemical cross-linking and yeast two-hybrid studies indicated a direct
interaction of the luminal domains of GLUT4 with sortilin [16]. Together, these data suggest
a model in which sortilin serves as the cargo adaptor linking GLUT4 to GGA coated transport
vesicles that are then sorted to the IRC.
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GLUT4 intracellular retention and exocytosis

Despite intensive investigation, there is considerable uncertainty with regard to the precise
intracellular localization and trafficking pathways of the GLUT4-containing vesicles in the
intracellular vesicular compartment. In part this is because at steady-state GLUT4 is distributed
at varying levels throughout most of the endomembrane system [17-21]. Indeed, following
insulin-stimulated translocation, GLUT4 is retrieved from the plasma membrane by
endocytosis and routed through a complex trafficking itinerary that appears to include
endosome compartments and perhaps the trans-Golgi network, before returning to the IRC.
This complex itinerary has made it difficult to reliably distinguish between IRC and the general
endosome recycling compartments occupied by GLUTA4. For example, immunoelectron
microscopy has demonstrated the predominant localization of GLUT4 protein (~60%) in
tubulo-vesicular elements beneath the plasma membrane with the remaining protein localized
to the trans-Golgi network (TGN), clathrin-coated vesicles and to endosome structures.
[18-21]. The content of GLUT4 in all these compartments was found to decrease in response
to insulin concomitant with an increased distribution to the plasma membrane.

Since these are primarily static measurements and GLUT4 undergoes continuous dynamic
trafficking, several studies took advantage of chemical ablation using HRP-transferrin to
selectively inactive the general endosome recycling pathway, that is the endosome
compartments containing the transferrin receptor [6,8,17,21]. These studies suggested the
presence of two GLUT4 populations: one that overlaps with the transferrin receptor consistent
with the endosome recycling compartments and a second separate population that represents
the IRC.

With the advent of fluorescent proteins numerous studies have expressed GLUT4-GFP
constructs in culture adipocytes. These studies have suggested that insulin-regulated GLUT4
pool is peri-nuclear localized that undergoes enhanced exocytosis and trafficking to the plasma
membrane [8,22]. However, more recent studies using Total Internal Reflectance Fluorescent
(TIRF) microscopy, suggests that GLUT4 vesicles are continuously trafficking to and from
the plasma membrane in an insulin-independent manner [23]. In the presence of insulin,
however, these transport vesicles have increased pausing (tethering) at the plasma membrane
with a higher probability of plasma membrane fusion. Kinetic analysis and the development
of a novel in vitro plasma membrane fusion assay are consistent with GLUT4 vesicle plasma
membrane fusion as the key insulin-regulated step in the translocation process [24,25].

GLUT4 vesicle docking and plasma membrane fusion

In several systems, the actin cytoskeleton is required for the trafficking of transport vesicles
to specific docking sites at the plasma membrane[23,27]. In the case of GLUT4, myosin Ic
appears to be function as the essential actin motor driving GLUT4 vesicle to their docking sites
[28]. However, our general knowledge of the vesicle docking, tethering and fusion process
itself is poorly understood process (Figure 2). The docking of GLUT4 vesicles with the plasma
membrane appears to require the Exocyst complex that is formed from the assembly of 8
distinct proteins [29-32]. In the case of GLUT4, the Exo70, Sec6 and Sec8 protein component
of this complex redistribute to the plasma membrane in response to insulin [29] These events
are triggered by the insulin activation of a small GTP binding protein TC10 that recruits Exo70
with Sec6 and Sec8 to lipid raft microdomains in the plasma membrane [33,34]. Moreover,
Sec8 associates with the PDZ domain of SAP97 a MAGUK (membrane-associated guanylate
kinase) family member that is recruited along with Sec8 [33]. Interestingly, expression of a
dominant-interfering Exo70 protein or siRNA-mediated knockdowns did not prevent GLUT4
vesicle trafficking to the plasma membrane but did inhibit GLUT4 plasma membrane fusion
whereas over expression of Sec6 and Sec8 enhanced GLUT4 translocation to the plasma
membrane[33,35]. Although these data indicate that the Exocyst complex plays an important
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role in the insulin-regulated plasma membrane docking/tethering of GLUT4 vesicles, it is well
established the physiologic minimal fusion machinery is dependent upon the assembly of the
SNARE complex [36-38]

SNARE proteins can be generally classified as v-SNARESs (or R-SNARES) that possess a single
coil-coiled domain and a transmembrane domain that are localized in vesicle compartment
[39-42]. The second family, t-SNAREs (or Q-SNARES) are dimeric, with one partner belongs
to the family of syntaxin isoforms and the second partner belonging to the family of SNAP
isoform. Syntaxin isoforms possess a single SNARE domain (coiled-coil), a transmembrane
domain and a N-terminal extension involved in the binding of regulator factors. The SNAP
isoforms possess 2 coiled-coil domains and are usually link to the plasma membrane by
palmitoylation. These t-SNAREs are localized on the acceptor or target compartment [24,43,
44]. The assembly of a four helical bundle composed of one helix from the v-SNARE and three
helices from the t-SNARESs provide the minimal machinery to drive vesicle fusion both in
reconstituted and cellular systems [24,25].

The use of various proteolytic toxins and dominant-interfering mutants has demonstrated that
VAMP?2 is the predominant v-SNARE required for insulin-stimulated GLUT4 translocation
[45,46]. Interestingly, although VAMP2 is essential for insulin-stimulated GLUT4
translocation is completely dispensable for other signals inducing GLUT4 translocation, such
as osmotic shock. In this pathway TI-VAMP (VAMP7) appears to be the primary v-SNARE
required, consistent with the presence of at least two-independent GLUT4 storage vesicle
populations [26]. The cognate plasma membrane t-SNAREs for insulin-stimulated GLUT4
translocation appears to be the syntaxin 4 and the SNAP23 isoforms, based upon antibody
blocking studies and expression of dominant-interfering mutants and blocking peptides
[47-49]. However, involvement of these t-SNARES has not been as extensively investigated
and further studies are still required to determine the specific function steps of these isoforms
in the translocation process. In any case, since the Exocyst complex itself is non-fusogenic
some mechanism also must be present to convert the docked GLUT4 vesicles (Exocyst
complex) to that of a SNARE complex capable of inducing the fusion reaction.

To address this issue, several investigators have been attempting to identify regulatory partners
that display insulin-dependence. Several syntaxin 4 binding partners have been identified
including one member of the Munc18 family (Munc18c), Synip and Tomosyn [47,50,51].
Although the potential role of Tomosyn has not been well studied, the evidence supporting a
critical role for either Munc18c and/or Synip has remained controversial. Munc18c was
originally identified as one of three mammalian isoforms of the secl protein in yeast [52]. In
all systems to date, over expression of the appropriate Munc18 protein isoform was found to
inhibit membrane vesicle fusion, suggesting that this protein function as a fusogenic inhibitor
[48,53-56]. Structural studies indicated that the Munc18 proteins induces a closed
conformational state of syntaxin thereby rendering it unable to bind to VAMP or SNAP
consistent with in vitro binding assays [57,58]. However, genetic studies in yeast, worms, flies
and in the mammalian nervous system have also found that the loss of Munc18 expression also
prevents vesicle fusion suggesting that Munc18 proteins play a required positive fusogenic role
[56,59]. In this regard, recent in vitro studies have suggested that the Munc18 proteins function
to anchor VAMP to syntaxin thereby promoting fusion if added during the fusion reaction
[58].

To address the in vivo role of Munc18c in GLUT4 translocation, two laboratories have
generated conventional Munc18c knockout mice. One study found that homozygotic
knockouts of Munc18c results in early embryonic lethality whereas that the heterozygotic mice
had no significant phenotype on a normal diet but displayed mild glucose intolerance on a high
fat diet [60]. These data are consistent with studies of neural Munc18 knockouts and that of
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lower organisms [61,62]. However another study, found that homozygous Munc18c knockout
mice were viable and had increased insulin sensitivity consistent with Munc18c actin as a
fusogenic inhibitor [63]. Insulin has also been observed to induce the association of PKC and
Munc18c concomitant with a dissociation of the syntaxin4/Munc18c complex [50]. More over,
insulin triggers PKC forms a complex with 80K-H and munc18c to promote VAMP2 binding
to syntaxin4 that enhanced the GLUT4 fusion with the plasma membrane.[64]. These findings
are consistent with studies suggesting that PKC is an important component of insulin signaling
pathways leading to GLUt4 translocation [65,66]. At present, the basis for the divergent
genetic, biochemical and cell biological data concerning the functional role of the Munc18
proteins and particularly Munc18c in GLUT4 trafficking remains an open question.

Another potential syntaxin4 binding regulatory factor, Synip has also been observed to prevent
the formation of a ternary SNARE complex by inhibiting the binding of VAMP2 and SNAP23
to syntaxin4 [67]. Further studies have suggested that insulin induces a specific Akt 2 dependent
Synip phosphorylation on serine 99 is required for the dissociation of Synip from syntaxin4
and thereby allowing for the assembly of the ternary SNARE-complex [51]. However, this
model has been recently challenged as another group has reported that mutation of serine 99
had no significant effect on insulin-stimulated GLUT4 translocation [68]. As with Munc18c,
the basis for these different results is not readily apparent and further studies are necessary to
determine the specific regulatory steps controlling GLUT4 vesicle fusion with the plasma
membrane.

Insulin signaling leading to GLUT4 translocation

Itis well established that insulin stimulation initiates a cascade of signaling events that regulates
a complex set of anabolic processes including glucose uptake, lipogenesis, glycogen, protein
and DNA synthesis. The initiation step is the tyrosine autophosphorylation and substrate kinase
activation of the insulin receptor itself following insulin binding (Figure 1). This occurs through
an intramolecular trans-autophosphorylation mechanism in which one 8 subunit tyrosine
kinase domain phosphorylates the adjacent B subunit resulting in the activation of the intrinsic
substrate kinase activity of the insulin receptor [69,70]. The most studied immediate
downstream substrate target of the insulin receptor tyrosine kinase is the insulin receptor
substrate (IRS) family members', IRS1 and IRS2 [71]. Tyrosine phosphorylation of these
substrates generates multiple phosphotyrosine docking sites for a variety of effectors, in
particular the p85 regulatory subunits of the Type 1A phosphatidylinositol 3-kinase (PI3K).
The primary product of this lipid kinase is phosphatidylinositol-3,4,5-trisphosphate (PI1(3,4,5)
P3) that is formed at the plasma membrane. In turn, PI(3,4,5)P3 functions to recruit and acivate
atypical protein kinase C isoforms (PKC{/L) and the Akt protein kinases (sometimes referred
to as (PKB) protein kinase B). Akt activation occurs through phosphorylation on threonine 308
by phosphoinositide-dependent protein kinase 1 (PDK1) and serine 473 by PDK2 [71-73].
Although there are three Akt isoforms, Akt2 function appears to be specifically required for
insulin-stimulated GLUT4 translocation [73-76]. Akt can phosphorylate numerous
downstream target proteins, including Synip as previously described. However, recently
another Akt target that has received substantial attention is a Rab-GTPase-activating protein
(GAP) of 160 kDa, termed AS160 [77]. AS160 appears to be active GAP for Rab2, Rah8,
Rab10 and/or Rab14 [78], but when phosphorylated by Akt the GAP activity is inhibited.
Similarly, siRNA mediated knockdowns of AS160 result in a basal state translocation of
GLUTA4 to the cell surface [79]. Thus, it has been proposed that insulin induces phosphorylation
of AS160, resulting in the inhibition of GAP activity, thereby converting a putative Rab protein
to the active GTP-bound form. The active Rab would then promote vesicle trafficking in an as
of yetundefined manner. Alternatively, it has also been proposed that AS160 directly associates
with another IRC cargo protein IRAP, and that insulin-dependent Akt phosphorylation results
in the dissociation of AS160 from GLUT4 compartment and would also lead to Rab activation
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[80]. Although these studies have suggested that AS160 serves as the insulin-regulated rate-
limiting step in GLUT4 translocation, both an in vitro plasma membrane reconstitution fusion
system and in vivo TIRF microscopy measurements indicate that the critical site of insulin
regulation is the plasma membrane fusion process downstream of AS160 [23,25].

In addition to IRS proteins serving as important targets to scaffold various signaling effectors,
the insulin receptor is also well established to induce the tyrosine phosphorylation of the Cbl
proteins [81]. Chl proteins containing several protein modulatory regions and most notably a
ring finger domain that functions as an E3 ligase in the ubiquitation and rapid down-regulation
of various receptors including the EGF, PDGF, T and B cell receptors [82-85]. However, the
insulin receptor does not undergo a rapid down-regulation process following ligand
engagement in contrast to these other receptors. In this case, Cbl phosphorylation has been
suggested to provide a pathway for the activation of a small GTP binding protein TC10 that is
localized to lipid raft microdomains [86]. Using a constitutively active TC10 protein as bait,
several interacting partners were identified including Exo70, as previously described, and
CIP4/2[35,87]. CIP4/2 (Cdc42-interacting protein 4/2) is amodular domain protein containing
an FCH domain, which has been recently recognized as part of a larger structural domain called
EFC or F-BAR. This domain is similar to the BAR domain that is involved in regulating
membrane curvature [88,89]. In addition, CIP4/2 also contain two coiled-coil domains, and an
SH3 domain that is recruited to the plasma membrane in response to insulin activation of TC10.
Expression of a dominant-interfering CIP4/2 mutant inhibited insulin-stimulated GLUT4
translocation. Further studies using CIP4 as bait, identified Gapex-5, a RasGAP and VPS9
domain-containing protein that functions as a guanine nucleotide exchange factor (GEF) for
Rab31, a Rab5 subfamily GTPase that involved in trans-Golgi network (TGN)-to-endosome
trafficking [34]. Insulin recruited the CIP4/Gapex-5 complex to the plasma membrane, thereby
decreasing Rab31 activity. These data suggest that Rab31 may function in the dynamic
retention of GLUT4 vesicles and the inhibition of Rab31 activity allows for release of this
GLUT4 vesicles population.

More recently, several investigators have been to elucidate another regulatory aspect of
membrane fusion events that are dependent on the lipid composition of donor and acceptor
membranes. For example, product of phospholipase D (PLD), phosphatidic acid (PA) appears
to play an important role as diminished PA production was found to inhibit GLUT4 plasma
membrane fusion without affecting trafficking or docking/tethering [90]. Moreover, in vitro
reconstitution studies demonstrated that PA in the syntaxin4/SNAP23 acceptor membrane
markedly accelerated the rate of fusion whereas PA in the VAMP2 donor vesicles was
inhibitory [24]. As it is well established that insulin alters the lipid composition of various
intracellular membranes, further studies are still need to address the specific roles of the donor
and acceptor lipid membrane environments as the potential target events responsible for the
control of GLUT4 vesicle plasma membrane fusion.

GLUT4 endocytosis

In all trafficking systems, the rate of anterograde traffic is balanced by retrograde traffic to
achieve a dynamic equilibrium. As outlined above, activation of the insulin receptor triggers
alarge increase in the rate of GLUT4 vesicle plasma membrane exocytosis, that is anterograde
transport. The insulin-mediated increase in exocytosis is probably the major step for GLUT4
translocation, since a complete inhibition of GLUT4 endocytosis (retrograde transport from
the plasma membrane) results in a very slow time-dependent increase in plasma membrane
associated GLUT4 protein without affecting the extent of insulin-stimulated GLUT4
translocation at normal physiologic response times [91]. Nevertheless, insulin does appear to
induce a smaller decrease in the rate of plasma membrane internalization by endocytosis
[92-95]. Similar to most proteins, GLUT4 endocytosis primarily occurs through a clathrin-
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coated pit, dynamin-dependent mechanism [96,97]. However, caeveolin-enriched lipid raft
microdomains may also play a role in this process. For example, disruption of caveolin
organization by expression of dominant-interfering mutants partially inhibits GLUT4
endocytosis [98]. More recently, the dependence of caveolin versus clathrin-dependent
endocytosis appears to be different in the basal versus insulin-stimulated state [99].

Once GLUT4 internalized, GLUT4 must necessarily undergo multiple sorting steps en route
back to the IRC. Immediately following internalization, GLUT4 co-localizes with the early
endosome antigen marker EEA1 and the transferrin receptor [100,101]. Subsequently GLUT4
becomes sequestered from these compartments and equilibrates with the remaining GLUT4
protein in the IRC [38]. It has also been suggested that GLUT4 may not necessary directly
traffic back to the IRC but may re-enter into the Golgi/TGN secretory system and then undergo
sorting to the IRC [102]. Although the sorting proteins involved in these processes have only
been poorly defined, the adaptor protein 2 (AP2) complex is required for the plasma membrane
sorting into clathrin-coated pits [103,104]. In particular, Rab5 has been reported to function in
the initial trafficking of GLUT4 from small early endocytotic vesicles into the early endosome
recycling system through dynein and microtubule-dependent process [105]. Similarly, the
small GTPases Rab4 and the Rab4 interacting protein Rabip4 have been implicated in
endocytotic GLUT4 sorting back to the IRC as disrupting Rabip4 function prevents internalized
GLUT4 from populating the IRC [106].

Concluding remarks

The biosynthetic sorting, intracellular trafficking and insulin regulatory pathways controlling
glucose uptake in skeletal muscle and adipose tissues remain a very complicated puzzle that
as inspired numerous studies over the past several decades. As GLUTA4 translocation is the
essential step in post-prandial glucose clearance, defects in this pathway results in states of
impaired glucose tolerance and insulin resistance. In this brief review, we have highlighted
several of the new findings but also the complexities, inconsistency and controversies that are
continually evolving around the mechanisms accounting for GLUT4 trafficking and glucose
uptake. Although substantial progress has been made in several of these areas there remains a
remarkable amount that remains to be learned. Whether or not developing experimental or
therapeutic strategies that increase glucose uptake by increasing GLUT4 at the cell surface is
a viable approach, understanding the intricacies of insulin regulated trafficking will have
numerous applications for other cell biological processes.
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Figure 1. Insulin signaling pathway regulates GLUTA4 intracellular trafficking

Newly synthesized GLUT4 traffic through a GGA-dependent and trans-Golgi Network (TGN)
sorting into the insulin-responsive storage compartment (IRC). In the basal state, GLUT4 is
mainly sequestered into the IRC and translocates to the plasma membrane (PM) after insulin
stimulation. Exit from the IRC is prevented by AS160 that function to maintain a putative Rab
in an inactive state (left). However, following insulin stimulation, AS160 is phosphorylated
and inactivated by Akt-dependent phosphorylation (right). Several Rab proteins and effectors

that have been implicated endocytosis (Rab4 and 5), recycling back and forth between
endosome and TGN (Rabip4/Rab4, Rab11 and 14) are indicated.
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Figure 2. GLUT4 vesicle docking, tethering and fusion
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This schematic model shown that the docking of GLUT4 vesicles with the plasma membrane
requires the Exocyst complex that is formed from the assembly of 8 distinct proteins. Insulin
activates a small GTP binding protein TC10 that recruits Exo70 with Sec6 and Sec8 to lipid
raft microdomains in the plasma membrane. The SNARE dependent fusion involves VAMP2,
Syntaxin4 and SNAP23. Several syntaxin 4 binding partners have been identified including
one member of the Munc18 family (Munc18c), Synip and Tomosyn. Munc18 proteins induces
a closed conformational state of syntaxin thereby rendering it unable to bind to VAMP or
SNAP. More over, insulin activation of PKC induces the formation of a complex with 80K-H
and Munc18c to promote VAMP?2 binding to syntaxin 4 that enhances GLUT4 fusion with the

plasma membrane.
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