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Volume 169, no. 12, p. 5738, Fig. 3: A typographical error in the preparation of Fig. 3 resulted in the displacement of the
DNA corresponding to codon 160 of dnaE to a position 60 nucleotides further downstream (GenBank accession number
M19334, M18265, or M18266). The affected line should appear as follows, with the repositioned codon marked by asterisks:

1300
GCGTTTTATGAAGAACACTTCCCGGATCGCTATTTTCTCGAGCTGATCCGCACCGGCAGGCCGGATGAAGAAAGCTATCTGCAC
AlaPheTyrGluGluHisPheProAspArgTyrPheLeuGluLeuIleArgThrGlyArgProAspGluGluSerTyrLeuHis
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Volume 171, no. 10, p. 5582, Fig. 1: The alignment between the dnaE genes of Escherichia coli and Salmonella typhimurium
was compromised by an error in the E. coli sequence. When the corrected sequence (see erratum above) is used, the
sequences align without the single-codon insertions following codons 159 and 180. In the revised alignment, there is one
additional amino acid difference between the two proteins: residue 160 appears as glutamate in E. coli and as alanine in S.
typhimurium.
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