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Volume 172, no. 3, p. 1474, Fig. 6: Further examination of the primary sequence data led to the identification of errors in
the nucleotide sequence of the bpr gene. Correction of the corresponding amino acid sequence indicated that the primary
translation product of bpr has a large C-terminal region that is removed during maturation. The correct sequence appears
below (GenBank accession no. M29035).

* * * * ft t * * * *

-199 TAA CAA ACA CAT MT TAG ACC CAT TTA m TGTT AG ATT TTA TCAm CAT
ATA TAT GEE AAT TEA ACE ACA CEA AAC EAC AAT ATC TET AAT TCA BAT TBT
CTA CAB TTA ATA TAC AGC GAT BTT CTE ACA AAC CAT TCA TTA TTA AAA BBA
EEC ACE ACA CTT m TTA AAA ABC ATE TTG AAGAAAL TALCAA A

* * * * * * * * * *

+1 ATGA6 AAA AAA AC AAAI AAC A CAZTC ATC AEC TCT UTT TTA AGT ACAETT
Het Arg Lys Lys Thr Lys AMn Arg Lea Ile Ser Ser Vai Lea Ser Thr Vai

* * * * t * * ft *

52 GTC ATC AET TCA CTBCTEm CCBEGA GCA CCC GEB CA AGC ABT AAAM TC
Hal Ile Ser Ser Lou Leu Phe Pro Ely Ala Ala Ely Ala Ser Sir Lys Vii

103 ACC TCA CCT TCT CTT AAA AAE EAB CTT CAA TCT BCE GAA TCC ATT CAA AAC
Thr Ser Pro Ser Val Lys Lys Elm Lea Bin Ser Ala Elu Ser Ile El Ason
* * * * * * * a *

154 AAM ATT TCE AGT TCA TTA AA A GAAC m AAA AA AAA GAA AM ACE ACT
Lys Ile Ser Ser Ser Lea Lys Lys Ser Phe Lys Lys Lys Eli Lys Thr Thr

* * * *tjgfl * * * *. ft *

205 m CTE ATT AAA m AAAM AT CTG GCT AAC CCA EAA AAA BCE BCA AM BCE
Phe Lei Ile Lys Phe Lys Asp Lei Ala Ash Pro Eli Lys Ala Ala Lys Ala

* * * * * *t * * . f*
256 ECT ETT AM AAA BCE AAA TCE AAB AAM CTE TCT BCC GCT AAB ACE EAA TAT

Ala Val Lys Lys Ala Lys Ser Lys Lys Let Ser Ala Ala Lys Thr Elu Tyr
* * ft * ft * * * * ft

307 CAA AAB CST TCT GCT ETT ETE TCA TCT TTA AAA ETC ACA ECC BAT EAA TCC
Gln Lys Arg Ser Ala Hal Vii Ser Sir Lem Lys Val Thr Al Asp Eli Ser

359 CAECMEAT ETC CTA AM TAC TTG AAC ACC CAG AAAEAT AAA MGAMT CCA
Eln GIn Asp Vol Leo Lys Tyr Lei Asn Thr Ein Lys Asp Lys Ely Asn Ala

409 CAC CAA ATT CAT TCT TAT TAT ETC ETE AAC BEE ATT BCT ETT CAT 6CC TCA
Asp lin Ile His Ser Tyr Tyr Vii Val Asn Ely Ile Ala Vol His Ala Sir

460 AAA GA EGTT ATEEAA AAAETEETECABm CCC MAA GTG MAA AA6 GTECU
Lys El alViet EI Lyns Vii Vii Bn Phe Pro Glu Val Eli Lys Val Leu

511 CCT AAT CAB AAA CGE CAB CU m AAG TCA TCC TCC CCA m AAT ATE AAA
Pro Asn Glu Lys Arg Eln Leu Phe Lys Ser Sir Sir Pro Phe Asn Hit Lys

ft ft ft ft ft ft ft . ft ft

562 AAAMCA CAG AAAMCT ATT AAAMCA ACT GAC BET ETC EAA TEE AATETA GAC
Lys Ala Bin Lys Ala Ile Lys Ala Thr Asp tGI Ial 61a Tap An Val Asp

613 CAA ATC GAT GCC CCA AAA GCT TGG GCA CTT GGA TAT GAT GGA ACT GGC ACE
6in lle Asm Ala Pro Lk Ala Tao Ala Lau Bin TXr Aln BGi Thr G1i TIh

ft ft ft ft ft ft ft . ft ft

664 ETT BTTGCE TCC ATT CAT ACC GGGBTG EM TBG MT CAT CCG GCA TTA AAA
Vial Ala Ser Ile Asp Thr Ely Val Elu Trp Asn His Pro Ala Lea Lys

715 GAEAM TAT CBC GGA TAT MT CCG AA AMT CCT MT GAE CCT AAM TBM
Glu Lys Tyr Arg Ely Tyr Asn Pro Elu Asn Pro Asn Eli Pro Eli Asn Elu

766 ATE AAC TEE TAT CAT BCC ETA BCA GEC EAM BCA A6C CCT TAT GAT BAT TTH
Net Asn Trp Tyr Asp Ala Val Ala Ely Eli Ala Sir Pro Tyr Asp Asp Lei

817 GCT CAT GGA ACC CAC NT ACA GGC AC6 ATG 6TEGBC TCT GM CCT GAT GGA
Ala His Gly Thr His Val Thr Ely Thr Het Val Ely Ser Elu Pro Asp Ely

968 ACA MT CAA ATC BET ETA ECA CCT EEC GCA AAA TGE ATT BCT UTT AAAM C6
Thr Ann Bin Ile Ely Vil Ala Pro Gly Ala Lys Trp Ile Ala Vol Lys Ala

919 TTC TCT MAA GATBEC GGC ACT EAT GCT EAC UTTTTG MAA GCTETT 6AA EEG
Phe Ser GlI Asp Ely Ely Thr Asp Ala Asp Ile Lea Elu Ala Ely Eli Trp

970 ETT TTA ECA CCA ME GAC BCE EM GGA MT CCC CAC CCG EM ATE ECT CCT
Val Lei Ala Pro Lys Asp Ala Gli Ely Asn Pro His Pro Eli Nat Ala Pro

1021 GAT UTT GTC MT CTCATG GA GG GC TCT GGA CTTU AT GM TGG TAC
Asp Vai Val Asn Asn Ser Trp Ely Ely Ely Ser Ely Leu Asp Glu Trp Tyr

ft ft ft ft . ft ft ft ft

1072 AGA 6AC ATE ETC AAT 6CC TEE CET BCG GCC CAT ATT TTC CCT CAB m TCA
Arg Asp Het Hal Mn Ala Trp Arg Ala Ala Asp Ile Phi Pro Bin Phe Ser

1123 BCE BEE AAT ACE EAT CTC m ATT CCC EEC EBB CCT BGT TCT ATC ECA AAT
Ala Ely AsM Thr Asp Lei Phi Ine Pro Ely Ely Pro Ely Ser Ile Ala Asn

* * t * * * * ed
1174 CCG CAAAC TAT CCA AA TCG m GCA ACT GSA GCG ACT SAT ATC AAT AAA

Pro Ala Asn Tyr Pro Elu Ser Phe Ala Thr Ely Ala Thr Asp Ile Asn Lys

1225 AAM CTC ECT GAC m TCT CTT CAA EBB CCA TCT CCA TAT EAT EAA ATA AAM
Lys Lev Ala Asp Phe Ser Lee GIs Gly Pro Sir Pro Tyr Asp Glu Ile Lys

ft ft 0 ft * ft ft ft ft ft

1276 CCG EAA ATA TCT ECA CCG EEC EU MT ATT CT TCA TCC ETT CCC BET CAB
Pro Eli Ile Sir Ala Pro Ely Va Asn Ile Arg Ser Ser Vii Pro Ely Bin

1327 ACA TAT 6AC AT BET TEE 6AC GC ACA TCA ATG GCABEG CCG CATETA TCC
Thr Tyr Eli Asp Ely Trp Asp Ely Thr Ser Nit Ala Ely Pro His Val Ser

ft ft ft ft . ft ft ft ft ft

1379 GCT GTT GCT GCA CTG CTG AAA CAG GCMAAT GCC TCA C TCT UTT GAT GAE
Ala Val Ala Ala Leo Lea Lys ln Ala Asn Ala Ser Leo Ser Val Asp E1u

1429 ATC 6EM EAT ATA THA ACC ABC ACE ECT EAA CCE CTC ACE EAT TCA ACA m
Not Eli Asp Ile Lii Thr Sir Thr Ala Eli Pro Lei Thr Asp Ser Thr Phe
ft ft ft ft ft ft ft ft ft

1480 CCT BAT TCA CCG MT AAC GGA TAT EEC CAT BET CTE GTG AAT ECT UT EAT
Pro Asp Ser Pro Aso Ason ly Tyr Ely His Ely Leu Vol Asn Ala Phe Asp

1531 GCT TA TCC 6CT 6TT ACA EAT G6A TTA BEE AM CGE AAE GA CAA ETT TCT
Ala Val Sir Ala Vii Thr Asp Ely Lea Ely Lys Ala Elu Ely GIn Hal Ser

ft ft ft . ft ft * ft ft ft

1682 ETA EM BEE EAT 6AC CAA CAB CCT CCT GTC TAT CAB CAT EAM AMAA TA ACT
Val EI Ely Asp Asp Bin 61C Pro Pro Vii Tyr Bin His 61C Lys Val Thr

1633 MAA GCT TAT EMA BET EEC ABC CTA CCA CTG ACT TTU ACA GCT MAA GAC MT
Elu Ala Tyr Elu Ely Ely Sir Leu Pro Lei Thr Leu Thr Ala Cli Asp Asn

1684 BTEAGT ETEACA TCT CTA MECTG TCC TAC M6 CTTUAT CAAM 6T GM TGG
Val Sir HAl Thr Ser Val Lys Lem Ser Tyr Lys Le Asp Bin Ely Eli Trp

ft ft ft ft ft ft ft ft ft ft ft

1135 ACA MAA ATA ACG OCT MA C6A ATC AGC GGT GAT CAT CTAAAA GA ACG TAT
Thr Gli Ile Thr Ala Lys Arg Ile Ser Ely Asp His Lev Lys Ely Thr Tyr

1766 CAG GCA GAG ATC CCA AT ATA AAA GSA ACT AM CTA AGC TAT AAG TE6 ATG
Eln Ala lu I1e Pro Asp Ile Lys Ely Thr Lys Lev Ser Tyr Lys Trp iet

ft ft ft ft ft ft ft ft ft ft

1837 ATT CAC EATm EEC BET CAT ETC UTT TCG TCT GAC ETA TAC BAT ETA ABA
Ile His Aso Phe Ely Ely His Val Vai Ser Ser Asp Vii Tyr Asp Hal Thr

ft ft ft ft ft ft ft ft ft

189 ETC AAA CCA AGC ATC ACB BCE GCA TAT AAM CAB GAC m MAA ACT ECA CCC
Vii Lys Pro Ser Ile Thr Ala Ely Tyr Lys Eln Asp Phe Eli Thr Ala Pro

1939 GGC GGC TBEEUT 6CG AGC GGA ACA AAT AAT AAC TEECM TGG GGA 6T CCE
Ely Ely Trp Val Ala Ser Ely Thr As Asn Asn Trp Elu Trp Ely Vol Pro

1998 TCA ACT GGC CCA AAT ACACA CA TCCc GA 6A AAETA TAT GSA ACMAAT
Ser Thr Ely Pro Mn Thr Ala Ala Ser Ely Eli Lys Hal Tyr Ely Thr Asn

ft ft ft ft ft ft ft ft ft ft

2041 TTH ACA GCA AAT TAT CCC MC TCA 6CA AAC ATE AAC CTT ETT ATE CCT CCT
Leu Thr Ely Asn Tyr Al Asn Ser Al Asn Het Asn Liu Val Het Pro Pro

ft ft ft ft ft ft ft ft

2092 ATTUMB CA CCTEAT TCA GGA AMT CT CCTT CAA M AAA AGC T CAC
Ile Lys Ala Pro Asp Ser Ely Ser Lei Phe Lea Bin Phe Lys Ser Trp His

ft ft ft ft ft ft ft ft ft ft

2143 MTUTA GAS GAT GATmEAT TAC GGC TAC UTTm GTT CTT CCG MAAGET
Asn Lev EIs Asp Asp Phe Asp Tyr Ely Tyr Hal Phi Vil Lea Pro Eli Ely
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2194 GM MG MT TGG GAG CAG GCT GGT GTC TAT MC GGA MG ACA TCA AGC TGG
Glu Lys Asn Trp Glu Gin Ala Gly Val Tyr Asn Gly Lys Thr Ser Ser Trp

2245 ACG GAC GM GM ATT GAT TTA TCG GCT TAT MA GGC CM MC ATT CM GTG
Thr Asp 61u Glu lie Asp Leu Ser Ala Tyr Lys Gly Gin Asn lie Gin Val

2296 ATG TUT AAC CTT CM TCT GAT GAA AGC ATT GCA AM GAG GGC TGG TAT ATT
Met Phe Asn Leu Gin Ser Asp Glu Ser lie Ala Lys Glu Gly Trp Tyr lIle

2347 GAT GAT GTA GTG CTT TCT GAC AM TCA GCC GGA MA ACA GTC MA AAG MT
Asp Asp Val Val Leu Ser Asp Lys Ser Ala Gly Lys Thr Val Lys Lys Asn

2398 MG CTG GGC GTC GAA AAG CCG TCT GGA MAG CM AAG MA MG CCA GTA MT
Lys Leu Gly Val Glu Lys Pro Ser Gly Lys Gln Lys Lys Lys Pro Val Asn

2449 CCG MA MG GCT AAG CCA TCT GCA AAC ACA GCG GTA MA CAT CAG AAC AAG
Pro Lys Lys Ala Lys Pro Ser Ala Asn Thr Ala Val Lys His Gln Asn Lys

2500 GCT ATA CAG CCT CAA GTT TTG CCG CTC MG GCA CM GTC AGT GTA GTG GM
Ala lie Gin Pro Gin Val Leu Pro Leu Lys Ala Gin Val Ser Val Val Glu

2551 ACA GGA AM TCA ACA TAT TCA GAT CM TCC ACA GGG CAG TAC ACG CTG MG
Thr Gly Lys Ser Thr Tyr Ser Asp Gin Ser Thr Gly Gin Tyr Thr Leu Lys

2602 CAC MA GCG GGA GAC TAT ACG CTT ATG GCA GAA GCA TAT GGT TAT CAG TCG
His Lys Ala Gly Asp Tyr Thr Leu Met Ala Glu Ala Tyr Gly Tyr Gin Ser

2653 AAA ACA CM MA GTA TCT TTA MG ACG GAT CAG ACG ACA CAA GCT MT m
Lys Thr Gin Lys Val Ser Leu Lys Thr Asp Gin Thr Thr Gin Ala Asn Phe

2704 ACG TTA GM GAG ATG MG MG GGC ACA TTA MA GGC ACG GTC ATC AAT MA
Thr Leu Glu Glu Met Lys Lys Gly Thr Leu Lys Gly Thr Val lie Asn Lys

2755 ACG ACA GGA GAG CCG GTA ACA GGC GCT TCC GTT TAT GTT GTA GAG GAT GCT
Thr Thr Gly Glu Pro Val Thr Gly Ala Ser Val Tyr Val Val Glu Asp Ala

2806 GCG GTG GAA CCG GCT ATG ACA MC GAC MA GGT GAA TAT ATG CTG GAG 6CC
Ala Val Glu Pro Ala Met Thr Asn Asp Lys Gly Glu Tyr Met Leu Glu Ala

**. *

2657 TAT GM GGC GCT TAT ACG ATT MA GTC GCT GCA CCG GGT TAT TAC AMT GAT
Tyr Glu Giy Ala Tyr Thr lie Lys Val Ala Ala Pro Gly Tyr Tyr Ser Asp

2908 GAA m TCC GTT GAG TTA AAA GGT GAT GTT ACA A GAM ACT GCA TTG AAG
Glu Phe Ser Val Glu Leu Lys Gly Asp Val Thr Lys Glu Thr Ala Leu Lys

2959 CCT TTC GTC GGT TAT CCG GGT GM ATT GCA TAT GAT GAC GGA ACA GCG GAG
Pro Phe Val Gly Tyr Pro Gly Glu lie Ala Tyr Asp Asp Gly Thr Ala Glu

3010 MT GCC MT TCC TAT TTT GCT 6CC GGT AAC GGA TGG GCG GTA MA ATG ACG
Asn Ala Asn Ser Tyr Phe Ala Ala Giy Asn Gly Trp Ala Val Lys Met Thr

3061 CTC GCT GAC GGC AAG GAC MA GGC ATG CTT ACA GGA GGG CTG TTC AGA TTC
Leu Ala Asp Gly Lys Asp Lys Gly Met Leu Thr Gly Giy Leu Phe Arg Phe

3112 TGG GAT ACA GAG TTC CCT GAT CCG GGC GGC ACA GAG m MG GTT GAG GTA
Trp Asp Thr Glu Phe Pro Asp Pro Giy Giy Thr Glu Phe Lys Val Glu Val

* 0*0* . * *

3163 TAC GAT GCC ACA GGA MA GAC GGA GCA CCG GGC MG MA ATT GCA GGG CCA
Tyr Asp Ala Thr Gly Lys Asp Gly Ala Pro Gly Lys Lys lie Ala Gly Pro

3214 m AAC GCG GM GCT CTT CGC MT GGC GAG TGG ACT MG GTA GAT CTC AGT
Phe Asn Ala Glu Ala Leu Arg Asn Giy Glu Trp Thr Lys Val Asp Leu Ser

3265 TCA AAA GGG ATT ATG GTC GAT AAA GAT m TAT CTC GTA TAT ATC CAM TCG
Ser Lys Gly lie Met Val Asp Lys Asp Phe Tyr Leu Val Tyr lie Gln Ser

3316 AAA CCT GAT CCG TAT TCA CCT GGA TTG GCA ATG GAT GAA ACC GGC CAG AAT
Lys Pro Asp Pro Tyr Ser Pro Gly Leu Ala Met Asp Glu Thr Gly Gln Asn

*0 * * t . * *

3367 TCC GGC CGC AAC TGG CAM TAT ATA GAT GGA AAG TGG CAG CCA GGT GAC AAA
Ser Gly Arg Asn Trp Gin Tyr lie Asp Gly Lys Trp Gin Pro Gly Asp Lys

3418 GCG GAT GGC AAC TAT ATG ATT CGC GCA TTA GTT GAT TAT GAM GCT GCT GTA
AVa Asp Gly Asn Tyr Met lie Arg Ala Leu Val Asp Tyr Glu Ala Ala Val

3469 CCT GAG ATT ACT TCA CCG ACA GAC AAA TCA TAC ACA AAT AAG GAT AGC GTC
Pro Glu lie Thr Ser Pro Thr Asp Lys Ser Tyr Thr Asn Lys Asp Ser Val

* ** * * * * * *

3520 ACT GTA AMA GA AAC GCT TCT CCT GGC ACA ACG GTA CAC ATT TAT AAT GGA
Thr Val Lys Gly Mn Ala Ser Pro Gly Thr Thr Val His lie Tyr Asn Gly

3571 GAG AAA GAA GCA GGA GAA ACG AAA GCT GCT GCG GAT GGC ACG TTC CAT GCA
Glu Lys Glu Ala Gly Glu Thr Lys Ala Ala Ala Asp Gly Thr Phe His Ala

3622 GGC ATC ATA CTC AAC AAG GGT GAA AAT GAG CTG ACG GCA ACT GCA TCA ACT
Gly lie lie Leu Mn Lys Gly Giu Asn Glu Leu Thr Ala Thr Ala Ser Thr

3673 GAC MC GGA ACA ACA GAT GCC TCC AGC CCA ATC ACG GTC ACG CTT GAT CAA
Asp Asn Gly Thr Thr Asp Ala Ser Ser Pro lie Thr Val Thr Leu Asp Gin

3724 GAA AAG CCT GMA TTA ACA CTG GAC AAT CCA AAG GAT GGC GGG AAA ACA AAT
Glu Lys Pro Glu Leu Thr Leu Asp Asn Pro Lys Asp Gly Gly Lys Thr Asn

3775 AAA GAA ACG CTG ACT GTC AAA GGG GCT GTA TCC GAT GAC MT CTG AAA GAC
Lys Glu Thr Leu Thr Val Lys Gly Ala Val Ser Asp Asp Asn Leu Lys Asp

* * 00** *

3826 GTC AMG GTG AAT GGC AAA AAA GCA ACA GTA GCT GAT GGT TCA TAC TCA GCC
Val Lys Val Asn Gly Lys Lys Ala Thr Val Ala Asp Gly Ser Tyr Ser Ala

3877 CGT ATT CTT TTG GAA AAT GGA AGA AAT GAA ATC AAG GTA ATT GCT ACA GAC
Arg lie Leu Leu Glu Asn Gly Arg Asn Glu lie Lys Val lie Ala Thr Asp

* *0 * * 0* * * *

3928 TTG GCA GGC AAC AM ACG ACG AAA AAG ACA GTC ATT GAT GTG AAC m GAC
Leu Ala Gly Asn Lys Thr Thr Lys Lys Thr Val lie Asp Val Asn Phe Asp

3979 AAG CCT GTC ATT TCC GGC TTA ATT CCG GGA GAG GAT AM AAC TTA AAA GCC
Lys Pro Val lie Ser Gly Leu lie Pro Gly Glu Asp Lys Asn Leu Lys Ala

* 00* * 0* * * *

4030 GGT GAA TCT GTG AAA ATC GCT TTC TCA AGC GCT GAG GAT TTA GAT GCA ACG
Gly Glu Ser Val Lys lie Ala Phe Set Ser Ala Glu Asp Leu Asp Ala Thr

4081 m ACC ATT CGT ATG CCG CTG ACC AMT GCA AGA GCG AGT GTG CAA AAT GCC
Phe Thr Ile Arg Met Pro Leu Thr Asn Ala Arg Ala Ser Val Gln Asn Ala

4132 ACC GAA CTC CCG TTA AGA GAA ATC TCT CCG GGG AGA TAT GAA GGC TAT TGG
Thr Glu Leu Pro Leu Arg Glu lie Ser Pro Gly Arg Tyr Glu Gly Tyr Trp

4183 ACT GCC ACT TCT TCT ATT AAA GCA AAA GGA GCA AAA GTA GAA GTG ATC GTC
Thr AVa Thr Ser Ser lie Lys Ala Lys Gly Ala Lys Val Glu Val lie Val
* * 0* * * 0* 0* * *

4234 CGA GAT GAT TAT GGA AAT GAA ACA AGA AAA ACT GCG AAT GGA AM CTT AAT
Arg Asp Asp Tyr Gly Asn Glu Thr Arg Lys Thr Ala Asn Gly Lys Leu Asn

4285 ATG AAC ACA GAA AAT TM
Met Asn Thr Glu Mn Stop

GTG GAA AMA MG CTG CCG TCA TTG GCA GCT m m ATA TCC TCT CAT TAT
ACT TCC TCG ACA AAT TM GCA GAT TTC CCT GM AM TTG TAT TTT CCT CTC
AAC ATT AAT TGA CAG ACT TTC CCA CAG AGC TTG CTT TAT ACT TAT GAA GCA
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Volume 171, no. 12, p. 6590, Table 5, columns 1 and 2, headings: "Donor" should read "Recipient"; "Recipient" should
read "Donor."

Page 6590, Table 5, column 5, line 5: "2 (6/48)" should read "0 (0/48)."
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