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Corrected values of �S and Ka were plotted in Figure 1B, not residuals, as reported in the text. Similarly,
corrected values of Ka were plotted in Figure 2. ��Corrected values’’ should also be substituted for ��residuals’’
throughout the text in references to Figures 1B and 2. The author apologizes for any inconvenience these
errors may have caused other investigators in the field.
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