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Abstract

The objective of this study was to determine whether porcine reproductive and respiratory syndrome virus (PRRSV) could be
transmitted to naive pigs by mosquitoes following feeding on infected pigs. During each of 4 replicates, mosquito-to-pig contact
took place on days 5, 6, and 7 after PRRSV infection of the donor pig. A total of 300 mosquitoes [Aedes vexans (Meigen)] were
allowed to feed on each viremic donor pig, housed in an isolation room. After 30 to 60 s, feeding was interrupted, and the
mosquitoes were manually transferred in small plastic vials and allowed to feed to repletion on a naive recipient pig housed
in another isolation room. Prior to contact with the recipient pig, the mosquitoes were transferred to clean vials. Swabs were
collected from the exterior surface of all vials, pooled, and tested for PRRSV. Separate personnel handled the donor pig, the
recipient pig, and the vial-transfer procedure. Transmission of PRRSV from the donor to the recipient pig occurred in 2 out of
4 replicates. The PRRSV isolated from the infected recipient pigs was nucleic-acid-sequenced and found to be 100% homolo-
gous with the virus used to infect the donor pigs. Homogenates of mosquito tissues collected in all replicates were positive by
either polymerase chain reaction or swine bioassay. All control pigs remained PRRSV negative, and PRRSV was not detected
on the surface of the vials. This study indicates that mosquitoes (A. vexans) can serve as mechanical vectors of PRRSV.

Résumeé

Afin de déterminer si le virus du syndrome respiratoire et reproducteur porcin (PRRSV) pouvait étre transmis par des moustiques de porcs
infectés a des porcs immunologiquement naifs, des contacts moustique-porc ont été permis aux jours 5, 6 et 7 suivant l'infection d’un porc
donneur lors de 4 réplications de I'expérience. Un total de 300 moustiques (Aedes vexans) purent se nourrir sur le porc donneur
virémique gardé dans une piece en isolement. Le repas des moustiques fut interrompu apres 30 a 60 secondes et les moustiques transférés
manuellement dans de petits pots de plastique. Les moustiques purent continués leur repas jusqu’a satiété en se nourrissant sur un porc
receveur immunologiquement naif gardé en isolement dans une autre piece. Avant le contact avec le porc receveur les moustiques
furent transférés dans des contenants propres. La surface extérieure de tous les contenants fut écouvillonnée et les écouvillons mis ensemble
et testés pour la présence de PRRSV. La manipulation du porc donneur, du porc receveur et de la procédure de transfert des contenants furent
effectuées par du personnel différent. La transmission du PRRSV du porc donneur au porc receveur s'est produite en 2 occasions lors des
4 tentatives. La séquence de I'acide nucléique du PRRSV isolé des porcs receveurs infectés était homologue a 100 % a celle du virus utilisé
pour infecter le porc donneur. Des homogénats de tissus de moustiques prélevés lors des différentes réplications se sont avérés positifs pour
la présence du PRSV par réaction d’amplification en chaine par la polymérase ou par bio-essai chez le porc. Tous les porcs témoins sont demeurés
négatifs a la présence de PRRSV et aucun virus ne fut détecté a partir de I'extérieur des contenants utilisés. Les résultats obtenus démon-
trent que les moustiques peuvent servir de vecteur mécanique au PRRSV.

(Traduit par D" Serge Messier)
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routes. Potential routes that have not been explored include insects.
Insects have long been known to serve as mechanical or biologic
vectors for certain swine pathogens (6-9). Currently used methods
of biosecurity, such as shower in/out, personnel downtime (no swine
contact for 48 to 72 h before entering the farm), quarantine and test-
ing of incoming stock, and bird-proofing of facilities, do not regu-
late the entry of insects into swine herds. Since PRRSV infection
results in prolonged viremia in infected pigs (10), and since blood-
borne transmission of PRRSV by contaminated needles has
been proven (4), it was hypothesized that insects, particularly
hematophagous species such as mosquitoes, may be vectors of
PRRSV. Additionally, mosquitoes are commonly observed in swine
farms during the summer and are ubiquitous in tropical pig-raising
regions.

Recently we documented that mosquitoes (Aedes spp.) can harbor
homologous, infectious PRRSV following feeding upon viremic
pigs raised under commercial farm conditions (11). During this
investigation, approximately 550 mosquitoes were collected from a
farm experiencing an acute outbreak of PRRS. Mosquitoes were
pooled (30 mosquitoes/pool), and PRRSV nucleic acid was detected
by polymerase chain reaction (PCR) in 1 out of 22 mosquito pools.
The open reading frame (ORF) 5 region of the nucleic acid was
sequenced and found to be 100% homologous with the same region
in the PRRSV isolated from pigs during the acute outbreak. The
supernatant from the PCR-positive sample was tested by swine
bioassay and was also found to contain infectious PRRSV. Following
inoculation, the bioassay pig produced PRRSV antibodies, as
detected by enzyme-linked immunosorbent assay (ELISA), and
the serum was positive for PRRSV by PCR and virus isolation (VI).
Nucleic acid sequencing of the ORF 5 region of the PRRSV iso-
late’s nucleic acid indicated 100% homology with the PRRSV pre-
viously recovered from the commercial swine and the mosquito
homogenate.

Although the results from that investigation indicated that
homologous infectious PRRSV could be transferred from viremic
pigs to mosquitoes, they did not prove that mosquitoes can trans-
mit PRRSV from infected to naive pigs. Therefore, we conducted a
study to evaluate whether PRRSV could be transmitted to naive pigs
by mosquitoes following feeding on infected pigs under experimental
conditions.

Materials and methods

Infection model

Twelve 6-wk-old pigs were purchased from a farm known to be
PRRSV negative on the basis of 7 years of diagnostic data and the
absence of clinical signs of PRRS. The study design consisted of
4 replicates, each replicate involving 3 pigs. Each pig was housed in a
separate room at the isolation facility of the University of Minnesota
College of Veterinary Medicine. This facility consisted of a series
of rooms that were ventilated separately and contained individual
slurry pits, which prevented cross-contamination of pathogens
between rooms. Upon arrival at the facility, all animals were blood-
tested to ensure a PRRSV-naive status. During the study period, all
pigs were cared for under the guidelines of University of Minnesota

Figure 1. Method of mosquito containment during the manual vector-
transmission protocol: a plastic transfer vial containing an individual
mosquito is fastened with masking tape over the dorsal surface of the pig;
the mosquito has access to the pig’s skin through a nylon screen fixed to
the bottom of the vial.

Institutional Animal Care policies. To initiate each replicate, 1 pig
was intranasally inoculated with 5 mL of cell culture fluid con-
taining a total dose of 10* TCID,; of a field isolate (MN-30100) of
PRRSV (12). The inoculated pig was designated as the donor pig. The
remaining 2 pigs were not inoculated and served as the recipient pig
and the protocol-control pig, respectively.

Source of mosquitoes

Mosquitoes were trapped (indoors and outdoors) at a PRRSV-
positive commercial swine farm in Minnesota, using a CO -baited
CDC light trap (13). The PRRSV strain on the farm had been pre-
viously determined to be 100% homologous with the strain used to
infect the donor pigs in this study. Mosquitoes were collected 3 d
prior to the initiation of each replicate. They were placed into
humidified incubation cages at 27°C and kept alive with sucrose
solution. Then, 50 randomly sampled mosquitoes (approximately
1% of the population collected) were classified by genus and species
and tested to ensure the absence of PRRSV.

Mosquito-transmission protocols

Mosquito-to-pig contact took place on days 5, 6, and 7 after
inoculation of the donor pig. This period was selected on the basis
of both published data and our experience indicating that the peak
of PRRSV viremia in nursery-age pigs occurred at this time (4,5,10).
To attempt transmission of PRRSV by mosquitoes from the donor
to the recipient pig, a manual vector-transmission protocol was
applied (14) (Figure 1). This method had previously been used to
study transmission of bovine leukosis virus from infected to sus-
ceptible cattle by stable flies (Stomoxys calcitrans). The pigs were con-
sciously restrained in a Panepinto sling (Asset Inventory project,
University of Minnesota, St. Paul, Minnesota, USA), and trans-
parent plastic screw-cap vials (3 cm in diameter, 5 cm in height), each
containing an individual mosquito, were fastened with masking tape
(Highland 2600 tape; 3M Company, St. Paul, Minnesota, USA)
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Table 1. Diagnostic data for the pigs and the mosquito homogenates in a study of
transmission of porcine reproductive and respiratory syndrome virus (PRRSV)

Donor pigs Recipient pigs Mosquito homogenates
Replicate no. PCR VI ELISA PCR VI ELISA PCR VI ELISA
1 + + + - - - Suspect - +3
2 + + + - - - Suspect - +3
3 + + + +2 + + - — +a
4 + + + +2 + + +a - NT

PCR = polymerase chain reaction; VI = virus isolation; ELISA = enzyme-linked immunosorbent assay;
+ = positive results recorded during 21-d study period; — = negative results recorded during 21-d

study period; NT = not tested

@ samples in which the virus had 100% homology in the open reading frame 5 region of its nucleic
acid with the PRRSV isolate used to infect the donor pigs

over the dorsal surface of the pig. The vials had on the bottom a
nylon screen with 64 holes per cm?, each hole being 1 mm in diam-
eter, which allowed the mosquito access to the pig’s skin.

During each replicate, 300 mosquitoes, 100 per day, were allowed
to feed for 30 to 60 s on the donor pig. Non-feeding mosquitoes were
discarded and not included in the daily count. Following the obser-
vation of insertion of the mosquito proboscis and initiation of
abdominal swelling, feeding was interrupted by removing the vial
from the back of the pig. The vials were transferred to a neutral site
and the mosquitoes transferred to new, alcohol-disinfected vials prior
to delivery to the recipient pig’s room. The neutral transfer area was
separate from the donor and recipient isolation rooms, and the
vial transfer procedure took approximately 30 s per vial. The person
carrying out the transfer did not contact the donor pig or the recip-
ient pig at any time. Immediately following transfer of the vials to
the recipient pig’s room, the mosquitoes were allowed to feed to
repletion on the recipient pig. Following the cessation of feeding,
vials containing blood-fed mosquitoes were immediately placed on
dry ice and submitted for PRRSV testing.

Extensive effort was made to rule out the possibility of non-
mosquito transmission of PRRSV. To ensure that the vials that
contacted the recipient pig were not contaminated with PRRSV
from the donor pig, swabs (Dacron fiber-tipped plastic applicator
swabs; Fisher Scientific Company, Hanover Park, Illinois, USA)
were collected from the exterior surface of the vials containing
the mosquitoes that contacted the recipient pig and tested for
PRRSV. Additionally, on days 5, 6, and 7 after infection of the
donor pig in each replicate, a protocol-control procedure was con-
ducted to determine if contamination could occur by means of the
transfer process. The identical procedure of transferring vials from
the donor to the recipient pig was carried out; however, the vials
were empty, and the negative-control pig, housed in a separate room,
was used. This procedure was conducted prior to any contact with
the donor pig or the recipient pig.

Sampling and diagnostic analysis

During each replicate, the donor pig was bled on each expo-
sure day (days 5, 6, and 7 postinfection) to document PRRSV
viremia. Blood was collected from the recipient pig on days 7, 14, and
21 postexposure to monitor its PRRSV-infectious status. Day 5
after infection of the donor pig was equal to day 0 after exposure of
the recipient pig. The protocol-control pig was bled at the beginning

and the end of each replicate. All blood-fed mosquitoes collected on
each exposure day were pooled in sterile tubes (BD Falcon; Becton
Dickinson and Company, Franklin Lakes, New Jersey, USA) con-
taining 3 mL of minimum essential medium (MEM). The pooled
mosquitoes were compressed against the tube wall with sterile
swabs and centrifuged at 6500 rpm for 5 min, then the supernatant
was tested for PRRSV. Swabs from the exterior surface of the vials
that contacted the recipient pig were immediately placed into ster-
ile tubes containing 3 mL of MEM, pooled according to exposure day,
and tested for PRRSV.

All serum samples from the pigs, mosquito homogenates, and
swabs from the vials were tested twice for PRRSV nucleic acid by
reverse transcriptase PCR (RT-PCR), with the TagMan RT-PCR
assay (Perkin-Elmer Applied Biosystems, Foster City, California,
USA) (15). For samples to be considered positive, PRRSV nucleic acid
had to be detected in both tests. Samples with only 1 positive reac-
tion were considered suspect. All samples were tested for viable
PRRSV by VI with the use of MARC-145 cells and porcine alveolar
macrophages (16). Samples from the recipient pigs and the mosquito
homogenates that were positive for PRRSV by PCR or VI were
nucleic-acid-sequenced to compare the ORF 5 region with that of the
virus used to infect the donor pig (17). Serum was tested for PRRSV
antibodies by the IDEXX ELISA (IDEXX Laboratories, Westbrook,
Maine, USA) (18). Mosquito homogenates and swabs collected
from the vials that were not positive by either PCR or VI were
pooled by replicate and tested for the presence of infectious PRRSV
by swine bioassay (7).

All the animals were determined to be seronegative for PRRSV by
ELISA prior to the initiation of each replicate, and PRRSV was not
detected by PCR, VI, or swine bioassay in randomly sampled mos-
quitoes from the swine farm. The majority (96%) of the mosquitoes
collected from the farm were classified as A. vexans (Meigen).
Diagnostic data for the donor pigs, the recipient pigs, and the
mosquito homogenates are summarized in Table I. PRRSV viremia
was detected in the donor pig on each exposure day (days 5, 6, and
7 postinfection) during all 4 replicates by PCR and VI. Transmission
of PRRSV from the donor to the recipient pig was demonstrated
in replicates 3 and 4: the recipient pigs in replicates 3 and 4
were positive by PCR and VI on day 7 postexposure and by ELISA
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on day 14. PRRSV isolated from the recipient pig in replicates 3
and 4 was 100% homologous (by sequencing of the ORF 5 region of
the nucleic acid) with the virus used to infect the donor pig.

The mosquito homogenate from replicate 4 was PCR positive, and
nucleic-acid-sequencing of the ORF 5 region of the virus from this
sample indicated 100% homology with the virus used to infect the
donor pig. Homogenates from replicates 1 and 2 were PCR suspect
but positive by swine bioassay. The homogenate from replicate 3 was
PCR negative; however, it too was positive by swine bioassay.
The ORF 5 region of the nucleic acid of the virus isolated by swine
bioassay in replicates 1, 2, and 3 was 100% homologous with that of
the virus used to infect the donor pig. All the homogenates were
negative by VI. All swabs collected from the exterior surface of the
transfer vials were negative by PCR, VI, and swine bioassay. The
protocol-control pigs remained negative by PCR, VI, and ELISA
during the entire study.

This is the first report documenting transmission of PRRSV by
mosquitoes under experimental conditions. Our data clearly demon-
strate that PRRSV can be mechanically transmitted to naive pig by
mosquitoes (A. vexans) with a manual vector-transmission protocol.
These results support our previous recovery of PRRSV from mos-
quitoes that were allowed to feed on PRRSV-infected commercial
swine (11) and indicate that mosquitoes (A. vexans) could con-
tribute to horizontal transmission of PRRSV among pigs within
infected commercial farms. Although it is not known whether
A. vexans and other mosquitoes can serve as a source of PRRSV trans-
mission between farms, their capacity for traveling extended dis-
tances (2.5 to 10 km) and for multiple blood-feedings in their life (19),
along with their ability to harbor and transmit PRRSV, may support
this theory. PRRSV nucleic acid was detected by PCR in the mosquito
homogenate from replicate 4, and the homogenates from repli-
cates 1 and 2 were PCR suspect. The homogenate from replicate 3
was negative by PCR and VI, yet positive by swine bioassay.
Although the PCR assay used in this study (TagMan RT-PCR)
is highly sensitive, its inability to detect PRRSV in mosquito
homogenates must be considered and has been hypothesized to be
due to inhibition by the presence of residual heme pigments or other
impurities found in insects (20). We attempted to overcome this prob-
lem through the use of multiple diagnostic tests, including swine
bioassay, to enhance the accuracy of our results.

During the design of the study, a perceived risk involved in
the manual vector-transmission protocol was the possibility of
PRRSV infection of the recipient pigs by contaminated personnel,
fomites, or transfer vials. We attempted to minimize this risk by
using designated personnel, a protocol-control procedure, and the
testing of transfer vials for residual PRRSV. During each repli-
cate, separate personnel were designated to handle the donor pig,
the recipient pig, or the vial-transfer procedure. All swabs collected
from the exterior surface of the vials that contacted the recipient pigs
were PRRSV negative by PCR, VI, and swine bioassay. The fact that
the protocol-control pigs remained negative throughout the study
suggests that the transfer protocol was not a mechanical means of
contamination.

Although we demonstrated transmission in 2 out of 4 replicates,
this study was not designed to measure the frequency of the
observed events, and the quantity of PRRSV within an individual
mosquito was not calculated. Therefore, no conclusions can be
drawn regarding the probability of transmission of PRRSV by an
individual mosquito, the minimum number of mosquitoes required
to infect a naive pig, or the dose of PRRSV-infected blood that an
individual mosquito must consume for transmission to occur. The
reason transmission did not occur in replicates 1 and 2, despite detec-
tion of the virus in the mosquito homogenates by swine bioassay, is
unknown. Possible explanations are that a sufficient quantity of the
virus was not present within the mosquitoes that contacted the
recipient pigs. The methods used to detect PRRSV in this study were
not quantitative; therefore, again, no conclusion can be made
regarding the amount of virus that the mosquitoes must carry to
infect naive pigs.

The source of the mosquitoes used for this study was a commercial
swine farm. We preferred to use wild mosquitoes collected from a
commercial swine setting, rather than laboratory-colonized mos-
quitoes, to better represent species of mosquitoes found under
field conditions. In fact, A. vexans is the most commonly seen mos-
quito in the midwestern United States (Moon, unpublished data).
However, the use of wild mosquitoes had certain limitations,
including the inability to standardize the age of the mosquitoes.
The source farm was PRRSV positive. We selected it because of con-
venient access, the fact that we had been observing tremendous num-
bers of mosquitoes both inside and outside the facility, and the fact
that the facility was mechanically ventilated. Additionally, the
virus isolated from the farm had been found to be 100% homologous
(in the ORF 5 region of its nucleic acid) with the virus used for this
study. Our selection of the source farm might be considered a
limitation, since the virus isolated from the infected recipient pigs
could have originated from the farm. However, clinical signs, such
as coughing, fever, and depression, were not observed in any pigs
housed on the farm, and viremia was not detected by PCR or VIin
any pigs tested during the collection of mosquitoes. Furthermore,
prior to initiation of each replicate, the collected mosquitoes were
housed in the laboratory for 3 d, and representative samples
(50 insects per replicate) were found to be negative by PCR, VI, and
swine bioassay. Therefore, we feel that it is very unlikely that the
mosquitoes contained PRRSV when collected.

An important consideration when designing this study was the
welfare of the pigs while they were in contact with the mosquitoes.
During this period, the pigs were consciously restrained for approx-
imately 2 h in Panepinto slings, which were specifically designed for
surgical procedures. The pigs were upright, and the leg openings in
the slings were lined with soft cloth to avoid irritation. A small fan
propelled fresh air onto the pig’s face, and the animals were fre-
quently removed for exercise throughout the mosquito-contact
period. They were given treats and fruit juice, and they appeared to
be very comfortable in the slings, several falling asleep during
the procedure. Finally, despite the numerous mosquito bites on the
dorsal surface of the pigs, evidence of pruritus or secondary staphy-
lococcal infection was not observed.

In conclusion, our results indicate that PRRSV can be mechanically
transmitted from infected to naive pigs by mosquitoes (A. vexans).
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This study did not address the question whether mosquitoes could
also serve as biologic vectors of PRRSV. This virus is a member of
the order Nidovirales, family Arteriviridae, genus Arterivirus (21).
Although it is unlikely that Arterivirus members can replicate
within insects (22), further studies are needed to determine whether
PRRSV has a potential to replicate within A. vexans or any other mos-
quitoes and to evaluate the role of mosquitoes in the transmission
of PRRSV throughout commercial swine-producing areas.

Acknowledgments

We thank the National Pork Board, the Minnesota Pork Producers
Association, and Genetiporc for financially supporting the project.

1. Dee SA, Joo HS, Polson DD, Marsh WE. Evaluation of the
effects of nursery depopulation on the profitability of 34 pig
farms. Vet Rec 1997;140:498-500.

2. Dee SA, Joo HS, Pijoan C. Controlling the spread of PRRS virus
in the breeding herd through management of the gilt pool.
Swine Health Prod 1994;3:64-69.

3. Christopher-Hennings ], Nelson EA, Hines R], et al. Persistence
of porcine reproductive and respiratory syndrome virus in
serum and semen of adult boars. ] Vet Diagn Invest 1995;7:
456-464.

4. Otake S, Dee SA, Rossow KD, Joo HS, Deen ], Molitor TW.
Transmission of porcine reproductive and respiratory syn-
drome virus by needles. Vet Rec 2002;150:114-115.

5. Otake S, Dee SA, Rossow KD, Joo HS, Deen ], Molitor TW.
Transmission of porcine reproductive and respiratory syn-
drome virus by fomites (boots and coveralls). Swine Health Prod
2002;10:59-65.

6. Tidwell MA, Dean WD, Combs GP, Anderson DW, Cowart
WO, Axtell RC. Transmission of hog cholera virus by horseflies
(Tabanidae: Diptera) Am ] Vet Res 1972;33:615-622.

7. Stewart WC, Carbrey EA, Jenney EW, Kresse JI, Snyder ML,
Wessman S]. Transmission of hog cholera virus by mosqui-
toes. Am ] Vet Res 1972;36:611-614.

8. Gough PM, Jorgenson RD. Identification of porcine transmissible
gastroenteritis virus in house flies (Musca domestica Linneaus).
Am ] Vet Res 1983;44:2078-2082.

9. Medvecky I, Kovacs L, Kovacs F, Papp L. The role of the house-
fly, Musca domestica, in the spread of Aujeszky’s disease
(pseudorabies). Med Vet Entomol 1988;2:81-86.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

Yoon IJ, Joo HS, Christianson WT, Morrison RB, Dial GD.
Persistent and contact infection in nursery pigs experimen-
tally infected with porcine reproductive and respiratory syn-
drome virus. Swine Health Prod 1993;1:5-8.

Otake S, Dee SA, Rossow KD, Moon RD, Pjjoan C. Transmission
of porcine reproductive and respiratory syndrome virus by
mosquitoes (Culicidae). Proc 82nd Conf Res Workers Anim Dis
2001:167.

Bierk MD, Dee SA, Rossow KD, et al. Diagnostic investigation
of chronic porcine reproductive and respiratory syndrome
virus in a breeding herd of pigs. Vet Rec 2001;148:687-690.
Newhouse VF, Chamberlain RW, Johnson JG, Sudia WD. Use of
dry ice to increase mosquito catches of the CDC miniature
light trap. Mosquito News 1966,26:30-35.

Weber AF, Moon RD, Sorensen DK, et al. Evaluation of the
stable fly (Stomoxys calcitrans) as a vector of enzootic bovine
leukosis. Am ] Vet Res 1988;49:1543-1549.

Molitor TW, Tune KA, Shin J, Collins J, Kapur V. Applications
of TagManTM PCR in the detection of porcine reproductive
and respiratory syndrome virus. Proc Allen D. Leman Conf
1997:173-175.

Bautista EM, Goyal S, Yoon IJ, Joo HS, Collins JE. Comparison
of porcine alveolar macrophages and CL 2621 for the detection
of porcine reproductive and respiratory syndrome virus (PRRSV)
and anti-PRRSV antibodies. ] Vet Diagn Invest 1993;5:163-165.
Murtaugh MP, Elam MR, Kakach LT. Comparison of the struc-
tural protein coding sequences of the VR-2332 and Lelystad virus
strains of the PRRS virus. Arch Virol 1995;140:1451-1460.
Snyder ML, Mermer B, Anderson PR, Wensvoort G, Hill HT.
Evaluation data for an immunological ELISA for PRRS. Proc 2nd
Int Symp PRRSV 1995:15.

Clements AN. The Biology of Mosquitoes. Vol. 2: Sensory
Reception and Behavior. New York; CABI Publishing, 1999:
319-332.

Sparagano OAE, Allsopp MTEP, Mank RA, Rijpkema JV,
Figueroa JV, Jongejan F. Molecular detection of pathogen DNA
in ticks (Acari: Ixodidae): a review. Exp Appl Acarol 1999;23:
929-960.

Cavanagh D. Nidovirales: a new order comprising Coronoviridae
and Arteriviridae. Arch Virol 1997;142:629-633.

Buriki F, Aspock H, Kunz C. Failure to propagate equine arteri-
tis virus in an Aedine and an Anopheline mosquito species.
Zentralbl Bakteriol Parasitenkd Infekt Hyg Erste Abtg 1972;219a:
109-111.

The Canadian Journal of Veterinary Research

195



