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CCAAT/enhancer-binding protein alpha (C/EBPa) is expressed in postmitotic, differentiated adipocytes and
is required for adipose conversion of 3T3-L1 cells in culture. Temporal misexpression of C/EBPa in undif-
ferentiated adipoblasts leads to mitotic growth arrest. We report here that growth arrest- and DNA damage-
inducible gene 45 (gadd45) is preferentially expressed in differentiated 3T3-L1 adipocytes similar to phenotype-
associated genes. Furthermore, C/EBPa transactivates a reporter plasmid containing 1.5 kb of the gadd45
promoter region. The proto-oncogene myc, which inhibits adipocyte differentiation, abrogates C/EBPa activa-
tion of gadd45. gadd45 is known to be a target of the tumor suppressor p53 in a G1 checkpoint activated by DNA
damage. Immunoprecipitation of radiolabeled proteins with conformation-specific antibodies revealed that
wild-type p53 is expressed throughout 3T3-L1 adipocyte development, including the postmitotic period char-
acterized by the accumulation of gadd45 and C/EBPa. A stable 3T3-L1 subline was engineered to express a
dominant negative p53, human p53143ala. The p53143ala subline differentiated to adipocytes and showed ap-
propriate developmental expression of gadd45. These findings suggest that postmitotic growth arrest is coupled
to adipocyte differentiation via C/EBPa stimulation of growth arrest-associated and phenotype-associated
genes.

Control of mitotic cell growth is paramount to animal de-
velopment and the regulation of regenerating cell populations
in adults. Mitotic growth control involves the establishment of
both reversible and irreversible growth arrest states. Reversible
growth arrest in response to such stimuli as serum deprivation,
contact inhibition, and DNA damage has been well studied in
cultured cells (12, 28). Irreversible growth arrest states can also
be studied in culture. Human diploid fibroblasts enter an irre-
versible growth arrest state, senescence, after limited mitotic
growth in culture (34). Irreversible growth arrest is also a
hallmark of terminal differentiation. Leukemic cell lines can be
induced to differentiate in culture and show a concomitant loss
of proliferative capacity (1). Similarly, pluripotent, fibroblast-
like cell lines, including myoblast and adipoblast cell lines, that
exhibit an irreversible growth arrest state accompanying cellu-
lar differentiation have been established (16, 22).
We have been studying growth arrest during adipose con-

version of 3T3-L1 cells (33). 3T3-L1 cells can be propagated as
adipoblasts and induced to enter reversible growth arrest states
in response to serum deprivation and contact inhibition (31).
In addition, 3T3-L1 cells can be induced to differentiate to
adipocytes through appropriate hormonal stimulation (35).
3T3-L1 cells require the transcription factor CCAAT/enhanc-
er-binding protein alpha (C/EBPa) (25, 30) to differentiate.
C/EBPa has been shown to transactivate the promoters of
several adipocyte-specific genes (8). Temporal misexpression
of C/EBPa in logarithmically growing adipoblasts results in
mitotic growth arrest independent of adipogenesis (36). Nota-
bly, mitotic growth inhibition by C/EBPa requires the same
functional domains as transcriptional activation (36). These
observations led us to speculate that C/EBPa may activate
growth arrest-associated genes in addition to phenotype-asso-
ciated genes in postmitotic adipocytes (36).
Freytag observed that overexpression of the proto-oncogene

myc inhibits 3T3-L1 differentiation (14). Furthermore, myc
overexpression precludes 3T3-L1 cells from establishing an
irreversible growth arrest state (14). myc inhibition of differ-
entiation can be overcome by enforced expression of C/EBPa
(15). Freytag and Geddes interpreted the latter observation to
suggests that C/EBPa-driven adipogenesis is opposed by myc-
mediated proliferative potential (15). Our discovery of the
antimitotic activity of C/EBPa suggest a more direct antago-
nism between the two transcription factors: C/EBPa stimulates
postmitotic growth arrest, while myc sustains proliferative po-
tential. We report here that growth arrest- and DNA damage-
inducible gene 45 (gadd45) was preferentially expressed in
differentiated adipocytes. Furthermore, a 1.5-kb gadd45 pro-
moter fragment mediated C/EBPa activation of a reporter
construct in a transient transfection assay. We also observed
that expression of myc inhibited C/EBPa activation of gadd45.
gadd45 was originally isolated from transcripts enriched in cells
exposed to DNA-damaging agents (12). Subsequently, it was
shown that numerous growth arrest stimuli can induce gadd45
(13). gadd45 is a target of the p53 tumor suppressor protein in
a G1 cell cycle checkpoint (21). We show here that wild-type
p53 is expressed throughout adipocyte development, including
the postmitotic period characterized by accumulation of
gadd45 and C/EBPa. However, introduction of a dominant
negative p53 does not inhibit adipocyte differentiation or de-
velopmental expression of gadd45.

MATERIALS AND METHODS

Cell culture and differentiation. 3T3-L1 and NIH 3T3 cells from the American
Type Culture Collection were maintained in Dulbecco’s modified Eagle’s me-
dium supplemented with 10% calf serum. Differentiation of 3T3-L1 cells was
performed by the standard protocol (35). The stable cell line SCX3 was created
by transfecting 3T3-L1 cells with plasmid pCMV-SCX3, which expresses both
p53143ala and the G418 resistance gene. The plasmid was introduced by the
calcium phosphate-BES method (2) and allowed to recover for 24 h; the cells
were then split 1:10 and propagated in the presence of G418 until only resistant
colonies remained. Thirty-seven colonies were isolated at the 100- to 200-cell
stage and propagated as continuous cell lines. The total proteins isolated from
these lines were then assayed for expression of the mutant p53 protein by
Western blotting (immunoblotting). SCX3 cells were differentiated by the stan-
dard protocol. RNA collection and Northern (RNA) blot analysis were con-
ducted as previously described (36).
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DNA probes. Murine gadd45 expression was originally detected by cross-
hybridization with a hamster cDNA (gift of A. Fornace). A 619-bp fragment of
murine gadd45 was amplified by reverse transcriptase-PCR with a sense primer
(59-GGAGCAGCCCTCGAGCCGAGGGAG-39 [nucleotides 123 to 137]) and
an antisense primer (59-GAGTGACTGCTCGAGTAACTACAA-39 [nucleo-
tides 719 to 739]). cDNA was synthesized by using a cDNA Cycle kit (Invitrogen)
with RNA isolated from 3T3-L1 cells on day 8 of a standard differentiation.
cDNA was initially denatured at 948C for 2 min, followed by 35 cycles of 948C for
45 s, 508C for 45 s, and 728C for 2 min. pCMV-ORFgadd45 was constructed by
subcloning the gadd45 fragment into the XhoI site of plasmid pCMVneo. The
gadd45 insert was excised by restriction digestion with XhoI, separated by agarose
gel electrophoresis in low-melting-temperature agarose (Gibco BRL), and puri-
fied by GeneClean (Bio 101). cDNA probes were labeled with [32P]dCTP (3,000
Ci/mmol; NEN) by using a random-primed labeling kit (Oligolabelling Kit) in
accordance with the manufacturer’s (Pharmacia) directions.
Immunoprecipitation and Western blotting. 3T3-L1 cells were differentiated

by the standard protocol (35), and RKO cells were driven into G0 as previously
described (40). Ltk2 cells were transiently transfected with a wild-type murine
p53-encoding plasmid (plasmid p441, kindly provided by A. Levine) by the
DEAE-dextran method (2). Cells were switched to methionine-free medium,
equilibrated for 1 h, and fed [35S]methionine (1,175 Ci/mmol; NEN) for 2 h. For
immunoprecipitation, cells were lysed, sonicated, and cleared by centrifugation
as previously described (21). Incorporated counts were determined by trichloro-
acetic acid precipitation, and equivalent trichloroacetic acid-precipitable counts
were used in the immunoprecipitation. Samples were sequentially preadsorbed
to fixed Staphylococcus aureus cells, incubated with either a cocktail of two
monoclonal antibodies (PAb421 and PAb1620), PAb1620 alone, or PAb240
alone, in accordance with the supplier’s (Oncogene Science) recommendation,
and precipitated with protein A-agarose (Gibco BRL). The immunoprecipitates
were subjected to polyacrylamide gel electrophoresis, fixed, dried, and visualized
with a PhosphorImager (Molecular Dynamics). Ltk2 cells were transfected as
described above, with plasmid pCMV-SCX3 (gift of B. Vogelstein), and immu-
noprecipitation was done as already described, with PAb240, or a total protein
extract was prepared from the cells. The samples were resolved by polyacryl-
amide gel electrophoresis, transferred to nitrocellulose, and immunodetected
with an anti-p53 polyclonal antibody raised in sheep (Ab-7; Oncogene Science).
A biotin-conjugated rabbit anti-sheep antibody (Oncogene Science) served as
the secondary antibody, and the immunoreactive species were visualized with
horseradish peroxidase-conjugated streptavidin in a chemiluminescence reaction
(ECL; Amersham) and subsequent autoradiography. p53143ala expression in the
stable SCX3 line was detected in the same way.
Transfection and chloramphenicol acetyltransferase (CAT) assays.One-tenth

of a 100-cm-diameter plate of nearly confluent NIH 3T3 cells was used to seed
a fresh dish and incubated overnight at 378C. The cells were transfected by the
calcium phosphate precipitation method (2). Precipitates were left on the cells
for 18 h and included 2 mg of a gadd45-CAT plasmid (dc45-40) (40) cotrans-
fected with various amounts of pMSV-C/EBPa, pBS-MSV-C/EBPb, pBS-MSV-
C/EBPd, pcDNA1-Hu-c-myc-f.s. (nonsense mutation at amino acid 49; kindly
provided by L. Penn) or pcDNA-Hu-c-myc (exons 2 and 3 of human c-myc,
kindly provided by L. Penn). After 18 h, the cells were washed with phosphate-
buffered saline and incubated for an additional 24 h in complete medium. Cells
were harvested into reporter lysis buffer (Promega), and the CAT assay was
performed as recommended by the manufacturer (CAT Enzyme Assay System;
Promega).

RESULTS

gadd45 is a target of C/EBPa stimulation. C/EBPa expres-
sion during adipose conversion of 3T3-L1 cells is restricted to
the postmitotic period coincident with phenotypic differentia-
tion (6). Temporal misexpression of C/EBPa in logarithmi-
cally growing adipoblasts results in mitotic growth arrest
(36). Combined, these observations suggest that C/EBPa
stimulates growth arrest-associated genes in postmitotic adi-
pocytes.
We examined the expression of gadd45 as a function of

adipose conversion of 3T3-L1 cells (Fig. 1). Adipose conver-
sion includes several separate periods of mitotic growth arrest
(reviewed in reference 37). In the standard differentiation pro-
tocol, logarithmically growing, subconfluent 3T3-L1 adipo-
blasts are incubated for 48 h beyond confluence to a postcon-
fluent monolayer (day 0), resulting in growth arrest due to
contact inhibition. The cells are then exposed to adipogenic
hormones for 48 h, which results in an increase in cell number
during a period called clonal expansion (day 1 to day 2) (37).
After the differentiation inducers are removed, the cell number
again plateaus on day 3 and remains constant throughout phe-

notypic differentiation (days 3 to 8), which is characterized by
accumulation of cytoplasmic fat droplets and expression of
adipocyte-specific genes (5, 16). We monitored gadd45 mRNA
abundance by Northern blot analysis (Fig. 1A). gadd45 expres-
sion during adipose conversion was biphasic (Fig. 1B). gadd45
was undetectable in logarithmically growing adipoblasts and
was first detected in the contact-inhibited culture. gadd45 lev-
els declined during the postconfluent mitoses of clonal expan-
sion and then reached a maximum in postmitotic, phenotypi-
cally differentiated adipocytes.
The profile of gadd45 expression from day 3 to day 8 was

similar to that of a number of phenotype-associated genes,
including those for adipose fatty acid-binding protein (gene
422) (4), glycerol-3-phosphate dehydrogenase (32), and
stearoyl coenzyme A desaturase 1 (20). Adipocyte-specific ex-
pression of these phenotype-associated genes is coincident
with the accumulation of C/EBPa (6), and each gene promoter
is transactivated by C/EBPa in transient transfection assays (8,
29). We wondered whether the promoter region of gadd45
would likewise be transactivated by C/EBPa. We obtained a
reporter plasmid wherein the 1.5-kb sequence 59 to the gadd45
start site of transcription is appended to the CAT reporter
gene (gadd45-CAT) (40). The gadd45-CAT plasmid was trans-
fected with or without pMSV-C/EBPa, which constitutively
expresses C/EBPa, into NIH 3T3 cells. C/EBPa transactivated
the gadd45 promoter, as evidenced by increased CAT activity
in cotransfected cells over cells transfected with gadd45-CAT
alone (Fig. 2).
Adipocytes express at least three C/EBP isoforms, albeit

with different expression profiles, during differentiation (7).
C/EBPb and C/EBPd are most abundant during days 1 and 2
(7), the period of postconfluent mitoses when gadd45 levels
decline (Fig. 1B). The abilities of the three isoforms to trans-
activate gadd45 were compared in the transient transfection
assay (Fig. 2). Cotransfection with pBS-MSV-C/EBPb resulted
in significantly less transactivation than did cotransfection with
pMSV-C/EBPa. At low input levels of the transactivator plas-
mid (100 ng), pMSV-C/EBPa also transactivated better than
pBS-MSV-C/EBPd. At higher input levels, pBS-MSV-C/EBPd
transactivation was comparable to that of pMSV-C/EBPa. Sev-
eral mechanisms might account for the observation that
C/EBPd accumulation during adipocyte differentiation did not
lead to activation of gadd45 (see Discussion).

FIG. 1. gadd45 is preferentially expressed in postmitotic adipocytes. (A) To-
tal RNA was harvested from 3T3-L1 cells throughout the conversion from
adipoblasts to adipocytes. 3T3-L1 cells that were 48 h postconfluency, on day 0
were exposed to differentiation inducers on days 1 and 2 and refed differentiation
medium every 48 h thereafter (from day 3 on). RNA was harvested from cells
each day, and 10 mg was analyzed by Northern blotting. The blot was probed with
gadd45 cDNA, stripped, and reprobed with a pAL15 cDNA, a ribosomal protein
subunit-encoding transcript whose abundance is constant throughout the period
(5). (B) The relative abundance of gadd45 was determined by quantification of
band intensity (ImageQuant software; Molecular Dynamics); the samples were
normalized to the pAL15 signal and graphed by including the samples from the
logarithmically growing subconfluent (sc) and newly confluent (c) cells. The
sample expressing gadd45 at the highest level (days 8) was set at 100%, and all
other samples are reported relative to that amount.
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gadd45 accumulation in adipocytes is independent of the
p53 phenotype. gadd45 is known to be a target of tumor sup-
pressor p53 (21). We wondered what role, if any, p53 plays in
the developmental expression of gadd45. Wild-type p53 has
been detected in 3T3-L1 adipoblasts (18). However, p53 ex-
pression levels in differentiated adipocytes have not been ex-
amined. We sought to quantify p53 expression throughout
adipocyte differentiation. Initial attempts to detect p53 by
Western blotting were unsuccessful, consistent with a low level
of expression in 3T3-L1 cells (data not shown). Instead, con-
formation-specific monoclonal antibodies were used to immu-
noprecipitate p53 from 3T3-L1 cells at various time points
throughout the standard differentiation protocol. The samples
were compared to p53 immunoprecipitated from RKO cells,
which were established from a human colorectal carcinoma
and previously shown to express low levels of wild-type p53 (3,
23). Murine p53 was detected throughout adipocyte differen-
tiation (Fig. 3A), although it was most abundant in logarith-
mically growing, semi-confluent and confluent adipoblasts
compared to 48-h postconfluent adipoblasts (day 0) or those
examined on any day after the initiation of differentiation (days
1 to 6). To ascertain whether the protein precipitated from
3T3-L1 cells is indeed wild-type p53, we performed immuno-
precipitation with antibodies specific for wild-type p53 or mu-
tant conformations of p53. Furthermore, we compared the
proteins immunoprecipitated from 3T3-L1 cells with proteins
immunoprecipitated from cells that had been transiently trans-

fected with wild-type murine p53 expression plasmid p441. A
protein with an apparent molecular mass of 53 kDa was im-
munoprecipitated (Fig. 3B) from the transfected cells with the
cocktail of monoclonal antibodies used for Fig. 3A (awt1mt),
or a single monoclonal antibody specific for the wild-type form
of p53 (a wt). The same protein was not immunoprecipitated
by an antibody specific for the mutant conformation of p53 (a
mt). The protein immunoprecipitated from 3T3-L1 cells pre-
cisely comigrated with the material immunoprecipitated from
the cells transfected with the wild-type murine p53 expression
plasmid and was similarly dependent on the presence of a
monoclonal antibody that detects the wild-type protein (Fig.
3B). The monoclonal antibody specific for mutant p53 readily
immunoprecipitated human p53143ala (Fig. 3B) from cells tran-

FIG. 2. C/EBP transactivates the gadd45 promoter. NIH 3T3 cells were
transfected with 2 mg of a gadd45-CAT plasmid (40) containing 1.5 kb of the
hamster gadd45 promoter (22578 to 1149) inserted into HindIII-XbaI sites of
pCAT-Basic. This plasmid was transfected alone or cotransfected with 0.1, 0.5, or
1 mg of pMSV-C/EBPa, pBS-MSV-C/EBPb, or pBS-MSV-C/EBPd. CAT assays
were performed on transfected populations, and the amount of the butyrylated
product was quantified after separating the product from the substrate by xylene
extraction. In addition, an aliquot of each reaction mixture was subjected to
thin-layer chromatography to visualize the products. The fold induction observed
in each condition relative to gadd45-CAT alone is shown graphically. Each
transfection was performed in duplicate, except for those including C/EBPa,
which were performed in triplicate. The error bars indicate standard deviations.
An exemplary thin-layer chromatograph is shown at the top.

FIG. 3. Immunoprecipitation of wild-type p53 from 3T3-L1 cells throughout
adipocyte development. (A) Equivalent trichloroacetic acid-precipitable counts
were harvested from [35S]methionine-labeled 3T3-L1 cells throughout adipose
conversion or from RKO cells (derived from a human colorectal tumor express-
ing wild-type p53) in the log phase (Log) or in G0 growth arrest (Go). A cocktail
of two monoclonal antibodies (PAb421 and PAb1620) that recognizes human
and murine p53 proteins was used to immunoprecipitate the tumor suppressor
from these labeled protein extracts. The samples were analyzed alongside radio-
labeled molecular weight markers (lane M). Lane sc, subconfluent cells; lane c,
confluent cells. (B) Monoclonal antibodies were used to immunoprecipitate p53
from [35S]methionine-labeled confluent 3T3-L1 cells or Ltk2 cells 48 h after
transfection with a wild-type murine p53 expression plasmid. The immunopre-
cipitations were performed with a cocktail of PAb421, which recognizes wild-type
and mutant p53, and PAb1620, which is specific for the wild-type form (a wt 1
mt); with PAb1620 alone (a wt); with PAb240, which is specific for the mutant
form, alone (a mt); or with no primary antibody (a 2). (C) Ltk2 cells were
transfected with pCMV-SCX3, which expresses mutant p53. A total protein
extract was prepared from the cells (lane T) and analyzed by Western blotting
alongside immunoprecipitates obtained from the same cells in the presence (lane
mt) or absence (lane 2) of the primary antibody, PAb240. The samples were
immunodetected by using an anti-p53 polyclonal antibody as the primary anti-
body, a biotin-conjugated secondary antibody, and enhanced chemiluminescence
to visualize immunoreactive species. The numbers to the left or right are mo-
lecular masses in kilodaltons.
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siently transfected with plasmid pCMV-SCX3 (provided by B.
Vogelstein). The results presented in Fig. 3 reveal that p53 was
expressed throughout adipocyte development, including the
postmitotic period characterized by the accumulation of
C/EBPa (6) and gadd45 (Fig. 1).
To evaluate the role, if any, of p53 in the developmental

expression of gadd45 in adipocytes, we sought to inactivate p53
in a clonal subline of 3T3-L1 cells. We followed the strategy
employed by Kastan and coworkers, who inactivated p53 in
human RKO cells (23). Plasmid pCMV-SCX3 encodes a dom-
inant negative form of p53 that sequesters wild-type p53 into
inactive oligomers (19). pCMV-SCX3 (gift of B. Vogelstein)
was transfected into 3T3-L1 cells, followed by selection in
G418, since the plasmid contains a neomycin resistance cas-
sette (3). Approximately 50 colonies were picked at the 100- to
200-cell stage and propagated as stable cell lines. Protein ex-
tracts were analyzed by Western blotting, and several lines
expressing mutant p53 were identified upon the basis of (i) the
migration of the human mutant protein compared with that of
extracts from cells transiently transfected with human or
mouse p53 and (ii) the accumulation of high levels of p53
protein in growing cells (a reflection of the relatively long
half-life of the mutant protein). A representative Western blot
analysis is shown in Fig. 4A. Six of the cell lines identified were
subjected to the standard differentiation protocol, since sub-
cloning alone can alter differentiation efficiency (16). Four of
the six cell lines derived remained competent to differentiate,
as evidenced by the accumulation of cytoplasmic fat droplets
(data not shown). Thus, the presence of dominant negative p53
does not inhibit differentiation. Northern blot analysis of the
p53143ala-producing 3T3-L1 subline throughout adipose con-
version revealed that gadd45 preferentially accumulated in
postmitotic adipocytes (Fig. 4B). Thus, developmental expres-
sion of gadd45 is independent of the p53 phenotype of 3T3-L1
cells.
C/EBPa activation of gadd45 is antagonized by c-myc. Con-

stitutive expression of proto-oncogene c-myc in 3T3-L1 cells
inhibits phenotypic differentiation (14). Moreover,myc expres-
sion precludes 3T3-L1 cells from establishing a postmitotic
growth arrest state (14) that is a prerequisite to phenotypic
differentiation (31). Freytag and Geddes demonstrated that
the inhibitory effects of Myc on 3T3-L1 differentiation can be
titrated by C/EBPa expression (15). They concluded that in

3T3-L1 cells, the two proteins have a reciprocal relationship
wherein C/EBPa stimulates differentiation and Myc maintains
proliferative potential. Our discovery that constitutive C/EBPa
expression leads to mitotic growth arrest (36) suggested a more
direct antagonism between the two transcription factors:
C/EBPa stimulates the postmitotic growth arrest required for
differentiation, while Myc maintains proliferative potential.
We considered that the antagonistic effects of C/EBPa and

Myc on 3T3-L1 growth states might be manifest in regulation
of gadd45. To test this hypothesis, we examined the conse-
quences of simultaneous expression of C/EBPa and Myc on
the gadd45-CAT reporter plasmid in the transient transfection
assay. gadd45-CAT was transfected alone or with C/EBPa and
Myc expression vectors, individually or in combination (Fig. 5).
Expression ofmyc alone did not alter the basal transcription of
the gadd45 promoter in transfected cells (Fig. 5). However,
coexpression of Myc and C/EBPa abrogated the transactiva-
tion of gadd45 normally afforded by C/EBPa (Fig. 5). A c-myc
nonsense mutant that expresses only the N-terminal domain
failed to antagonize C/EBPa transactivation (Fig. 5). Thus,
Myc antagonism of C/EBPa activation of gadd45 requires the
carboxyl-terminal region of the proto-oncogene that includes
the DNA-binding and oligomerization domains (9).

DISCUSSION

The results presented here reveal that gadd45 is expressed as
a function of adipocyte development in 3T3-L1 cells. The ex-

FIG. 4. Expression of gadd45 throughout adipocyte development is p53 in-
dependent. (A) 3T3-L1 cells were transfected with plasmid pCMV-SCX3, which
expresses dominant negative human mutant protein p53143ala. G418-resistant
clones were isolated and propegated as continuous cell lines. Total protein
extracts were prepared from the sublines and analyzed by Western blotting
alongside extracts from Ltk2 cells transiently transfected with plasmid pCMV-
SCX3 (lane 1). A protein extract of the subline chosen for further study (lane 3)
is shown adjacent to an isolated clone that does not express the protein (lane 4).
Molecular mass standards are indicated in kilodaltons to the left. (B) Total RNA
was harvested throughout a standard differentiation of the subline which stably
expresses p53143ala. RNA was harvested from cells on the days indicated after
initiation of differentiation, and 10 mg was analyzed by Northern blotting as
described in the legend to Fig. 1.

FIG. 5. Myc antagonizes C/EBPa activation of the gadd45 promoter. NIH
3T3 cells were transfected with 2 mg of a gadd45-CAT plasmid either alone or
cotransfected with pMSV-C/EBPa, pcDNA-Hu-c-myc, or pcDNA1-Hu-c-myc-
f.s., with a nonsense mutation at codon 49. In addition, the gadd45-CAT plasmid
was cotransfected with the C/EBPa-encoding plasmid in combination with the
plasmids encoding full-length or truncated Myc. After transfection, CAT assays
were conducted and quantified as described in the legend to Fig. 2. The exper-
iment was performed twice. The results shown are representative.
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pression pattern is similar to that of a number of phenotype-
associated genes that have proven to be targets of C/EBPa (8,
29), a transcription factor required for adipose conversion of
3T3-L1 cells (26, 30). C/EBPa expression is normally confined
to the postmitotic period of adipocyte development (6). Fur-
thermore, C/EBPa induces mitotic growth arrest when prema-
turely expressed in undifferentiated adipoblasts (36). The latter
observation led us to hypothesize that C/EBPa stimulates
growth arrest-associated genes in addition to phenotype-asso-
ciated genes in adipocytes. The expression profile of gadd45
during adipocyte development and its transactivation by
C/EBPa are consistent with our hypothesis. These findings
suggest that the regulation of postmitotic growth arrest and
phenotypic differentiation in adipocytes converge at the activ-
ity of developmental transcription factor C/EBPa. A similar
convergence was recently observed in muscle differentiation.
Specifically, MyoD, a myogenic transcription factor, stimulates
theWaf1/Cip1 gene (17), encoding cell cycle-inhibitory protein
p21 (38), in addition to muscle-specific genes (24). Waf1/Cip1,
like gadd45, is a target of tumor suppressor p53 (11). MyoD
stimulation of the Waf1/Cip1 promoter is p53 independent
(17). Furthermore, a comprehensive analysis of p21 mRNA
accumulation in p532/2mice revealed that p21 is expressed in
numerous adult tissues at wild-type levels, although p53 is
required to elevate p21 in those same tissues in response to
DNA damage (27). (We have demonstrated that the presence
of dominant negative p53 does not inhibit phenotypic differ-
entiation or adipocyte-specific expression of gadd45 [Fig. 4].)
While we have not conclusively demonstrated the absence of
wild-type p53 activity in these cells, their increased radiation
sensitivity is consistent with a reduction in p53 function (Fig.
4). Moreover, the interpretation that 3T3-L1 adipocyte devel-
opment is p53 independent agrees with the observation that
p532/2 mice develop normally (10). Combined with the stud-
ies of Waf1/Cip1 expression, our findings suggest that tumor
suppressor p53 and developmental transcription factors share
a subset of target genes. Furthermore, the stimulation of
growth arrest-associated genes by developmental transcription
factors may be a general feature of terminal differentiation.
The results of the transient transactivation assay (Fig. 2)

suggest that gadd45 is a direct target of C/EBPa. However,
gadd45 accumulation lags behind the accumulation of certain
phenotype-associated genes that are well established as
C/EBPa targets (e.g., gene 422) (4). Perhaps gadd45 requires
higher levels of C/EBPa to be transactivated. In fact, C/EBPa
levels increase throughout the period of gadd45 accumulation
(7). Alternatively, the earlier onset of expression of phenotype-
associated genes might be C/EBPb driven. C/EBPb accumu-
lates earlier in 3T3-L1 cells, on days 1 and 2 (7). Furthermore,
retroviral expression of C/EBPb converts pluripotent NIH 3T3
cells to adipocytes in a C/EBPa-independent manner (39). The
latter observation was interpreted to suggest that C/EBPb di-
rectly activates phenotype-associated genes (39). In contrast,
C/EBPb failed to transactivate gadd45 in the transfection assay
(Fig. 2). Meanwhile, the DNA-binding properties of C/EBPa
and C/EBPb appear to be very similar (7). Thus, the isoforms
must be discriminated via their distinct transactivation do-
mains (7) in the direct activation of phenotype-associated ver-
sus growth arrest-associated gene promoters. Alternatively,
gadd45 may be an indirect target of C/EBPa. C/EBPa may
regulate growth arrest through another transcription factor(s)
that discriminates and directly regulates growth arrest-associ-
ated genes. We are continuing to investigate the transcrip-
tional regulation of gadd45 in the hope of understanding the
coupling of phenotypic differentiation and postmitotic growth
arrest.

Like C/EBPa, C/EBPd activated gadd45 in a transient trans-
fection assay (Fig. 2). However, gadd45 levels decline when
C/EBPd levels are highest, on days 1 and 2 of differentiation
(7). Low levels of gadd45 at this time are consistent with post-
confluent mitotic growth of the cells. Several observations
might account for the fact that gadd45 is not induced by
C/EBPd during its accumulation on days 1 and 2. First, the
antimitotic activity of C/EBPa requires a transactivation do-
main not present in C/EBPd (7, 26). This protein domain may
be required to stimulate gadd45 expression in 3T3-L1 cells.
Second, C/EBPb, which failed to stimulate gadd45 (Fig. 2), is
also abundant at this time (7). Furthermore, C/EBPb and
C/EBPd form heterodimers (7). Perhaps a C/EBPd-C/EBPb
heterodimer cannot activate gadd45. Finally, Myc also accu-
mulates during this period of postconfluent mitoses (14). Myc
antagonizes C/EBPa stimulation of gadd45 and likely antago-
nizes C/EBPd stimulation during days 1 and 2. Myc declined by
day 3 (14) prior to C/EBPa and gadd45 accumulation in post-
mitotic adipocytes (Fig. 1).
Constitutive expression of Myc precludes 3T3-L1 cells from

entering a unique growth arrest state that precedes phenotypic
differentiation (14). Forced expression of C/EBPa overcomes
this Myc-mediated block of differentiation (15). Freytag and
Geddes concluded that C/EBPa and Myc have a reciprocal
relationship in 3T3-L1 cells wherein C/EBPa promotes phe-
notypic differentiation and Myc affords proliferative potential
(15). Our findings suggest a more direct antagonism between
the two transcription factors: C/EBPa stimulates postmitotic
growth arrest, while Myc sustains proliferative potential. The
antagonistic relationship between these transcription factors is
manifest in their regulation of gadd45. Specifically, C/EBPa
stimulates gadd45 while Myc inhibits C/EBP-mediated trans-
activation. We anticipate that C/EBPa activation of growth
arrest-associated genes accounts, in part, for its restricted ex-
pression in differentiated cells (6). We speculate that this reg-
ulation must be overcome for cells to reenter the mitotic cell
cycle. Neoplastic transformation of differentiated cells pro-
vides an example in which we anticipate down-regulation of
growth arrest-associated genes. We are currently examining
the significance of C/EBPa and gadd45 for the maintenance of
postmitotic growth arrest in adipocytes.
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