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Abstract
α-Bungarotoxin (α-bgtx) binding proteins, including certain nicotinic acetylcholine receptors and
acetylcholine-binding proteins (AChBPs), are frequently characterized with radioisotope-labeled α-
bgtx-binding assays. Such assays, however, preclude investigations of binding interactions in real-
time and are hampered by the inconveniences associated with radioisotope-labeled reagents. We
have used surface plasmon resonance-based technology (BIAcore) to investigate the binding of
recombinant AChBP to CM-5 sensor chip surfaces with directly immobilized α-bgtx. We have
validated our BIAcore results by comparing the same biological samples using the traditional [125I]-
α-bgtx-binding assay. An α-bgtx sensor chip, as described here, enables detailed, real-time,
radioisotope-free interaction studies that can greatly facilitate the characterization of novel α-bgtx-
binding proteins and complexes.
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The use of surface plasmon resonance (SPR)-based instrumentation for investigating protein-
protein interactions has grown substantially over the past decade [1]. Instruments, such as the
BIAcore T100 (GE Healthcare, Piscataway, NJ), can be used to determine binding parameters
by measurement of the changes in the refractive index at the surface of a sensor chip to which
a protein or peptide (ligand) is covalently bound and over which a potential binding partner
(analyte) is perfused [2]. Interactions between the analyte and the ligand are detected through
the increase in mass on the surface of the sensor chip [3].

The most commonly used strategies for detecting soluble α-bungarotoxin (α-bgtx)-binding
proteins require radioisotope-labeled α-bgtx and are not appropriate for real-time binding
analysis[4]. We have developed a radioisotope-free method for measuring the binding activity
of recombinant, acetylcholine-binding protein (AChBP) that is secreted by Pichia pastoris into
yeast culture medium. We utilized SPR-based technology which incorporates sensor chips
directly immobilized with α-bgtx as an alternative to the traditional [125I]-α-bgtx-binding assay
for AChBP detection. This radioisotope-free methodology introduces a convenient and
innovative tool for the investigation of α-bgtx-binding proteins in real-time.
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The ligand, α-bgtx, that we directly immobilized onto BIAcore CM-5 sensor chips, is a 74-
amino acid α-neurotoxin isolated from the venom of the Taiwanese banded krait, Bungarus
multicinctus [5]. In vitro and in situ studies have established that α-bgtx is a high-affinity
competitive antagonist of the muscle-type nicotinic acetylcholine receptor (nAChR); of the
neuronal nAChR family composed of α7, α8, α9, and α10 subunits; and also binds with high
affinity to most known soluble AChBPs [6]. For the studies reported here, we used the
recombinantly expressed AChBP from the mollusk, Lymnaea stagnalis, as our analyte. In
recent years, AChBPs have been intensely studied as they are naturally-occurring soluble
homologues of the extracellular ligand-binding domain of Cys-loop ligand-gated ion channels.
Molluscan AChBPs are most closely related to the α7 homomeric subtype of nAChR in both
primary structure and pharmacology [7]. The first AChBP was discovered in the central
nervous system of the fresh water snail (L. stagnalis), and subsequent cloning of the AChBP
gene has enabled its heterologous expression in the methylotrophic yeast Pichia pastoris [8].
For our experiments, we constructed a carboxy-terminal hexahistidine-tagged AChBP, using
the cDNA subcloned by A.B. Smit into the pPIC9 vector. This plasmid encodes for an upstream
Saccharomyces cerevisiae α-mating factor signal sequence, which directs the secretion of the
recombinant AChBP into the culture medium. AChBP was overexpressed in Pichia pastoris
strain GS115 following Invitrogen’s specifications. The cultures were grown for 48 hours in
BMMY expression media (1.34% yeast nitrogenous base, 2% peptone, 100 mM potassium
phosphate pH 6.0, 4 × 10-5 % biotin, 1% methanol) on an orbital shaker at 30°C and 300
revolutions per minute. The cultures were centrifuged at 4°C for 10 minutes at 6000 × g to
pellet the cells and the resulting supernatant was filtered and used immediately for binding
studies. Protein concentration was determined using the bicinchoninic acid assay
(ThermoFisher, Waltham, MA).

α-Bgtx (Sigma-Aldrich, St. Louis, MO) was immobilized on the surface of a CM-5 sensor chip
(GE Healthcare, Piscataway) via amine coupling following manufacturer’s instructions [9].
Using the BIAcore pH Scouting method provided with the instrumentation software package,
we determined the pH that maximized the electrostatic attraction between α-bgtx and the
carboxymethyl dextran matrix of the sensor chip. α-Bgtx was dissolved at a concentration of
50 μg/ml in 10 mM acetate buffer with pH values of 4.0, 4.5, 5.0, and 5.5. Maximal electrostatic
interaction was obtained with 10 mM sodium acetate pH 5.0 (data not shown) and subsequent
immobilizations were performed using α-bgtx dissolved at a concentration of 50 μg/ml in this
buffer.

The surfaces of two flow cells (FC1 and FC2) on the BIAcore chip were prepared in parallel
using a flow rate of 5 μl/min. FC1 served as a reference cell following mock-immobilization
with buffer alone , while FC2 was immobilized with α-bgtx. We regularly obtained α-bgtx
immobilization levels ranging from ~1050-1500 resonance units (RU). For example, the
immobilization level of the α-bgtx flow cell used in Figure 1was 1054.5 RU, corresponding to
approximately 1 ng, or 125 fmoles, of α-bgtx covalently bound to the surface of the flow cell.
In comparison, the reference flow cell that was mock-immobilized in the absence of ligand
gave rise to a background signal of ~150 RU.

We used the Binding Analysis Assay Wizard software to adjust assay parameters and to graph
and analyze the data. For binding experiments, the BIAcore T100 instrument was operated at
25°C and the assay buffer was PT8 (150 mM NaCl, 2 mM KCl, 10 mM Na2HPO4, 2 mM
KH2PO4, 20 mM Tris base, 0.1% Tween-20, pH 8.0). The contact time (the period during
which the analyte, AChBP, was perfused over the chip) was limited to 400 seconds and the
flow rate was set at 5 μl/min. For chip surface regeneration, a solution of 1 M carbachol (a low
molecular weight cholinergic ligand of the AChBP) in PT8 buffer was used to dissociate bound
AChBP at the end of each experiment, while retaining surface integrity.
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As an initial demonstration of utility, we investigated the concentration-dependence of AChBP
binding by assaying five different concentrations of AChBP, ranging from 0.01 μg/ml to 100
μg/ml in order of magnitude increments, with the α-bgtx sensor chip (Fig. 1). The injection of
increasing concentrations of AChBP resulted in more intense response signals (resonance
units), indicating increasing levels of AChBP binding to the ligand-immobilized chip surface.
In addition, we observed only minimal dissociation of AChBP from the chip prior to surface
regeneration with carbachol (Fig. 1, point b to point c), which is consistent with high-affinity
binding in solution between α-bgtx and AChBP [10].

To investigate the use of the α-bgtx sensor chip in more complex samples, we screened
independently isolated Pichia colonies for AChBP expression by perfusing 50 μl of filtered
culture media over the α-bgtx sensor chip (5 μl/min for 10 minutes). We analyzed the culture
supernatants of four colonies from each of two separate transformations (A and B) of Pichia.
The exposure of the BIAcore fluidics system to the nutrient-rich media was minimized by using
PT8 as the running buffer for the assay. The maximal response before surface regeneration
(corresponding to point c as in Fig. 1) relative to the baseline of each sample prior to analyte
injection (corresponding to point a in Fig. 1) was plotted on a bar graph (Fig. 2, white bars).
Colonies ABP1A, ABP3A, ABP4A, ABP1B, and ABP3B showed the highest levels of binding
activity on the α-bgtx sensor chip.

We compared our BIAcore-derived results to those obtained with an [125I]-α-bgtx binding
assay that is commonly used to investigate α-bgtx-binding proteins [4]. For each sample
(analyzed in triplicate), 50 μl of cleared media from Pichia pastoris cultures (containing the
secreted hexahistidine-tagged AChBP) was incubated with 5 nM [125I]-α-bgtx (Perkin Elmer,
Shelton, CT) in 250 μl of PT8 buffer, supplemented with 1.25% BSA to decrease non-specific
binding, for 1 hour at room temperature with gentle rotation. Fifty microliters of PT8-washed
Talon metal-affinity bead slurry (Clontech Laboratories, Mountain View, CA) was added to
the mixture which was then gently rotated for an additional 1 hour at room temperature. The
samples were centrifuged for 1 minute at room temperature at 1000 × g and the supernatant
was removed. The beads were washed three times with 1 ml of PT8 buffer to remove unbound
[125I]-α-bgtx. The lower portion of the microcentrifuge tube retaining the bead/AChBP/[125I]-
α-bgtx complexes was deposited into a scintillation vial and radioactivity was recorded using
a Wallac 1275 gamma counter (Perkin Elmer, Shelton, CT).

The [125I]-α-bgtx binding assay performed with replicate aliquots of the same culture media
used for the BIAcore assay revealed that samples ABP1A, ABP3A, ABP4A, ABP1B and
ABP3B apparently contained greater quantities of active AChBP when compared to the other
cultures tested (Fig. 2, gray bars). These results provide validation of the BIAcore-based assay.
In addition, a comparison of the signals obtained with the culture medium-derived samples
with the calibration curve of Fig. 1, indicates that the Pichia samples contain ~50 ng/ml of
active AChBP. These findings support the use of the α-bgtx BIAcore sensor chip assay as a
suitable non-radioactive alternative for detecting recombinant AChBP in complex culture
media.

In prior studies, two groups had used BIAcore SA (streptavidin-coated) sensor chips to which
biotinylated α-bgtx had been immobilized to screen for the binding of various peptides to α-
bgtx [11;12]. However, in crude extracts and in complex culture media, the presence of any
streptavidin-binding proteins would be expected to lower instrument sensitivity [13;14]. Direct
immobilization of α-bgtx to the CM-5 chip surface eliminates potential binding artifacts and
elevated backgrounds due to streptavidin. Although binding of AChBP to α-bgtx did not appear
to be substantially hindered by the direct chemical immobilization of α-bgtx to the chip, caution
should be taken as other protein-protein interactions may encounter steric effects adversely
affecting the binding of the analyte to the ligand when using BIAcore technology [15].
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In summary, we have succeeded in directly immobilizing α-bgtx onto a general-use BIAcore
sensor chip, and we have used this modified sensor chip to measure the binding of AChBP in
complex culture media in a concentration-dependent manner and with a lower detection limit
of ~10 ng/ml (~100 pM of the pentameric AChBP). The sensitivity of the BIAcore assay is
comparable to that of the [125I]-α-bgtx binding assay, as in our hands, we achieve a detection
limit of ~5-7 ng/ml of AChBP using the standard binding assay with 5 nM [125I]-α-bgtx. In
addition, we have demonstrated that BIAcore technology provides a non-radioactive
alternative to the [125I]-α-bgtx-binding assay for the detection of heterologously-expressed
AChBP directly from yeast cultures while enabling real-time monitoring of interactions during
binding, washing, and dissociation. As the BIAcore T100 instrument is capable of eluant
collection from the sensor chip surface, this would facilitate downstream mass spectrometric
analysis and identification of novel α-bgtx-binding proteins from complex biological samples
[16;17]. Real-time detection, isolation, and identification of novel α-bgtx-binding proteins and
complexes from cell cultures and tissues should now be facilitated by these advances.
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Fig. 1. Concentration-dependence of signal responses due to AChBP binding to the α-bgtx sensor
chip
Purified AChBP was injected (from point a to point b) at concentrations ranging from 0 to 100
μg/ml. Point c indicates the starting point for the regeneration of the chip surface with 1 M
carbachol.
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Fig. 2. Detecting AChBP expression in Pichia pastoris culture media
This bar graph compares the assay data obtained with the BIAcore α-bgtx sensor chip (white
bars) with data from an [125I]-α-bgtx-binding assay (gray bars). BIAcore and [125I]- α-bgtx-
binding assay data were normalized to the value of the sample with the greatest response at
point c (see Fig. 1) and the sample with the maximum radioactive counts, respectively.
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