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Abstract
With the emergence of Staphylococcus aureus as a prominent pathogen in community and healthcare
settings, there is a growing need for effective reporter tools to facilitate physiology and pathogenesis
studies. Fluorescent proteins are ideal as reporters for their convenience in monitoring gene
expression, performing host interaction studies, and monitoring biofilm growth. We have developed
a suite of fluorescent reporter plasmids for labeling S. aureus cells. These plasmids encode either
green fluorescent protein (GFP) or higher wavelength reporter variants for yellow (YFP) and red
(mCherry) labeling. The reporters were placed under control of characterized promoters to enable
constitutive or inducible expression. Additionally, plasmids were assembled with fluorescent
reporters under control of the agr quorum-sensing and Sigma factor B promoters, and the fluorescent
response with wildtype and relevant mutant strains was characterized. Interestingly, reporter
expression displayed a strong dependence on ribosome binding site (RBS) sequence, with the
superoxide dismutase RBS displaying the strongest expression kinetics of the sequences examined.
To test the robustness of the reporter plasmids, cell imaging was performed with fluorescence
microscopy and cell populations were separated using florescence activated cell sorting (FACS),
demonstrating the possibilities of simultaneous monitoring of multiple S. aureus properties. Finally,
a constitutive YFP reporter displayed stable, robust labeling of biofilm growth in a flow cell
apparatus. This toolbox of fluorescent reporter plasmids will facilitate cell labeling for a variety of
different experimental applications.
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Introduction
Staphylococcus aureus is emerging as one of the most problematic pathogens facing our
healthcare system (Jarvis et al., 2007, Klevens et al., 2007). With the growing interest in S.
aureus pathogenesis mechanisms, there is an increasing need for tools to monitor gene
expression, protein localization, and host-pathogen interactions. Green fluorescent protein
(GFP), originally derived from the jellyfish Aequorea victoria, is one of the most generally
useful biological reporters (Joo et al., 2008, Nienhaus, 2008, Tsien, 1998). Engineered GFP
variants have been employed extensively to quanitfy S. aureus gene expression from a variety
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of different promoters (Cheung et al., 1998, Kahl et al., 2000, Malone et al., 2007), track
intracellular invasion (Qazi et al., 2001, Shompole et al., 2003), examine protein localization
(Grundling and Schneewind, 2006), and perform flow sorting experiments (Schneider et al.,
2002, Yarwood et al., 2004).

One valuable application of GFP labeling is the monitoring of biofilm maturation and dispersal
mechanisms (Boles and Horswill, 2008, Yarwood, et al., 2004, Yarwood et al., 2007). By
labeling with GFP, live cells can be visualized in situ, bypassing potential complications with
post-staining as an endpoint readout. Recently, we demonstrated that S. aureus biofilms can
also be dual-labeled with both GFP and red fluorescent protein (RFP) constructs (Boles and
Horswill, 2008), opening doors to simultaneous monitoring of multiple environmental cues.

In this report, we present a toolbox of fluorescent plasmids for S. aureus. We have employed
three generally useful fluorescent reporters, including GFPuvr (Bateman et al., 2001),
YFP10B (Yarwood, et al., 2004), and mCherry (Shaner et al., 2004). We placed these reporters
under control of a series of different well-characterized promoters, and additionally, the
constructs were built on both chloramphenicol and erythromycin resistance plasmids to
enhance flexibility. We investigated the importance of the ribosome binding site for protein
expression in S. aureus and further tested the general usefulness of the reporters in microscopy,
FACS, and flow cell biofilm monitoring.

Materials and Methods
Bacterial strains and culture conditions

All bacterial strains and plasmids used in this report are listed in Table 1. Plasmids were
maintained in Escherichia coli BW25141 in Luria-Bertani broth. Plasmids were transformed
to S. aureus RN4220 by electroporation (Schenk and Laddaga, 1992). Antibiotics were used
for maintenance of plasmids. Antibiotic concentrations for S. aureus were: erythromycin (Erm)
10 ug/ml, chloramphenicol (Cam) 10 ug/ml. E. coli antibiotic concentrations were: ampicillin
(Amp) 100 ug/ml.

Recombinant DNA techniques
Restriction enzymes were purchased from New England Biolabs (Beverly, MA) and were used
according to the manufacturer’s instructions. All oligonucleotides were synthesized at
Integrated DNA Technologies (Coralville, IA). All DNA manipulations were performed with
E. coli strain BW25141 (Datsenko and Wanner, 2000). Nonradioactive sequencing was
performed at the DNA sequencing facility at the University of Iowa.

Fluorescence measurements
For testing the fluorescent reporters, S. aureus RN4220 containing different plasmids were
grown overnight in tryptic soy broth (TSB) plus antibiotic. Cultures were diluted 50-fold into
5 ml of fresh media, shaken at 200 rpm at 37°C in 18 × 100 mm tubes, and fluorescence was
read at various time points as indicated in each figure. For each time point, both cell density
(OD595) and green/yellow fluorescence (excitation at 485 nm, emission at 535 nm, gain setting
of 60) were measured in a Tecan GENios (Research Triangle Park, NC) microtiter plate reader.
For red fluorescence, a filter set with excitation at 580 nm and emission at 635 nm was used
at gain setting of 100 in the Tecan plate reader. Fluorescent readings were obtained by removing
200 μL from each tube and assaying in a microtiter plate (Costar 6303 plates, Corning). For
the tet promoter, cultures were grown to an optical density (OD) of 0.5 at 595 nm and induced
with a range of anhydrotetracycline (aTet) concentrations. For the asp23 promoter, overnight
cultures were diluted 200-fold and then fluorescence readings were taken at designated times.
For the agr reporter experiments, AIP-II control samples were generated by preparing cell-free
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supernatant of S. aureus SA502a overnight culture. The supernatant containing AIP-II was
diluted 10-fold into a culture containing the agr fluorescent reporter at the beginning of the
growth.

Plasmid constructions
Plasmids pDB59 and pCE104 served as the base vectors for all constructions (Yarwood, et al.,
2004). The relevant details of all plasmids are listed in Table 2. The pAH plasmid numbering
does not reflect the order of construction. All constructs were verified by DNA sequencing.

pAH1, pAH5, and pAH6 construction
To build pAH5, the asp23 promoter was amplified from S. aureus SH1000 genomic template
using the oligonucleotides Asp-Bam
(GTTGTTGGATCCTAGCGTTTCTATTAATCGCGATATTATTC) and Asp2 (5’-
GTTGTTGGTACCAATAGATTCTCCTTTTACTTGTTAATTTTTATA-3’). A second PCR
was performed using plasmid pDB59 as template with the oligonucleotides AspYFP (5’-
GGAGAATCTATTGGTACCAACAACAAGAAGGAGATATACATATGAGTAAAGG-3
’) and YFP EcoRI (5’-GTTGTTGAATTCTTATTTGTATAGTTCATCCATGCCA-3’). The
two PCR products were fused with overlap extension PCR (Urban et al., 1997), digested with
BamHI and EcoRI, and ligated into pDB59 digested by the same enzymes. The resulting
plasmid has the asp23 promoter driving YFP10B and was called pAH5. To change fluorescent
reporters, the mCherry gene was removed from pAH9 (Boles and Horswill, 2008) using KpnI
and EcoRI and ligated into pAH5 cut with the same enzymes. The resulting plasmid has the
asp23 promoter driving the mCherry reporter and was called pAH6. To build pAH1, the agr
P3 promoter region was PCR amplified from SH1000 genomic DNA with oligonucleotides
incorporating HindIII and KpnI sites (for 5’-
GTTGTTAAGCTTCTGTCATTATACGATTTAGTACAATC-3’, rev 5’-
GTTGTTGGTACCTTAAACAACTCATCAACTATTTTCC-3’). The PCR product was
cloned into the vector pCR2.1 using the TOPO-TA cloning kit (Invitrogen) according to
manufacturer’s instructions, generating an intermediate plasmid called pCR2.1-RNAIII. The
promoter fragment was removed from this plasmid with BamHI and KpnI and ligated into
pAH6 digested with the same enzymes. The resulting plasmid has the agr P3 promoter driving
the mCherry reporter and was called pAH1.

pAH7 construction
Plasmid pDB59 was digested with KpnI and HindIII to remove the agr P3 (from strain MN8)
fusion to YFP10B. The fragment was cloned into pCE104 cut with the same enzymes. The
resulting plasmid has the agr P3 promoter driving YFP10B and was called pAH7.

pAH8 and pAH12 construction
A DNA fragment containing the agr P3 promoter was removed from the pCR2.1-RNAIII clone
(described above) with HindIII and KpnI, and this fragment was cloned into pAH9 (Boles and
Horswill, 2008) cut with the same enzymes. The resulting vector has the agr P3 promoter
driving the mCherry reporter in an Erm-resistant plasmid and was called pAH8. For pAH12
plasmid construction, the asp23 promoter was PCR amplified with oligonucleotides Asp1
(5’GGGAAAAAGCTTTAGCGTTTCTATTAATCGCGATATTATTC-3’) and Asp2
(described above) and cloned into the vector pCR2.1 using the TOPO-TA cloning kit
(Invitrogen). The promoter fragment was removed with HindIII and KpnI, and cloned into
pAH9 cut with the same enzymes. The resulting plasmid has the asp23 promoter driving
mCherry reporter in an Erm-resistant plasmid.
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pAH13 construction
The promoter and reporter region on pAH9 were removed with a HindIII and EcoRI double
digest. For subsequent cloning, a linker was added by hybridizing two oligonucleotides
(CLM316, 5’-AGCTCAGATCTACGTTACGTAGCTAGCT-3’; CLM317, 5’-
AATTAGCTAGCTACGTAACGTAGATCTG-3’) and ligating them into the digested pAH9.
The cloning step resulted in plasmid pCE-MCS, which has BglII and NheI as two new cloning
sites. The tetracycline repressor, tet promoter, and GFPuvr reporter were PCR amplified from
pALC2084 (Bateman, et al., 2001) using the oligonucleotides CLM269 (5’-
GTTGTTAGATCTGTCGACGGTATCGATAACTC-3’) and CLM271 (5’-
GTTGTTGCTAGCTTATTTGTAGAGCTCATCCATG-3’). The PCR product was digested
with BglII and NheI and ligated into pCE-MCS cut with the same enzymes. The resulting
plasmid, called pAH13, allows for tetracycline-inducible GFPuvr expression on an Erm-
resistant plasmid.

pAH14, pAH15, pAH16, and pAH17 construction
A series of plasmids with the sarA P1 promoter driving YFP10B were constructed using pAH9
as the destination vector. The YFP10B reporter from pAH5 was removed with KpnI and EcoRI
and cloned into pAH9 digested with the same enzymes. This plasmid was called pAH14 and
has the YFP10B reporter translated with an RBS region from gene 10 (Yarwood, et al., 2004).
The gene 10 RBS was replaced with three other RBS sequences from the NCTC8325 genome,
including the ones upstream of the sarA, superoxide dismutase (sod), and delta-toxin (hld)
genes. The RBS regions were embedded in the flanking DNA on a 5’ oligonucleotide for
YFP10B. The oligonucleotides were CLM275 (5’-
GTTGTTGGTACCTAGGGAGGTTTTAAACATGAGTAAAGGAGAAGAACTTTTC-3’),
CLM321:5’-
GTTGTTGGTACCTTAGGAGGATGATTATTTATGAGTAAAGGAGAAGAACTTTTC-
3’), and CLM322 (5’-
GTTGTTGGTACCAAGGAAGGAGTGATTTCAATGAGTAAAGGAGAAGAACTTTTC
-3’) for the sarA, sod, and hld RBS regions, respectively. Each PCR amplification was
performed with one of the oligonucleotides described above and a downstream oligonucleotide
for the YFP10B reporter called YFP EcoRI (see above). The PCR product were digested with
KpnI and EcoRI and ligated into pAH14 cut with the same enzymes. The resulting plasmids,
called pAH15, pAH16, and pAH17, had the sarA P1 promoter driving YFP10B with the sarA,
sod, and hld RBS regions, respectively.

Microscopy
Strains SH1000 and SH1001 containing plasmids pAH1 and pAH16 were grown in TSB with
Erm and Cam for 12 hr, and the cultures were processed for microscopy. Confocal fluorescence
laser microscopy (CLSM) was performed using a Nikon Eclipse E600 microscope with a
Radiance 2100 system (Biorad). A Nikon 60x (Plan Apo) objective lens was used for image
acquisition. The excitation wavelength for GFP was 488 nm (argon laser) and the emission
was collected at 515 ± 15 nm. To detect RFP fluorescence, the excitation wavelength was set
to 637 nm and the emission was collected at wavelengths >660 nm using a 660LP filter. Images
were initially processed with LaserSharp 2000 (Bio-Rad) software, and post-acquisition,
images were processed using Volocity (Improvision, Lexington, Mass.) software.

Flow cytometry
The following five strains were used for fluorescence-activated cell sorting (FACS): SH1000
alone, SH1000 with pAH1, SH1000 with pAH16, SH1000 with both pAH1 and pAH16 (strain
AH1218), and SH1001 with both pAH1 and pAH16 (strain AH1219). Strains were grown in
TSB for 16 hr, and the media was supplemented with Erm and/or Cam as necessary for plasmid
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maintenance. Cell debris was removed using a 70 μM cell strainer (BD Falcon), and cell density
was adjusted to 1 × 106 CFU/ml. To remove clumps, cell cultures were sonicated for 5 pulses
at 50% duty using a Sonifier 450 (Branson, Danbury, CT). FACS was performed at the
University of Iowa Flow Cytometry facility using a DiVa machine. The pAH16 YFP10B
reporter was detected using an argon ion laser for excitation at 488 nM and an emission filter
at 530 nM with a ±30 nm bandpass. The pAH1 mCherry reporter was detected using a dye
laser for excitation at 600 nM and an emission filter at 630 nM with a ±22 nm bandpass.

Biofilm analysis
S. aureus biofilms were grown using a once-through continuous flow system that has been
previously described (Yarwood, et al., 2004). Biofilm growth media, inoculum size, laminar
flow rate, and CLSM analysis of the biofilm were all as previously described (Boles and
Horswill, 2008). For growth of SH1000 biofilms containing plasmid pAH16, media was
supplemented with 1 μg/ml Erm. CLSM images of the biofilm were processed using Volocity
software (Improvision, Lexington, Mass.). Biofilm thickness and biomass density (bio-
volume) was determined using COMSTAT (Heydorn et al., 2000).

Results and Discussion
Construction of fluorescent reporter plasmids

As a starting point for building reporter plasmids, we chose the E. coli - S. aureus shuttle vectors
pDB59 and pCE104 (Yarwood, et al., 2004). Plasmid pDB59 was originally constructed by
fusing E. coli vector pUC18 to S. aureus naturally-occurring plasmid pC194. The shuttle vector
can be propagated in E. coli as an ampicillin-resistant, high-copy plasmid, and in S. aureus, it
confers chloramphenicol (Cam) resistance. Plasmid pDB59 served as the base vector for all
the S. aureus Cam resistant shuttle vectors constructed in this report (Fig. 1A). As an alternative
to Cam, we constructed a series of plasmids based on pCE104, which is a similar shuttle vector
with S. aureus plasmid pE194 fused to pUC18. The pE194 backbone confers erythromycin
(Erm) resistance to S. aureus, and all Erm resistant constructs were built using pCE104 (Fig.
1B).

For fluorescent reporters, we constructed most of the plasmids using the genes encoding
YFP10B (Yarwood, et al., 2004) or mCherry (Shaner, et al., 2004). The YFP10B marker was
attractive since it is known to work in S. aureus and is detectable with common GFP or
fluorescein filter sets (Yarwood, et al., 2004). The mCherry protein is a recently engineered
monomeric variant with improved properties compared to the older RFP variants (Shaner et
al., 2005). We discovered this protein fluoresces well in S. aureus with virtually no overlap to
the GFP or YFP spectra (Boles and Horswill, 2008), making it attractive as an alternative
reporter. As a third fluorescent reporter, we have employed a red-shifted variant (GFPuvr) of
the original GFPuv construct (Cheung, et al., 1998). Details of all the plasmids constructed and
others used for the experiments are outlined in Tables 1 and 2.

sarA P1 as a constitutive promoter
A goal of this work was to develop reporter plasmids that enable constitutive fluorescent
labeling of S. aureus cells. To accomplish this task, we chose to use the sarA promoter region,
one of the best studied S. aureus transcriptional elements. The region contains three promoters
that span 800 bp upstream of the sarA coding sequence and yields three distinct transcripts
(Bayer et al., 1996, Cheung and Manna, 2005, Cheung, et al., 1998). The promoter in closest
proximity to sarA, called P1, is the strongest of these three promoters, and P1 is frequently
used as a constitutive promoter in biofilm and host labeling experiments (Cheung, et al.,
1998, Femling et al., 2005, Yarwood, et al., 2004). We constructed sarA P1 fusions to mCherry
(pAH9) and YFP10B (pAH15) fluorescent reporters and tested the new constructs in time course
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experiments. In comparison to negative control plasmid pCE-MCS, both pAH9 (Fig. 2A) and
pAH15 (Fig. 2B) conferred robust fluorescent response in late logarithmic growth and
stationary phase. While the sarA P1 promoter is known to be induced by mid logarithmic
growth (Cheung, et al., 1998), the fluorescent response with pAH9 and pAH15 in early and
mid logarithmic growth phases was low relative to cell density (data not shown). The low
fluorescence could be due to the reporter protein folding rate in S. aureus. These observations
demonstrate the pAH9 and pAH15 plasmids could be used for S. aureus fluorescent labeling
studies where an inducer compound is not desirable.

Sigma B and agr promoters
For physiological and pathogenic studies in S. aureus, promoter fusions were constructed to
monitor the activity of sigma factor B (SigB) and the agr quorum-sensing system. SigB is an
alternative sigma factor used by diverse Gram positive bacteria to coordinate gene expression
in response to environmental stress, such as alkaline, heat, and high salt conditions (Senn et
al., 2005). In S. aureus, SigB also regulates many factors related to virulence, such as
carotenoid, hemolysins, extracellular invasive enzymes, and biofilm formation (Lauderdale et
al., 2009). The asp23 promoter is a well characterized SigB-dependent promoter that has been
utilized as an effective means to monitor SigB activity (Giachino et al., 2001). We constructed
asp23 promoter fusions to YFP10B and mCherry reporters in a Cam resistant plasmid backbone,
referring to them as pAH5 and pAH6, respectively. Additionally, we constructed an asp23
promoter fusion to mCherry fusion in the Erm backbone for increased flexibility, referred to
as pAH12. All three plasmids were transformed into strains SH1000 (sigB+) and AH1012
(ΔsigB), and fluorescent readings were taken at early log and stationary phase (Fig. 3). For
each plasmid, little difference in the asp23 promoter response between strains SH1000 and
AH1012 was observed at low optical densities. However, under stationary phase inducing
conditions, the asp23 promoter strongly induced the YFP10B and mCherry reporters in the
wildtype SH1000 strain (Fig. 3). Importantly, no induction was observed in the ΔsigB mutant
strain. Expression of YFP10B from plasmid pAH5 was low due to an inefficient RBS region,
which will be outlined in more detail below.

The agr quorum-sensing system is regulator of virulence factor expression that responds to the
extracellular concentration of a secreted peptide signal (Novick, 2003). Reporters for the agr
system are available (Yarwood, et al., 2004), and to enhance flexibility, we constructed a suite
of new agr responsive plasmids for various applications. Plasmid pDB59 serves as a positive
control and has been successfully used in multiple reports (Boles and Horswill, 2008,
Kavanaugh et al., 2007, Malone, et al., 2007, Yarwood, et al., 2004). As a Cam-resistant
alternative, we constructed an agr P3 fusion to mCherry, referred to as plasmid pAH1. We also
constructed YFP10B and mCherry fusion plasmids on an Erm-resistant plasmid backbone for
additional flexibility. Each of the four plasmids were tested in strains SH1000 (agr+) and
SH1001 (Δagr∷TetM) to compare activity of the Δagr system. Additionally, we tested agr
interference by adding supernatant from an agr Type II strain SA502a. The AIP signal (AIP-
II) made by SA502a will inhibit the agr Type I system of SH1000 (Ji et al., 1997). The agr P3
YFP10B plasmids, pDB59 and pAH7, both behaved as anticipated with the reporter expression
inducing in late logarithmic phase of wildtype cells and not in the Δagr mutant (Fig. 4A). The
addition of AIP-II containing supernatant inhibited the YFP10B fluorescence induction;
demonstrating agr interference was detectable with both the pDB59 and pAH7 plasmids.
Likewise, the two agr P3 mCherry plasmids, pAH1 and pAH8, functioned in a similar manner
to the YFP10B plasmids (Fig. 4B). Altogether, these various plasmids provide a diverse set of
tools to monitor the activities of the SigB and agr global regulatory systems.
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Inducible promoters
For some experimental applications, it may be necessary to have an inducible fluorescent
reporter. Plasmid pALC2084 contains GFPuvr under control of the tet promoter (Bateman, et
al., 2001), allowing induction with tetracycline or analogues, such as anhydrotetracycline
(aTet). This plasmid has been successfully used for labeling experiments, but for some
applications, the option of another antibiotic resistance may be beneficial. We moved the
Ptet-GFPuvr cassette to an Erm-resistant backbone, called plasmid pAH13, and examined
expression in strain RN4220. Using a range of aTet concentrations, we observed a dose
response level of GFPuvr induction (Fig. 5), indicating the pAH13 plasmid was functional. In
comparison to pALC2084, the overall fluorescence is roughly two-fold lower (data not shown).
Plasmid pALC2084 is based on cloning vector pSK236 (Bateman, et al., 2001), which has a
copy number ~90 in comparison to the pE194 copy number of ~55 (Novick, 1989), perhaps
explaining the lower fluorescence of pAH13.

Comparing ribosome binding sites
When we compared asp23 reporter plasmids pAH5 and pAH6 (Fig. 3), we observed that pAH5
was considerably less effective at generating a fluorescent response. While these plasmids have
different fluorescent reporters, the reporters are also translated using divergent RBS sequences
(Table 2), with pAH5 containing a gene 10 RBS and pAH6 containing an RBS based on the
sarA gene. These RBS differences, and a recent S. epidermidis report that protein translation
is sensitive to the RBS region (Franke et al., 2007), prompted us to reexamine the importance
of the RBS in fluorescent reporter expression. Interestingly, Franke et al. (2007) observed that
the S. epidermidis sod and hld RBS regions were some of the most effective at protein
expression, even better than the sarA RBS (Franke, et al., 2007). Using pAH15 (sarA RBS) as
a base plasmid, we constructed three other RBS variants to compare the sarA RBS to those of
gene 10, sod, and hld, resulting in plasmids pAH14, pAH16, and pAH17, respectively (Fig.
6A). A time course comparison of each plasmid in strain RN4220 was performed and
YFP10B reporter levels were monitored. The gene 10 RBS was the worst performer (Fig. 6B),
supporting our observations of the poor performance of pAH5. Interestingly, both the sod
(pAH16) and hld (pAH17) RBS regions were improved over sarA RBS, with the sod RBS
displaying the highest YFP10B levels at equivalent times. Franke et al. (2007) also observed
that sod and hld RBS sequences were superior, although the hld RBS displayed the best
response in S. epidermidis (Franke, et al., 2007). Altogether, these observations indicate that
protein expression in Staphylococcus displays a strong dependence on the RBS sequence.

Behavior of fluorescent reporters in S. aureus
With multiple different plasmid constructs available, we desired to know the properties of the
fluorescent reporters when expressed in S. aureus. Currently, excitation and emission scans
for the GFPuvr, YFP10B, and mCherry are not available for these reporters in S. aureus, and
for some experimental applications, it is essential to know the excitation/emission behavior.
As representatives of these three reporters, plasmids pAH9 (sarA P1, mCherry), pAH13 (tet,
GFPuvr), and pAH15 (sarA P1, YFP10B) were transformed into RN4220, and overnight cultures
were prepared with the appropriate antibiotic and inducer. For each reporter construct,
excitation and emission scans were obtained (Fig. 7). GFPuvr displayed similar excitation/
emission behavior to the reported values for EGFP, and YFP10B was similar to EYFP (Shaner,
et al., 2005). The mCherry results were also similar to the reported values (Shaner, et al.,
2004). In each case, we observed minimal fluorescence contamination from S. aureus cells.
Importantly, by comparing these fluorescence scans, it is apparent that there is essentially no
overlap between GFPuvr and mCherry, or YFP10B and mCherry, indicating either of these two
combinations could be used for dual-labeling experiments.
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Applications of fluorescent reporters
With a suite of fluorescent reporters now available for S. aureus cell labeling, we tested the
reporters using a variety of experimental applications in order to gauge their effectiveness. For
these tests, we used plasmid pAH16 (sarA P1, sod RBS, YFP10B) for constitutive labeling of
S. aureus cells. As a secondary inducible reporter, we employed plasmid pAH1 (agr P3,
sarA RBS, mCherry) for selected dual-labeling experiments. For initial cell imaging tests,
strains SH1000 (agr+) and SH1001 (Δagr) were transformed with both pAH1 and pAH16
plasmids, resulting in strains AH1218 and AH1219, respectively. Fluorescence microscopy
images were obtained using a green channel to visualize YFP10B in pAH16 and a red channel
to visualize the agr-controlled mCherry in pAH1 (Fig. 8). As anticipated, the pAH1 plasmid
allowed mCherry labeling only when a functional agr system was present. When the green and
red channels were merged, the combined green and red fluorescence resulted in orangish-
yellow colored cells in the agr+ background, similar as recently reported in dual-labeled
biofilms (Boles and Horswill, 2008). Interestingly, the Δagr mutant repeatedly clumped under
confocal visualization, an observation supported by the enhanced ability of agr mutants to
attach to surfaces and develop into biofilms (Boles and Horswill, 2008). These findings
demonstrate that S. aureus can be dual-labeled with fluorescent reporters to simultaneously
monitor multiple phenotypes.

To extend the functionality of the fluorescent reporters, we tested the separation of S. aureus
populations using fluorescence-activated cell sorting (FACS). Strain SH1000 without a
plasmid served as a negative gating control to gauge the yellow and red fluorescence intensity
shifts (Fig. 9A & B). Again, strains AH1218 and AH1219 (described above) were used for this
experiment. Comparing Figure 9C & E, both cell populations displayed near uniform
expression of the YFP10B reporter encoded on pAH16. Using the background readings for
setting the fluorescence cutoff gate (Fig. 9A), the AH1218 and AH1219 populations shifted
97% and 98%, respectively, towards yellow fluorescence, demonstrating the sarA P1 promoter
and sod RBS enable robust, constitutive production of protein reporters. Similarly, the agr+
strain (AH1218) exhibited strong expression of the agr-controlled mCherry reporter encoded
on plasmid pAH1 (Fig. 9D), with 93% of the population shifting towards red fluorescence
compared to unlabeled control (Fig. 9B). As anticipated, the mCherry expression was
eliminated in the AH1219 agr mutant strain (Fig. 9F). Altogether, the FACS test supported
our observations from the microscopy images of fluorescent S. aureus cells (Fig. 8). The
successful separation of S. aureus populations demonstrates the fluorescent reporters described
herein could be used for a variety of FACS applications that require single or dual cell labeling.

One of the growing and most important applications of fluorescent reporters is visualization
of S. aureus biofilm growth. Currently, most S. aureus biofilm observations are generated
through post-staining in static and flow-cell format, or alternatively through direct visualization
of the flow-cell biomass. The challenge with post-staining is that endpoint manipulations can
complicate time course experiments. Fluorescent reporters have an advantage in facilitating
the in situ monitoring of maturation and/or dispersal events of live biofilm growth. Constitutive
reporters are attractive in that they bypass the need for inducers, such as tetracycline, which
can complicate mixed-culture biofilms, eukaryotic cell interactions, and other biofilm
applications. For reporter expression, the sarA P1 promoter has been utilized as an effective
biofilm constitutive promoter (Yarwood, et al., 2004). Plasmid pAH16 (sarA P1, sod RBS,
YFP10B) is the strongest constitutive reporter described herein and displayed robust expression
in the microscopy and FACS experiments. To determine the potential of pAH16 for biofilm
analysis, we tested the visualization of biofilm growth using this plasmid reporter in a flow
cell apparatus. Biofilms of SH1000 with pAH16 were grown in a once-through, continuous
flow cell system for 5 days, and growth and fluorescence labeling was monitored with CLSM.
Images were captured at the 2 and 5 day time point, and representative top-down, cross-section,
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and three dimensional image reconstructions are shown in Figure 10. After two days, YFP
labeling of the biomass was confluent across the entire surface and the biofilms have no
noticeable growth defects while maintaining plasmid pAH16. Average thickness of the biofilm
was ~19 μm, matching our previous observations of 2-day old SH1000 biofilms. Over the next
three days, average biofilm thickness increased to ~32 μm and biomass density also increased
from 9 to 24 μm3/μm2 (Fig. 10). Importantly, YFP labeling penetrated throughout the cell
layers and no noticeable loss of fluorescence was observed, demonstrating stability of the
plasmid. Thus, plasmid pAH16 represents an effective fluorescent reporter for in situ
monitoring of biofilm growth, making it a valuable tool for diverse biofilm studies.

Conclusions
We have constructed a toolbox of fluorescent reporter plasmids for use in S. aureus. The
reporters allow constitutive and inducible fluorescent labeling with different antibiotic
selections for increased flexibility in diverse applications. Reporters for the agr quorum-
sensing and SigB regulatory systems were also constructed and characterized to facilitate
monitoring of the activity of these important global regulators. Through the course of this work,
we identified a dependence on the RBS region for reporter expression and determined that the
sod RBS was strong and effective, suggesting the RBS region should be a point of consideration
for protein expression studies in S. aureus. To determine the general usefulness of these reporter
plasmids, dual-labeling experiments were performed using cell microscopy and FACS,
demonstrating multiple properties could be simultaneously monitored for different
applications. Finally, the strongest, constitutive reporter constructed in this report displayed
robust properties for monitoring flow-cell biofilm growth. Altogether, these new fluorescent
reporter plasmids will enhance the molecular tools available for S. aureus labeling studies.
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Figure 1.
Graphic maps of S. aureus fluorescent reporter plasmids. A. pC194-based plasmids that confer
Amp resistance to E. coli and Cam resistance to S. aureus. B. pE194-based plasmids that confer
Amp resistance to E. coli and Erm resistance to S. aureus. Relevant regions and restriction sites
are shown on each plasmid for cloning. The reporters can be exchanged using KpnI and EcoRI
sites. The restriction site upstream of the promoter regions is not compatible. The plasmid maps
are not drawn to scale.
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Figure 2.
Constitutive fluorescent reporters for S. aureus. S. aureus RN4220 was transformed with
plasmids pAH9, pAH15, and pCE-MCS. The transformed strains were grown in TSB with
Erm, and samples were removed at 4, 5, 6, and 7 hr (pAH15) or 16 hr (pAH9). In the
experimental setup, RN4220 reached late logarithmic growth by 4 hours. Fluorescence was
measured using green or red filter sets, and the results were plotted relative to cell density at
595 nm. A. mCherry fluorescence of pAH9 compared to pCE-MCS (vector). B. YFP10B
fluorescence of pAH15 compared to pCE-MCS (vector).
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Figure 3.
Monitoring S. aureus SigB activity using asp23 reporter plasmids. S. aureus strains SH1000
(sigB+) and AH1012 (ΔsigB) were transformed with plasmids pAH5, pAH6, and pAH12. The
transformed strains were grown in TSB, and samples were removed at 4 hr (early log) or 16
hr (stationary phase). Fluorescence was measured using green or red filter sets, and the results
were plotted relative to cell density at 595 nm. A. YFP10B fluorescence from pAH5. B. mCherry
fluorescence from pAH6. C. mCherry fluorescence from pAH12.
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Figure 4.
Monitoring S. aureus quorum-sensing using agr reporter plasmids. Strains S. aureus SH1000
(agr+) and SH1001 (Δagr) were transformed with pDB59, pAH1, pAH7, and pAH8 and grown
in TSB with appropriate antibiotic. As indicated, transformed SH1000 strains were also treated
with supernatant from AIP-II producing strain SA502a. After 9 hr growth, green or red
fluorescence was measured in a plate reader and plotted relative to cell density at 595 nm.
A.YFP10B fluorescence from pDB59 and pAH7. B. mCherry fluorescence from pAH1 and
pAH8.
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Figure 5.
Fluorescent response of an inducible reporter plasmid. S. aureus RN4220 was transformed
with pAH13 (tet, YFP10B) and an empty vector control (pCE-MCS), and cultures were grown
for 2.5 hr (log phase), 5 hr (early stationary), and 16 hr (late stationary) with varying levels of
aTet inducer. YFP10B fluorescence was measured in a plate reader and readings were plotted
relative to cell density at 595 nm.
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Figure 6.
Significance of the RBS region for S. aureus reporter expression. A. Graphic map of the
pAH14-pAH17 plasmids and the different RBS sequences used. B. S. aureus RN4220 was
transformed with each of the four plasmids, and cultures were grown for 4.5 hr (log phase) and
7 hr (stationary phase). YFP10B fluorescence was measured in a plate reader and readings were
plotted relative to cell density at 595 nm.
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Figure 7.
Excitation and emission scans of fluorescent reporters in S. aureus. Strain RN4220 was
transformed with pAH9 (sarA P1, mCherry, red lines), pAH13 (tet, GFPuvr, green lines), and
pAH15 (sarA P1, YFP10B, yellow lines). Cultures were grown for 16 hr in TSB with Erm, and
additionally, 400 ng/ml aTet was added to induce GFPuvr expression from pAH13. Excitation
and emission scans were obtained for each reporter, and an average of five scans was
normalized and plotted.
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Figure 8.
Cell labeling of S. aureus with fluorescent reporters. Plasmids pAH1 (agr P3, mCherry) and
pAH16 (sarA P1, sod RBS, YFP10B) were used for microscopy test. The top three panels are
fluorescent images of SH1000 (agr+) cells transformed with both plasmid pAH1 and pAH16.
The bottom three panels are SH1001 (Δagr) cells was transformed with the same two plasmids.
In each case, overnight cultures were prepared with TSB supplemented with Cam and Erm,
and fluorescence microscopy images were obtained. Representative images showing the green,
red, and merged channels are shown.
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Figure 9.
Flow sorting of S. aureus labeled with fluorescent reporters. SH1000 without a plasmid served
as a negative gating control (histograms A & B). Plasmids pAH1 (agr P3, sarA RBS, mCherry)
and pAH16 (sarA P1, sod RBS, YFP10B) were used for the FACS test. SH1000 (agr+) was
transformed with pAH1 and pAH16, resulting in strain AH1218 (histograms C & D). Similarly,
SH1001 (Δagr) was transformed with the same plasmids, resulting in strain AH1219
(histograms E & F). Each strain was grown overnight in TSB (with Cam and Erm as needed),
cell density was adjusted to 106 CFU/mL, and populations were separated by FACS.
Histograms A, C, and E display the yellow fluorescence channel and B, D, F display the red
fluorescence channel. Units represent relative cell counts detected by the flow cytometer
plotted at the measured fluorescence intensity.
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Figure 10.
Monitoring of flow cell biofilm growth using reporter plasmid pAH16. S. aureus SH1000
transformed with plasmid pAH16 (sarA P1, sod RBS, YFP10B) and grown in a once-through
flow cell apparatus for 5 days. CLSM images were captured at 2 and 5 days. A. CLSM image
reconstructions of a z series with each grid square representing 20 μM. B. CLSM top down
(XY view) and cross-section (right, YZ view; bottom, XZ view) images of biofilm layers.
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Table 1
Strains and plasmids used in this study

Strain/Plasmid Genotype/Properties Reference

E. coli BW25141 Cloning strain (Datsenko and Wanner, 2000)

S. aureus

 RN4220 Restriction deficient cloning host (Novick, 1991)

 SA502a agr Type II strain (Ji, et al., 1997)

 SH1000 NCTC8325-4 corrected for rsbU+ (Horsburgh et al., 2002)

 SH1001 SH1000 / Δagr∷TetM (Horsburgh, et al., 2002)

 AH1012 SH1000 / ΔsigB (Lauderdale, et al., 2009)

 AH1218 SH1000 / pAH1 and pAH16 This study

 AH1219 SH1001 / pAH1 and pAH16 This study

Plasmid

 pALC2084 Plasmid with tetracycline-inducible GFPuvr expression, Camr (Bateman, et al., 2001)

 pCE-MCS Empty plasmid, Ermr This study

 pDB59 Plasmid for agr P3-dependent YFP10B expression, Camr (Yarwood, et al., 2004)

 pAH1 Plasmid for agr P3-dependent mCherry expression, Camr This study

 pAH5 Plasmid for SigB (asp23) dependent YFP10B expression, Camr This study

 pAH6 Plasmid for SigB (asp23) dependent mCherry expression, Camr This study

 pAH7 Plasmid for agr P3-dependent YFP10B expression, Ermr This study

 pAH8 Plasmid for agr P3-dependent mCherry expression, Ermr This study

 pAH9 Plasmid for sarAP1-dependent mCherry expression, Ermr (Boles and Horswill, 2008)

 pAH12 Plasmid for SigB (asp23) dependent mCherry expression, Ermr This study

 pAH13 Plasmid with tetracycline-inducible GFPuvr expression, Ermr This study

 pAH14 Plasmid for sarAP1-dependent YFP10B expression, Ermr This study

 pAH15 pAH14 with sarA ribosome binding site This study

 pAH16 pAH14 with sod ribosome binding site This study

 pAH17 pAH14 with hld ribosome binding site This study
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