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ERRATUM

Quantitating the Multiplicity of Infection with Human Immunodeficiency Virus
Type 1 Subtype C Reveals a Non-Poisson Distribution of Transmitted Variants
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Volume 83, no. 8, p. 3556–3567, 2009. Page 3558, column 1, GenBank accession numbers, line 2: “FJ444362” should read
“FJ444632.”
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