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The cooperative binding effects of viologens and pyridines to a
synthetic bivalent porphyrin receptor are used as a model system to
study how the magnitudes of these effects relate to the experimen-
tally obtained values. The full thermodynamic and kinetic circles
concerning both activation and inhibition of the cage of the receptor
for the binding of viologens were measured and evaluated. The
results strongly emphasize the apparent character of measured bind-
ing and rate constants, in which the fractional saturation of receptors
with other guests is linearly expressed in these constants. The pre-
sented method can be used as a simple tool to better analyze and
comprehend the experimentally observed kinetics and thermody-
namics of natural and artificial cooperative systems.

kinetics � slippage � supramolecular chemistry � thermodynamics

Cooperative binding plays an important role in nature, where it
is used to construct well-defined assemblies and is used as a tool

to transfer information at the cellular level (1). The formation of the
tobacco mosaic virus (2) and the binding of oxygen to hemoglobin
(3) are 2 well-known examples of cooperative processes. Cooper-
ative binding interactions can be homotropic or heterotropic, when
the combined binding to a multivalent receptor involves the same
or different types of guests. In additions, these interactions can be
positive or negative, when the binding of a guest promotes or
obstructs the binding of a second guest (4).

One of the challenges in the field of supramolecular chemistry is
to design artificial systems that display cooperative binding effects,
not only to better understand the mechanisms involved in the
natural processes but also to prepare functional materials and
catalysts that benefit from such binding interactions. Over the years,
a large number of artificial receptors displaying positive (5–8) and
negative (9–11) homotropic and positive (12–20) and negative
(21–23) heterotropic cooperative binding phenomena have been
developed. Although in many cases the origins of the cooperative
effects could be identified, few studies have dealt in detail with the
kinetics and thermodynamics of such complicated multicomponent
receptor–guest systems. This is surprising, because unlike the
complex biological systems, the artificial receptor–guest systems
can be easily studied, and the fine details of cooperative behavior
can be uncovered. It is generally known that measured association
constants are context dependent in the sense that apparent values
that depend on, e.g., the solvent system, salt concentrations, pH,
and in the worst case impurities, are obtained (4). As a conse-
quence, the observed cooperative binding effects might often
deviate from the intrinsic ones.

To investigate how the measured cooperative binding effects as
derived from the observed experimental binding constants are
related to the intrinsic ones, we present a detailed study of the
combined binding of viologens and pyridines to the bivalent zinc
porphyrin receptor Zn1 (24, 25) (Scheme 1). Pyridine ligands can
activate and inhibit the binding of viologens in the cavity of Zn1 (see
Fig. 1). These compounds also affect the kinetics of pseudorotaxane
formation [slippage (26–29) experiments] between Zn1 and a
stopper functionalized viologen derivative. The present study aims
at providing a simple and efficient procedure for deriving cooper-
ative binding effects from experimentally obtained kinetic and

thermodynamic data to be used as a guide in other artificial and
natural cooperative binding systems. The procedure relies on the
apparent 1:1 binding character of experimentally obtained binding
constants that can be expected under the chosen experimental
conditions. With the use of this method, complete multicomponent
binding circles can be accurately and simply derived from a series
of simple apparent 1:1 binding experiments.

Results and Discussion
Porphyrin macrocycle Zn1 (24) binds viologen derivatives in its
cavity with high binding constants (Kassoc � 106 to 107 M�1) in
organic solvents and can also complex pyridine derivatives to the
zinc metal in the porphyrin roof. A bulky pyridine (e.g., A1)
coordinates weakly to the outside of Zn1. Pyridine (A2) on the other
hand, binds strongly to the inside of the cavity of Zn1 as a result of
size complementarity, �–� stacking interactions, and metal–ligand
coordination (see crystal structure in Fig. 1E). In a previous article
(17), it was shown that the bulky tert-butylpyridine and methyl-
viologen (V1) display strong positive cooperative effects in their
binding to Zn1. The complexation behavior of pyridines and
viologens to Zn1 can be studied easily with 1H NMR, fluorescence,
and UV-vis spectroscopy. This model system therefore is ideal to
unravel the full cooperative binding circles. We can either activate
(with a bulky pyridine) or inhibit (with pyridine) the cavity of Zn1
to bind viologen derivatives (Fig. 1 A and B). In addition, we can
study both directions of the binding circles, i.e., the effect of the
binding of pyridines on the receptor–viologen binding strength and
the effect of the binding of viologen derivatives on the receptor–
pyridine binding strength. Although Hess’s law predicts that a
cooperative effect should be equal and independent of the mea-
sured direction of such a circle, this will not be the case for the
experimentally determined (apparent) cooperative effects as will
be illustrated in the following.
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Scheme 1. Host and guest compounds.
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To be able to monitor the cooperative effects also on the
kinetics of complex formation, we performed studies with the
dumbbell-shaped viologen derivative V2. V2 has a di-tert-
butylphenyl moiety attached to one side that cannot be traversed
by Zn1 and a cyclohexyl moiety attached to the other side, which
can be passed over via a slippage (26–29) process. The kinetics
of this complex formation can be monitored accurately with the
help of fluorescence spectroscopy.

Ideally, one would like to determine the magnitudes of cooper-
ative effects from a single experiment in which the changing ratios
of the different receptor/guest species can be monitored, and fitting
to the full binding model would provide the association constant of
the ternary complex, the individual equilibrium constants, and the
cooperative effect. Such a method requires that all of the relevant
species of receptor (free, the 2 1:1 complexes, and the ternary
complex) can be identified and quantified spectroscopically, after
which, curve-fitting should be fairly straightforward but not neces-
sarily very accurate as a result of the determination of multiple
constants from a single fit. Unfortunately, binding systems display-
ing such spectroscopic properties are very rare. Certainly our
system does not allow the precise identification of all of the
changing ratios from a single experiment as a result of the high
association constant of Zn1 with viologens (that allows for accurate
determination only at micromolar concentrations), the fast ex-
changing zinc–pyridine interaction on the NMR time scale, and the
overlapping fluorescence and UV-vis spectra of the different
porphyrin species.

For this reason, we chose a strategy in which the consecutive
binding steps necessary to form the ternary complex were
individually evaluated. This requires binding experiments of the
1:1 complexes between the receptor and the individual guests
(KG1 and KG2) and a binding experiment in which the affinity of
a guest to the receptor is studied in the presence of an excess of
the other guest (G1KG2 or G2KG1). By determining the 3 associ-
ation constants KG1, KG2, and G1KG2 (all in M�1), the association
constant of the ternary complex (in M�2) and the cooperative
effect (Ce) can be identified (KG1G2 � KG1�G1KG2 � KG2�G2KG1).
Analysis of the different binding systems (Fig. 1) with the use of
this method is presented in the following.

Thermodynamic Cooperative Circles. The cooperative binding circle
involving Zn1, V1, and A1 is presented in Fig. 1A. 1H NMR and
UV-vis titrations in 1:1 (vol/vol) mixtures of chloroform and
acetonitrile (deuterated solvents in the case of the NMR experi-

ments) revealed that A1 binds weakly (KA1 � 125 M�1) and
exclusively to the outside of the cage of Zn1. A 1H NMR titration
revealed an association constant V1KA1 of 9.0 � 103 M�1 for the
binding of A1 to Zn1 in the presence of a slight excess of V1, which
fully occupies the cavity of Zn1. The cooperative effect (Ce �
VKA/KA) therefore has a value of 72 (��Go � �10.6 kJ/mole). The
reverse direction of the circle (i.e., the effect of the presence of A1
on the binding of V1 in Zn1) was also measured. In order be able
to accurately determine the high association constant between Zn1
and V1, the titration experiments were performed at low (less than
micromolar) concentrations of Zn1 and monitored by fluorescence
spectroscopy. The viologen-induced quenching of the porphyrin
emission upon complex formation was monitored in the presence
of various concentrations of A1. All titration curves could be fitted
with the help of simple 1:1 binding isotherms. The titration exper-
iments clearly revealed that the observed association constant of the
complex between V1 and Zn1 (A1KV1-app) increases upon increasing
concentrations of A1 (see Fig. 2) in line with the apparent character
of A1KV1-app. It can be easily derived that the apparent association

Fig. 1. Cartoon representation of the bind-
ing schemes showing the cooperative bind-
ing effects together with the individual rate
and association constants. (A) Cooperative
binding circle involving V1, A1, and Zn1. (B)
Competitive cooperative binding circle in-
volving V1, A2, and Zn1. (C) Cooperative
binding circle involving A1 and slippage of
Zn1 over the cyclohexyl moiety of V2. (D) As in
C involving A2, V2, and Zn1. (E) Crystal struc-
ture of the complex between Zn1 and pyri-
dine. All of the calculated constants pre-
sented are listed on the right (for
experimental errors see Table S1).

Fig. 2. Fluorescence titrations of V1 with Zn1 in the presence of various
concentrations of A1. (A) Titration of V1 to Zn1 in the presence of increasing
concentrations (from i to vi) of A1 and the fits according to 1:1 binding isotherms.
(B) Calculated association constant A1KV1-app plotted vs. the concentration of A1
and the fit of the data points using Eq. 1. (C) Linear relationship between of the
value of A1KV1-app and the fractional saturation of Zn1 with A1 (yZn1-A1) according
to Eq. 3.
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constant in the presence of different concentrations of A1 (A1KV1-
app) should evolve according to Eq. 1.

A1KV1�app �
KV1�[A1]�KA1�

A1KV1

1�[A1]�KA1
. [1]

Because the total concentration of A1 ([A1]o) is much larger than
the concentration of Zn1, hence [A1] � [A1]o (which also accounts
for the apparent 1:1 binding behavior), and therefore Eq. 1 can be
used to determine the actual value of A1KV1. A fit of the experi-
mental data provided values of A1KV1 � 6.5 � 107 M�1 (hence a
value of Ce � 75 because KV1 � 8.6 � 105 M�1) and KA1 � 103 M�1

(See Fig. 2B). These data are within experimental error in accor-
dance with the values obtained for the other direction of the circle
of Ce � 72 and KA1 � 125 M�1. As a result, also the association
constants of the ternary complex KV1A1 (Fig. 1A) are equal within
experimental error (clockwise: KV1A1 � 7.7 � 109 M�2, counter-
clockwise KV1A1 � 6.7 � 109 M�2, a difference of �0.4 kJ/Mole in
Gibbs free binding energy). This thus demonstrates that, although
the experimentally determined cooperative effects measured by
fluorescence never revealed the full cooperative effect, the overall
system behaves according to Hess’s law and that the binding circle
is perfectly balanced as required by thermodynamics. The experi-
mentally obtained apparent association constant when titrating V1
into a mixture of Zn1 and an excess of A1 depends linearly (see Eq.
3) on the fractional saturation (30) of the receptor with the second
guest (yZn1-A1). The fractional saturation is defined as the fraction
of the total number of receptor molecules R that are occupied by
a particular guest G (Eq. 2). This linear relation ship is clearly
expressed in Fig. 2C.

yR�G �
KG[G]

1 � KG[G]
�

[RG]
[R] � [RG] [2]

A1KV1�app � KV1 � {1�yZnl-A1 � (Ce � 1)}. [3]

Because pyridine (A2) coordinates strongly to the inside of the cage
of Zn1 (KA2 � 7.5 � 104 M�1), it can be expected to compete with
V1 for this binding position. On the other hand, A2 should also be
capable of binding to the outside of Zn1 and hence can have a
positive cooperative effect on the binding of V1 in a similar way to
A1 (see Fig. 1B). Fluorescence titrations in which V1 was added to
Zn1 were performed in the presence of increasing concentrations
of A2. Also in this case, the binding isotherms could all be fitted to
1:1 binding models. The data clearly revealed that the apparent
association constant (A2KV1-app) decreases in the presence of in-
creasing concentrations of A2 (See Fig. 3). Assuming the binding
scheme of Fig. 1B, the apparent association constant A2KV1 should
evolve according to Eq. 4, in which KA2-out is the association
constant of the complex of A2 to the outside of Zn1 and KA2-total the
sum of the association constants of the complexes in which A2 binds
to the inside and outside of Zn1 (KA2-total � KA2-in � KA2-out).

A2KV1�app �
KV1 � [A2] � KA2�out � A2KV1

1�[A2] � KA2�Total
. [4]

With the help of Eq. 5, the magnitude of KA2-out�A2KV1 (equal to
KV1A2 � 3.8 � 109 M�2), and KA2-total (equal to 7.1 � 104 M�1)
could be calculated. Also here, the value of KA2-total is in good
agreement with the directly measured value of this association
constant (KA2-total � 7.5 � 104 M�1). Assuming that A2 has an
association constant for the outside of the cavity of Zn1 that is
slightly lower than that of A1 (80 � 15 M�1),* the data suggest a
strong positive cooperative effect (Ce � 54) for the combined

binding of V1 and A2 to Zn1. Although pyridine blocks the cavity
of Zn1 when it is bound in it, it causes a similar positive cooperative
effect as A1 for the binding of V1 to Zn1 when it is coordinated to
the outside. Also in this competition experiment, the obtained
apparent association constant depends linearly on the fractional
saturation of Zn1 with A2 (yZn1-A2), according to Eq. 5, as can be
seen in Fig. 3C.

A2KV1�app � KV1 � yZnl�A2 ��KA2�out�
A2KV1

KA2�total
�KV1�. [5]

Kinetic Cooperative Circles. The cooperative effects in the combined
binding of A1 and V2 to Zn1 were also investigated. V2, like V1,
binds strongly to the inside of the cage of Zn1 with a high association
constant (KV2 � 4.5 � 106 M�1) and comparable complexation
geometry. A thermodynamic cooperative effect Ce � 66 was
calculated from a 1H NMR titration of A1 with the pseudorotaxane
complex of Zn1 with V2 and an association constant KV2A1 � 3.7 �
1010 M�2 for the ternary complex formation. The difference
between V1 and V2 is that in the latter case, because of the presence
of the bulky cyclohexyl substituent, the kinetics of complex forma-
tion with Zn1 via a slippage process can be monitored. Addition of
V2 to Zn1 (0.8 �M) in various concentrations led to a decrease in
porphyrin fluorescence emission in time, from which the slippage
rate constant (kon) and the equilibrium association constant (KV2)
of complex formation could be determined (Fig. 4A). To evaluate
the cooperative effects on the kinetics of the slippage process,
experiments were performed in the presence of various concen-
trations of A1 (in excess compared with Zn1). All of the obtained
kinetic curves could be fitted perfectly by 1:1 kinetic binding
isotherms. In the presence of increasing concentrations of A1,
which coordinates to the outside of Zn1, both the calculated values
of A1kon-app and A1KV2-app increased. The thermodynamic data
(A1KV2-app) was analyzed according to Eqs. 1 and 3, revealing a
cooperative effect of Ce � 58 and an association constant KV2A1 �
3.3 � 1010 M�2 (closely in line with the values of Ce � 66 and
KV2A1 � 3.7 � 1010 M�2 obtained from the 1H NMR titrations).
The slippage rate constants (A1kon-app) showed an increase ranging
from a value of 6.4 � 104 M�1s�1 in the absence of A1 to a value
of 4.2 � 105 M�1s�1 in the presence of 6.4 mM of A1. The observed
concentration dependency of the slippage rate constants clearly
reveals that we are dealing again with apparent values. The data can
be rationalized as follows. Because A1 is present in excess compared
with Zn1, the kinetics can be described by 1:1 kinetic binding

*This value is based on studies concerning the binding of A1 and A2 to a number of to
reference zinc-porphyrins revealing that A1 binds �1.6 times stronger to zinc porphyrins
than A2 in the used solvent mixture (see SI).

Fig. 3. Fluorescence titrations of V1 with Zn1 in the presence of A2. (A) Titration
curves of V1 to Zn1 in the presence of increasing concentrations (from i to viii) of
A2 and the fits according to 1:1 binding isotherms. (B) Calculated association
constant A2KV1-app plotted vs. the concentration of A2 and the fit of the data
points using Eq. 4. (C) Linear relationship between the value of A2KV1-app and the
fractional saturation of Zn1 with A2 (yZn1-A2) according to Eq. 5.
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isotherms (see Eq. 6) in which [Zn1tot] � [Zn1] � [Zn1A1], and
[Zn1V2tot] � [Zn1V2] � [Zn1V2A1] (see Fig. 1C).

v � �
d[Znltot]

dt
� �

d[V2]
dt

�
d[ZnlV2tot]

dt

� A1kon-app[Znltot][V2]�A1koff-app[ZnlV2tot]. [6]

The observed experimental slippage rates A1kon-app and A1koff-app
will display apparent values that depend on the concentration of
pyridine A1 according to Eqs. 7 and 8.

A1kon-app �
kon � A1kon � KA1 � [A1]

1�KA1 � [A1]
[7]

A1koff-app �
koff � A1koff � V2KA1 �[A1]

1�V2KA1 � [A1]
. [8]

As required, the apparent association constant A1KV2 is the quotient
of the slippage and deslippage rate constants (A1KV2-app �
A1kon-app/A1koff-app) as illustrated by the fact that Eq. 1 is obtained
when Eq. 7 is divided by Eq. 8. Eq. 7 indeed nicely describes the
experimentally determined slippage rate constants as can be seen
in Fig. 4B, revealing a value of A1kon � 8.4 � 105 M�1s�1 and hence
a cooperative kinetic effect of a factor of 13.2 (ce(on) � A1kon/kon).
The slippage reaction is thus 	13 times faster when Zn1 is fully
occupied on the outside by the coordinating ligand A1, whereas the
binding constant A1KV2 is enhanced by a factor of �60. This thus
indicates that the rate of pseudorotaxane dissociation (i.e., deslip-
page) in the presence of A1 (A1koff) should be decreased by a factor
of �4.

It is possible to directly measure the deslippage rate constants koff
with the help of dilution experiments. Pseudorotaxane complexes
were prepared at high (millimolar) concentrations after which the
solutions were diluted to micromolar concentrations. As a result of
this dilution, a new equilibrium situation is reached after a certain
period, with less pseudorotaxane and more of the free components
(See Fig. 5A). The increase in fluorescence emission as a result of
dilution was recorded as a function of time, and the curves were
analyzed. The presence of increasing concentrations of A1 clearly
resulted in lower deslippage rate constants (A1koff-app) and higher
pseudorotaxane stabilities (hence higher values of A1KV2-app) as can

be seen in Fig. 5A. From the calculated values of A1KV2-app and
A1koff-app, the magnitudes of the cooperative effects (Ce and ce(off))
could be determined by applying Eqs. 1 and 8. The resulting
thermodynamic cooperative effect amounted to Ce � 62, in excel-
lent agreement with the values of Ce � 58 and 66 mentioned above.
A1koff was calculated to be 3.1 � 10�3 s�1, resulting in a cooperative
kinetic effect for the deslippage process of ce(off) � A1koff/koff � 0.23
(koff � 1.4 � 10�2 s�1), the expected reduction by a factor of 4. In
line with theory, the combined kinetic cooperative effects for the
slippage and deslippage reactions account for the full thermody-
namic cooperative effect, i.e., ce(on)/ce(off) � 58 (��Go � �10.0
kJ/mole), which, within experimental error is identical to the
cooperative effect of Ce � 62 (��Go � �10.2 kJ/mole) obtained
from the thermodynamic studies. As observed above for the
association constants, the value of A1kon-app depends linearly on the
fractional saturation of Zn1 with A1 (yZn1-A1), see Eq. 9 and Fig. 4C.
The magnitude of A1koff-app on the other hand, depends linearly on
the fractional saturation of the pseudorotaxane complex formed by
Zn1 and V2, with A1 (yZn1V2-A1), in line with Eq. 10 and illustrated
in Fig. 5C.

A1kon-app � kon � {1�yZnl�A1 � (ce (on) � 1)} [9]

A1koff-app � koff � {1�yZnlV2�A1 � (ce (off) � 1)}. [10]

Finally, the effects of blocking the cavity of Zn1 with pyridine on
the slippage rate constants were examined. To this end, slippage
and deslippage experiments with V2 and Zn1 were performed in
the presence of various concentrations of A2 (Figs. 6 and 7). As
observed for the combination, A2, V1, and Zn1, the apparent
association constants A2KV2-app decreased upon increasing the
concentration of A2 (see Fig. 7), revealing a linear dependency
when these constants were plotted against the fractional satu-
ration of Zn1 with A2 (yZn1-A2). A value of KA2-out�A2KV2 �
KV2A2 � 1.6 � 1010 M�2 was calculated by applying Eq. 4,
suggesting a cooperative effect for the combined binding of V2
and A2 to Zn1 of Ce � 45 (��Go � �9.4 kJ/mole). The
calculated slippage rate constants (A2kon-app) as expected re-
vealed a decrease upon increasing the concentration of A2 as a
result of the blocking of the cavity of Zn1. The slippage rate
constants could be fitted to Eq. 11 (Fig. 6B), which describes the
evolution of A2kon-app as a function of the concentration of A2.

Fig. 4. Fluorescence slippage experiments between V2 and Zn1 in the
presence of A1. (A) Fluorescence emission as a function of time upon the
addition of 1 equivalent of V2 to Zn1 (0.8 �M) in the presence of increasing
concentrations (from i to vii) of A1. (B) Calculated rate constants A1kon-app

plotted vs. the concentration of A1 and the fit according to Eq. 7. (C) Linear
relationship between the value of A1kon-app and the fractional saturation of
Zn1 with A1 (yZn1-A1) according to Eq. 9.

Fig. 5. Fluorescence deslippage experiments between V2 and Zn1 in the
presence of A1. (A) Fluorescence emission as a function of time upon the dilution
of a 1.5:1 mixture of V2 and Zn1 in the presence of increasing concentrations
(from i to iv) of A1. (B) Calculated rate constants A1koff-app plotted vs. the concen-
tration of A1 and the fit according to Eq. 8. (C) Linear relationship between the
value of A1koff-app and the fractional saturation of the pseudorotaxane complex
between Zn1 and V2 with A1 (yZn1V2-A1) according to Eq. 10.
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A2kon�app �
kon � [A2] � KA2�out � A2kon

1�[A2] � KA2�total
. [11]

The fact that upon full saturation of Zn1 with A2, the slippage
rate constant does not go to zero (see Figs. 6B) indicates that
pyridine is indeed not solely coordinating to the inside of Zn1 but
also to the outside, in line with the binding scheme presented in
Fig. 1 B and D. Assuming an association constant KA2-out � 80 �
15 M�1, a value of ce(on) � 8.7 (��Gon


 � �5.4 kJ/mole) was
obtained, which does not significantly deviate from the kinetic
cooperative effect ce(on) � 13.2 (��Gon


 � �6.4 kJ/mole) ob-
served for the combination A1, V2, and Zn1.

The 2 opposing effects of A2, namely, the competitive binding to
the inside of the cavity of Zn1 and the fact that this ligand increases
the stability of the pseudorotaxane as a result of coordination of A2
to the outside of Zn1, are clearly expressed in the deslippage curves
(Fig. 7A). Increasing concentrations of A2 drive the equilibrium
further away from the nonfluorescent pseudorotaxane species in

the direction of the fluorescent complex in which A2 binds inside
the cavity of Zn1. The rates of deslippage (A2koff-app) decrease
concomitantly, indicating the increased stability of the pseudoro-
taxane as a result of the coordination of A2 to the outside of the
pseudorotaxane complex formed by V2 and Zn1. The calculated
dependency of the deslippage rate on the presence of A2 (A2koff-app)
revealed striking similarity with the dependency on A1 (A1koff-app).
Values of A2koff � 3.2 � 10�3 s�1, ce(off) � 0.23, and V2KA2 � 8.1 �
103 M�1 were obtained by applying Eq. 12, confirming that the role
of A2 is identical to that of A1 when it coordinates to the outside
of the pseudorotaxane complex formed by Zn1 and V2.

A2koff-app �
koff�

A2koff � V2KA2 � [A2]
1�V2KA2 � [A2]

. [12]

Conclusion
The full thermodynamic and kinetic circles regarding both inhibi-
tion and activation of the cage of Zn1 for the binding of viologens
has been measured. Independent of the measured direction of the
circles, identical values were observed, in accordance with theory.
This therefore reveals the beautiful symmetry of the studied
cooperative binding effects and moreover shows the accuracy of the
used method. We have successfully demonstrated that the devel-
oped method can be used to uncover complete binding schemes
from a series of (in principle only 3) simple 1:1 titration experi-
ments. The method can be applied to a large number of different
systems, both natural and artificial, and can be used to successfully
uncover cooperative binding systems also when only 1 specific
binding interaction can be monitored.

The combined binding of bulky pyridine A1 and viologen deriv-
atives to receptor Zn1 is accompanied by a positive cooperative
effect in the order of ��Go � �10 kJ/mole. This thermodynamic
effect is composed of a decrease in the free energy of activation of
complex formation (��Gon


 ) of �6 kJ/mole and an increase in the
free energy of activation of complex dissociation (��Goff


 ) of �4
kJ/mole. In other words, the rate of receptor–viologen complex
formation is increased as a result of the coordination of A1 to the
outside, whereas the rate of complex dissociation is decreased. The
situation is more complex in the case of pyridine A2. This ligand
displays the same effect as A1 when it is bound to the outside of Zn1
but, when bound inside its cavity, it fully obstructs the binding of the
viologen derivatives. This inhibition is expressed in the measured
equilibrium association constants and in the rates of pseudorotax-
ane complex formation. The presented results underline the ap-
parent character of the experimentally determined rate and asso-
ciation constants. The obtained cooperative effects in most cases do
not reveal their actual values. Only when a receptor is fully occupied
by a guest (that is, when the fractional saturation of the receptor
with this guest equals 1), the experimentally determined value
equals the actual cooperative binding effect. In all other cases, the
observed value of the effect depends linearly on the fractional
saturation of the receptor. As a result of this, many of the values of
heterotropic cooperative binding effects reported in the literature
may in fact deviate significantly from the actual values.

The inhibition experiments performed with pyridine further
highlight the effect competitive binding has on observed association
and rate constants. Competing interactions lead to apparent asso-
ciation constants (KG-app) that relate to their actual values (KG)
according to Eq. 13, in which X is the concentration of the
competing species, and KX is the association constant of the
complex between this species with the receptor.

KG�app �
KG

1�KX � [X]
. [13]

It is clear that in the case of high concentrations of X, only low
values of KX are needed to significantly change the experimental
outcome. Especially in studies involving coordination of ligands to

Fig. 6. Fluorescence slippage experiments between V2 and Zn1 in the
presence of increasing concentrations of A2. (A) Fluorescence emission as a
function of time upon the addition of 1 equivalent of V2 to Zn1 (�M) in the
presence of increasing concentrations (from i to vii) of A2. (B) Calculated rate
constants A2kon-app plotted vs. the concentration of A2 and the fit according to
Eq. 11. (C) Linear relationship between the value of A2kon-app and the fractional
saturation of Zn1 with A2 (yZn1-A2).

Fig. 7. Fluorescence deslippage experiments between V2 and Zn1 in the
presence of increasing concentrations of A2. (A) Fluorescence emission as a
functionoftimeuponthedilutionofa1.5:1mixtureofV2andZn1 inthepresence
of increasing concentrations (from i to iv) of A2. (B) Calculated rate constants
A2koff-app plotted vs. concentration of A2 and the fit according to Eq. 12. (C) Linear
relationship between the value of A2koff-app and the fractional saturation of the
pseudorotaxane complex between Zn1 and V2 with A2 (yZn1V2-A2).
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metal centers, weakly coordinating electron donating solvent mol-
ecules can dramatically influence the experimentally observed
association constants. Consider, for instance, water as a solvent with
a molarity of 55. If water binds to the metal center with an
association constant of only 0.5 M�1 [a value that is generally
considered to be random and therefore of little significance (31)],
this will cause an apparent association constant for any titrated
ligand that is 28.5 times lower than its actual magnitude (a differ-
ence of 8.3 kJ/mole). Also when high salt concentrations are
present, the experimentally observed values may differ significantly
from the actual magnitudes; hence, the free binding energies are
always related to the medium in which the measurements were
carried out.

In summary, the studied system is a clear example of how
binding events and reaction rates can be tuned in a supramo-
lecular fashion and hence provides a simple mimic of supramo-
lecular information transfer in nature. It furthermore shows how
cooperative binding effects are experimentally expressed in the
kinetics and thermodynamics of complex formation. The de-
scribed method can be used to accurately study heterotropic
cooperative binding effects in any natural or artificial system and
can be seen as a simple framework to derive the actual magni-
tudes of these effects from the experimentally obtained values.

Materials and Methods
See supporting information (SI) Appendix, Scheme S1, Figs. S1–S6, and Table
S1 for full experimental details on the synthesis and characterization of the
compounds used in this study and on the measurement methods.

Association Constants. Association equilibrium constants were determined by
standard procedures (24) in which it was made sure that in the course of a
titration experiment with a guest, the concentrations of the receptor and the
second guest present in solution were kept constant.

Slippage Kinetics. Slippage kinetics were performed by using the time drive
application of the spectrometer software. The sample was excited at 426 nm, and
the porphyrin emission at 607 nm was recorded in time. Typically, to a weighed
solution of 0.8 �M Zn1, a known amount of V2 was added and the solution was
mixed. After mixing (1.5 s), the measurement was started. The data were ana-
lyzed according to standard 1:1 kinetic isotherms involving complex formation
between A and B, resulting in formation of C (Eqs. 14-17) (32). From the fit, both
the rate constant kon and equilibrium association constant Kassoc were obtained.

All of the experiments were performed at least in triplicate and at different
concentrations of V2 to lower the experimental error.

A � B L|;
kon

koff

C [14]

[C] � p
� 1 �

q
p

p � �C�o

q � �C�o
ekon
p�q�t�

� 1 �
p � �C�o

q � �C�o
ekon
p�q�t� [15]

p � [C]eq �

([A]o � [B]o �
1

Kassoc
)�

�([A]o � [B]o �
1

Kassoc
)2�4 � [A]o � [B]o

2
[16]

q �
[A]o[B]o

[C]eq [17]

Kassoc �
[C]eq

([A]o � [C]eq) � ([B]o � [C]eq)
�

kon

koff
. [18]

Deslippage Kinetics. Solutions of Zn1 and V2 (approximately millimolar) in 1:1
(vol/vol) mixtures of CDCl3 and CD3CN were prepared and a 1H-NMR spectrum was
recorded establish the exact stochiometries. These solutions were added to a 1:1
(vol/vol) mixture of chloroform and acetonitrile, thereby diluting the pseudorotax-
aneconcentration(Zn1V2��M)topresetvalues.Thesamplewasexcitedat426nm,
and emission at 607 was recorded as a function of time by using the time drive
application of the spectrometer software. After the experiment, a UV-vis spectrum
was recorded to confirm the exact experimental concentrations of the species. The
obtained deslippage curves were analyzed with the help of Eqs. 14-17, assuming the
relation Kassoc � kon/koff. The fits provided the values of both koff and Kassoc. All
experiments were performed in triplicate to lower the experimental error.
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