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Abstract
We have previously demonstrated that 40%–70% of elf+/− mice spontaneously develop
hepatocellular cancer (HCC) within 15 months, revealing the importance of the transforming growth
factor-beta (TGF-β) signaling pathway in suppressing tumorigenesis in the liver. The current study
was carried out to investigate mechanisms by which embryonic liver fodrin (ELF), a crucial Smad3/4
adaptor, suppresses liver tumor formation. Histological analysis of hyperplastic liver tissues from
elf+/− mice revealed abundant newly formed vascular structures, suggesting aberrant angiogenesis
with loss of ELF function. In addition, elf+/− mice displayed an expansion of endothelial progenitor
cells. Ectopic ELF expression in fetal bovine heart endothelial (FBHE) cells resulted in cell cycle
arrest and apoptosis. Further analysis of developing yolk sacs of elf−/− mice revealed a failure of
normal vasculature and significantly decreased endothelial cell differentiation with embryonic
lethality. Immunohistochemical analysis of hepatocellular cancer (HCC) from the elf+/− mice
revealed an abnormal angiogenic profile, suggesting the role of ELF as an angiogenic regulator in
suppressing HCC. Lastly, acute small interfering RNA (siRNA) inhibition of ELF raised
retinoblastoma protein (pRb) levels nearly fourfold in HepG2 cells (a hepatocellular carcinoma cell
line) as well as in cow pulmonary artery endothelial (CPAE) cells, respectively. Conclusion: Taken
together these results, ELF, a TGF-β adaptor and signaling molecule, functions as a critical adaptor
protein in TGF-β modulation of angiogenesis as well as cell cycle progression. Loss of ELF in the
liver leads the cancer formation by deregulated hepatocyte proliferation and stimulation of
angiogenesis in early cancers. Our studies propose that ELF is potentially a powerful target for
mimetics enhancing the TGF-β pathway tumor suppression of HCC.

Hepatocellular cancer (HCC) is one of the most common, aggressive malignancies and the
third leading cause of cancer-related deaths (World Health Organization Report, 2006). Its
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prognosis remains extremely poor, with a 5-year survival rate of less than 5% and a rising
incidence in the United States.1 Currently, the only curative therapeutic option for the early
stages of HCC is surgical intervention, including hepatic resection and liver transplantation.
2,3 The development of HCC is a multi-step process often beginning with cirrhosis, progressing
to adenoma and dysplastic nodule formation.4 HCC is typically a hypervascular tumor,
dependent on neo-angiogenesis, the formation of new blood vessels from preexisting vascular
beds, to receive an adequate supply of oxygen and nutrients.5–7 Moreover, angiogenesis is a
characteristic hallmark for tumor invasiveness and metastasis.8 The balance between
stimulatory and inhibitory factors of angiogenesis, the so-called angiogenic switch, is often a
rate-limiting step in the tumoral development, and imbalance of this process has been tightly
associated with tumor development and growth.9

The transforming growth factor-beta (TGF-β) signaling pathway has been known to play an
important role in cellular development, cell differentiation, proliferation, migration, and
neoplasia.3,10 Frequent inactivation of the TGF-β pathway components in tumorigenesis
demonstrates a powerful tumor suppressor role of the TGF-β pathway, partially through control
of normal epithelial cell proliferation.11–14 TGF-β pathway members can also act as regulators
of endothelial cells and vascular smooth muscle cells, as well as in the maintenance of vascular
homeostasis.15,16 Knockout mice for the several components of the TGF-β signaling pathway
have shown that TGF-β is indispensable for angiogenesis.15 Moreover, hereditary hemorrhagic
telangiectasia, a human vascular disorder, results from mutations of TGF-β receptors, ALK1
and endoglin.16

The multifunctional effects of TGF-β in cellular actions occur through binding its receptors,
TGF-β receptor II and receptor I, activation of intrinsic kinase activity, and phosphorylation
and translocation of mediators, Smads, followed by TGF-β target gene activation.17,18

Embryonic liver fodrin (ELF), a β-spectrin, is a stem cell adaptor protein that has been recently
found to play a pivotal role in TGF-β signaling and is required for colocalization of Smad3
and Smad4.19 This β-spectrin is a major dynamic scaffolding molecule involved in generating
functionally distinct membrane protein domains, conferring cell polarity, and regulating
endocytic traffic.20 Our previous analysis revealed that mice with complete loss of ELF
(elf−/−) displayed similar phenotypes to Smad2+/−/Smad3+/− mutant mice with midgestational
death, severely defective livers, as well as gastrointestinal, neural, and heart defects.21,22

Elf+/− heterozygotes develop liver fibrosis and dysplasia,23 and 40% to 70% of these mice
spontaneously develop hepatocellular cancers with markedly increased expression of several
oncogenes.24

In view of the phenotype of the elf−/− null mice, we speculated a role for ELF in modulating
angiogenesis. The current study was carried out to investigate the potential involvement of
ELF in hepatocyte and endothelial cell regulation in human HCCs and mutant mice. We
demonstrate that ELF plays a role in cell-cycle deregulation in not only hepatocytes but also
endothelial cells through the modulation of CDK4, cyclin D1, and phosphorylated Rb levels.
Elf-deficient embryos reveal abnormalities in blood vessel formation with expansion of
endothelial precursor cells and abnormal distribution of smooth muscle cells. Moreover,
histological analysis of liver tumors from elf+/− mice revealed increased angiogenesis
according to the tumor stages. Lastly, acute inhibition of ELF by small interfering RNAs
(siRNAs) displayed a marked accumulation of phospho-Rb in hepatocyte and endothelial cells.
Thus, our findings suggest that loss of ELF, a mediator of TGF-β signaling, results in liver
cancer formation through hypervascularization in addition to hepatocyte deregulation. These
studies also imply that loss of ELF could serve as a primary event in progression toward a fully
transformed phenotype, and its recovery could hold promise for new therapeutic approaches
in human cancers of the liver.
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Materials and Methods
Elf Mutant Mice and Analysis

The generation of elf+/− knockout in mice has been described previously.21 Timed matings
between heterozygous elf+/− mice were set up to yield litters for harvest at 10.5 and 11.5 days
past coitum. Part of each embryo was removed for polymerase chain reaction genotyping, using
primers and conditions as described previously.21 Elf+/− mutant mice were maintained on a
mixed 129SvEv/Black Swiss background. Mice were monitored at least twice per week for
possible symptoms of illness and tumor formation. When the mice demonstrated phenotypical
abnormalities, tissue and adjacent normal tissue were collected for further analysis. All animal
procedures were approved by the Institutional Animal Care and Use Committee of Georgetown
University Medical Center, Washington, DC.

Cell Culture and Transfection
HepG2 (hepatocellular carcinoma cells), FBHE (fetal bovine heart endothelial), and CPAE
(cow pulmonary artery endothelial) cells were obtained from the American Type Culture
Collection (Manassas, VA). The cells were plated at a concentration of 105 cells/mL in
Dulbecco’s modified Eagle’s medium with 10% fetal bovine serum, 2 mM L-glutamine, 100
units/mL penicillin, 10 µg/mL streptomycin (Invitrogen). Twenty percent fetal bovine serum
was used for culture of FBHE and CPAE cells. Heparin 0.1 µg/mL and 2 ng/mL fibroblast
growth factor-2 (Upstate) were supplemented for culture of FBHE cells. Human HCC cell lines
SNU-398, SNU-449, and SNU-475 (American Type Culture Collection) were grown in
Roswell Park Memorial Institute 1640 supplemented with 10% fetal bovine serum, 100 units/
mL penicillin, and 100 µ/mL streptomycin. Human ELF was cloned by polymerase chain
reaction from the reverse transcribed complementary DNA of Hela cell RNA. The sequences
of the primers were as following: forward primer; 5-ACC ATG GAA TTG CAG AGG ACG
TCT AG-3, reverse primer; 5-CAG TCC AGA CCA TGG CTG GTC-3. The polymerase chain
reaction products were cleaned and cloned into pcDNA3.1/V5-HisTOPO TA plasmid
(Invitrogen). Cells were plated and transfected on the next day with the ELF plasmid or empty
vector using Lipofectamine 2000 (Invitrogen).

Histological Analysis
Embryonic yolk sacs and liver specimens were fixed in 10% formalin, blocked in paraffin,
sectioned, stained with hematoxylin-eosin (HE), and examined by light microscopy.
Immunohistochemical analysis was performed by using the ZYMED Histomouse Kit (Zymed)
as described previously.25 Antibodies against alpha-smooth muscle actin (α-SMA, Sigma),
CD34 (Abcam), Hep Par1 (Dako), Ki67 (Novus), vascular endothelial growth factor receptor
2 (VEGFR2, Cell Signaling), and von Willebrand Factor (vWF, Chemicon) were applied
according to the manufacturers’ instructions.

Western Blot Analysis
Western blot analysis was carried out according to standard procedures using enhanced
chemiluminescence detection (Amersham). In brief, cells were washed three times with ice-
cold phosphate-buffered saline and harvested with a cell scraper. The cells were lysed in the
buffer consisting of 30 mM 4-(2-hydroxyethyl)-1-piperazine ethanesulfonic acid (pH 7.5), 100
mM NaCl, 10% glycerol, 2% Triton X-100, and 1 × protease inhibitor cocktail (Roche). Protein
concentrations were determined by the method of Bradford,26 and bovine serum albumin was
used as a standard. The following primary antibodies were used: peptide-specific antibody,
VA-1, to ELF (Santa Cruz, or VA-127) V5 (Invitrogen), proliferating cell nuclear antigen
(Pharmingen), CDK4, cyclin D1, retinoblastoma protein (pRb), mitogen-activated protein
kinase, and cleaved caspase-3 (Cell Signaling Technologies), p53, Rb, Smad3, TGF-β receptor
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I, TGF-β receptor II, and α-Tubulin (Santa Cruz). Horseradish peroxidase–conjugated donkey
antirabbit or sheep anti-mouse antibodies (Jackson Immuno Research) were used as secondary
antibodies. The results were quantified by using Multi Gauge (ver. 3.0, Fuji film).

Cell Analysis
HepG2 and FBHE cells were transfected with ELF, further incubated for 48 hours, and
harvested by trypsin. The collected cells were resuspended, and fixed in 70% ethanol. The
resulting cells were washed by phosphate-buffered saline, resuspended in propidium iodide
solution containing RNase A, and the cellular fluorescence measured by using FACSCalibur
flow cytometer (BD Biosciences). DNA content and the cell cycle distribution of those cells
were analyzed by CellQuest (BD Biosciences).

3-(4,5-Dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide (MTT)-based cell growth
determination kit (Sigma) was used to measure the proliferation of HepG2 and FBHE cells.
Proliferation was measured 2 days after transfection at optical density 570 nm by subtraction
of readings at optical density 690 nm.

Knockdown of ELF, β-Spectrin
HepG2 and CPAE cells were transfected with 100 nM control siRNA (Dharmacon) or ELF
siRNA (Santa Cruz) by using Lipofectamine 2000 (Invitrogen). The ELF siRNA was the pool
of three target-specific 20-nucleotide to 25-nucleotide siRNAs for knockdown of ELF, and
control siRNA was the mixture of four mismatches. Cells were harvested for western blotting
at 48 hours after transfection. ELF antibody was used to confirm the knockdown of ELF
expression. Fifty micrograms protein was loaded, and α-tubulin was used as loading control.

Statistical Analyses
T test (http://www.physics.csbsju.edu/stats/t-test.html) was used to compare the differences as
specified in the text. P ≤ 0.05 was considered statistically significant.

Results
Role of ELF in Hepatocyte Proliferation

We have previously reported that 40% of elf heterozygous mutant mice spontaneously
developed HCCs as early as 15 months of age, whereas none of the age-matched wild-type
mice developed similar abnormalities (Fig. 1A).24 Spontaneous tumor formation from
heterozygous loss of elf suggests that decreasing the level of ELF is sufficient to result in
malignant transformation of the liver. To investigate the relationship between the level of ELF
and hepatocyte proliferation (the main cell-type in the liver), we examined the expression
patterns of proteins responsible for cell cycle regulation in transient overexpression of ELF in
HepG2 cells in the absence or presence of TGF-β. As shown in Fig. 1B, we observed that
overexpression of ELF markedly decreased expression of proteins responsible for the G1/S
cell cycle checkpoint such as CDK4, cyclin D1, and pRb and, at the same time, stabilized p53
(Fig. 1B). In particular, these three proteins responsible for G1/S transition were reduced down
to a third of normal values by ectopic ELF overexpression, significantly greater than in the
controls, in the presence of TGF-β.

Results of flow cytometry and MTT assays also showed that ELF levels are critical for survival
in TGF-β–dependent HepG2 cells. To test whether expression of ELF is involved in survival
and proliferation of liver tumor cells, we performed MTT assays in HepG2 cells on ELF
transfection in the absence or presence of TGF-β. Survival of HepG2 cells after introducing
exogenous ELF showed statistically significant reduction in the absence and presence of TGF-
β treatment (26.3% and 39% of normal levels, respectively) (Fig. 1C). After ELF transfection,
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sub-G1 peaks representing apoptotic populations were dramatically increased by 5.5 and 7.1
times in the absence or presence of TGF-β, respectively, whereas no induction was detected
in TGF-β treatment without exogenous ELF (Fig. 1D). Next, we tested the effects of ELF
overexpression on cell-cycle–related proteins in additional human HCC cell lines (Fig. 1E). In
SNU398, which has a near complete loss of ELF, reductions of CDK4, cyclin D1, pRb,
proliferating cell nuclear antigen, and mitogenactivated protein kinase expressions were
detected after rescue of ELF. Similarly, reduced CDK4, proliferating cell nuclear antigen, and
mitogen-activated protein kinase were observed in SNU475 cells. However, in SNU449, which
has high expression of ELF, there was no significant change in the expressions of these
regulatory proteins. These results suggest that ELF is a critical regulator of transition of G1/S
cell cycle and apoptosis in the response to TGF-β in HCC cells.

Role of ELF in Angiogenic Regulation of Liver Neoplasia
To detail the liver abnormalities from ELF insufficiency, we performed a histological analysis
of 10 abnormal livers from elf+/− mice. The abnormal liver sections from elf+/− mice displayed
abundant new blood vessels independent of the degree of other histopathological abnormalities.
Hepatocytes appeared large and hyperplastic, with moderately enlarged nuclear size, resulting
in an increased nucleo-cytoplasmic ratio. These nuclei were also characterized by a
hyperchromatic pattern. Loss of liver cell plate architecture with proliferation of small blood-
filled vascular channels was identified. As a result, the hepatic sinusoids that intervene between
liver plates were not discernible. There were no portal triads or central veins (Fig. 2A–D).
Some hepatocytes were swollen and showed vacuolated cytoplasm (Fig. 2B) or microvesicular
steatosis (Fig. 2D). These findings led us to test whether insufficiency of ELF is involved in
angiogenic stimulation in addition to the hyperproliferation of hepatocytes.

To determine whether the angiogenic stimulation in elf mutant livers resulted from
insufficiency of ELF or alterations in the microenvironment from hepatocyte
hyperproliferation, we investigated angiogenic stimulation in normal-appearing livers from 1-
year-old elf+/− mice, comparing the profile with that of age-matched controls. HE labeling did
not reveal any obvious differences (data not shown). However, our immunohistochemical
analyses using the antibodies against CD34 and vWF, markers of endothelial progenitor cell,
demonstrated amplification of endothelial cells in liver tissues of elf+/− mice with no detectable
signals in age-matched wild type (Fig. 3A). Results from the histological analysis of liver from
elf+/− mice suggest that insufficiency of ELF results in increased angiogenesis in liver tissues
regardless of hepatocyte status.

Next, we tested whether ectopic expression of ELF could modulate endothelial cell
proliferation. As shown in Fig. 3B, overexpression of ELF in endothelial FBHE cells markedly
decreased levels of cell cycle promoting proteins (CDK4 and cyclin D1) as well as increased
levels of proteins responsible for cell cycle arrest and apoptosis (p53, and cleaved caspase-3)
such as hepatic HepG2 cells. However, any detectable alteration was not identified in other
TGF-β signaling components and α-Tubulin as loading control. Next, we examined whether
alteration of the above proteins by ELF expression influenced cell cycle distribution or survival
of FBHE cells (Fig. 3C). Our flow cytometric analysis showed that the induction of ELF with
TGF-β treatment dramatically increased the sub-G1 population from 9% to 25%, whereas no
increments were detected in TGF-β treatment alone. Taken together, these results suggest that
ELF expression is a critical determinant of endothelial cell as well as hepatocyte proliferation.

Defects in Blood Vessel Formation in elf−/− Embryos by Hyperproliferation of Endothelial
Cells

Mice heterozygous for elf mutant alleles appeared phenotypically normal in development, but
homozygous mutant elf−/− mice were not detected at birth, indicating that the complete loss of
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elf is a recessive embryonic lethal. Our previous study showed abnormal or degenerating
embryos that were recovered between embryonic day 8.5 (E8.5) and 16.5 (E16.5).21 At the
same time, elf−/− embryos displayed multiple defects that included liver abnormalities.
Therefore, we determined whether loss of elf in mouse embryos contributed to angiogenic
defect in elf−/− yolk sacs, a widely accepted model tissue for analyzing angiogenesis. As
expected, abnormal embryos of elf−/− in early embryonic days (E8.5-E11.5) were notable for
the lack of a clear branching network of vessels in the yolk sac (Fig. 4A,B). Yolk sacs of wild-
type embryos developed a well-formed vascular network filled with blood cells, whereas
mutant yolk sacs were pale with no evident blood vessel structures. Moreover, mutant embryos
with angiogenic defects began to degenerate with easily breakable yolk sacs and shrinking
body size at E11.5. Histological analysis of yolk sac of wild-type embryos showed capillary-
like vessels filled with blood cells between mesothelial and endodermal layers, whereas yolk
sac of mutants showed a series of large cavities with scattered blood cells and an expansion of
extra-embryonic mesoderm or endoderm (Fig. 4C–E). The blood vessels of the mutant embryo
did not appear well formed or connected, whereas normal wild-type blood vessels were clearly
delineated and lined by endothelial cells (Fig. 4F,G).

We next investigated the vascular endothelium in the developing yolk sacs using antibodies
against bromodeoxyuridine (BrdU), a proliferation marker, vWF, a marker of endothelial cell,
and α-SMA, a marker for vascular smooth muscle cells (Fig. 5). BrdU-positive proliferating
cells in the yolk sac of wild-type mice were mainly located in endodermal layer, whereas elf
mutant cells appeared aberrantly at the both sides with stronger labeling, indicating that loss
of ELF results in the aberrant and uncontrolled proliferation of these yolk sac vascular
endothelial cells. At the same time, the endothelial cells of wild-type mice displayed a narrow
distribution with an elongated shape around the BrdU-negative mesodermal cells. However,
elf mutant yolk sacs showed a broad distribution of endothelial cells appearing as a highly
proliferating round shape in both layers of the yolk sac. Interestingly, the distribution of
vascular smooth muscle cells, labeled by α-SMA, appeared predominantly in the endodermal
layer of day 10.5 mutant yolk sac compared with the tightly closed circle around the blood
cells in normal wild type. These observations suggest that the failure of proper blood vessel
formation in the elf−/− mutant yolk sac resulted from maturation defects in endothelial cells.

ELF Status Is Critical for Angiogenic Stimulation
To determine whether angiogenesis is activated and abnormal in liver neoplasia caused by
insufficiency of ELF, we performed immunohistochemical analysis of various stages of liver
tissues from elf+/− mice. Immunohistochemical analysis showed that hyperproliferation in the
livers is accompanied by overexpression of angiogenic markers at different stages of cancer
formation (Fig. 6). Hyper-proliferation of elf+/− mutant livers, stained with Ki-67 antibodies,
is also accompanied by activated networks of vascular structures, identified by higher
expressions of α-SMA, and vWF, representing vascular muscle cells and endothelial cells,
respectively. At the same time, mutant livers from elf+/− mice also displayed accumulation of
vascular endothelial growth factor receptor (VEGFR), required for vascular endothelial growth
factor (VEGF)-stimulated proliferation, chemotaxis, and sprouting, as well as survival of
cultured endothelial cells in vitro and angiogenesis in vivo.28,29 Interestingly, early
hyperplastic hepatocytes also displayed an activation of VEGFR2, suggesting a direct
relationship between the extent of the vascular network and progression of HCC from even
early stages.

Increased expression of angiogenic markers in HCCs derived from elf+/− mice suggest that the
loss of ELF protein might result in angiogenic stimulation. To examine this hypothesis, we
transfected an ELF expression vector into the two endothelial cell lines and examined the
expression of VEGFR2. The induction of exogenous ELF transfection dramatically reduced
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the expression of VEGFR2 by 2.4 and 3.1 times in CPAE, and FBHE, respectively. Taken
together, these results suggest that expression of ELF is a strong determinant of angiogenic
stimulation in endothelial cells.

Knockdown of ELF Decreasing Phospho-Rb Protein
To confirm the relationship between insufficiency of ELF and hyperproliferation of
hepatocytes and endothelial cells, we knocked down endogenous ELF by transfecting with the
ELF siRNA and examined the expression of proteins responsible for cell cycle regulation (Fig.
7). Our western blot analysis of protein patterns responsible for cell cycle displayed an
approximately two-fold to fourfold increase in pRb levels by ELF knockdown in HepG2 and
CPAE cells, respectively. In contrast, levels of cyclin D1 and CDK4, which decreased with
exogenous ELF transfection, did not display detectable differences. These results suggest that
the role of ELF in cell cycle arrest occurs through modulation of Rb protein phosphorylation.

Discussion
In response to TGF-β treatment, Smad2 and Smad3 are phosphorylated by the TGF-β receptor
at the C-terminus, forming heteromeric complexes with Smad4, nuclear translocation, and
regulation of target genes that include cell cycle regulators. The TGF-β signaling pathway
plays a critical role in diverse cell functions, including inhibition of cell growth, cell migration,
and differentiation. Thus, loss of TGF-β responsiveness results in deregulated cellular growth,
which is considered a crucial step in the development of various tumors, including liver cancer.
30,31 In particular, Smad4, also known as DPC4 (deleted in pancreatic carcinoma 4) in humans,
is commonly inactivated in human pancreatic and gastrointestinal tumors.32–34 ELF, an Smad
adaptor protein, has been identified to play a critical role in localizing Smads and facilitating
tumor suppressor functions of the TGF-β pathway.21,27

Our previous studies have demonstrated a functional contribution of ELF in tumor suppression
from enhanced susceptibility of elf heterozygous mutant mice to the development of cancers.
24,35,36 We have also elucidated a higher rate of cell proliferation in elf+/− mutant mice,
suggesting that the abnormalities of TGF-β signaling in ELF-insufficient mice results in the
deregulation of growth arrest and subsequent tumor formation.35,36 Recently, we observed that
40% of elf+/− mice spontaneously develop HCCs within 15 months.24 Importantly, we also
show that statistically significant reductions of ELF expression but not TGF-β receptor II, or
Smad4 were observed in human HCCs.24 Deficiency of the ELF protein has been shown to
result in mislocalization of Smad3 and Smad4 as well as loss of the TGF-β–dependent
transcriptional response. These functions could be rescued by restoration of ELF.21

Deregulation of the cell cycle has been recognized as an important factor in tumorigenesis, and
TGF-β inhibits the growth of cells by preventing cell cycle progression during the G1 phase.
In mammalian cells, several regulators of the G1/S transition have been implicated in TGF-β–
induced cell cycle arrest.37 To provide further insights into the relationship between TGF-β
signaling and G1 checkpoint regulation, we analyzed the critical regulators of the G1/S
transition in several cells from HCCs as well as endothelia under modulation of ELF
expression. Levels of CDK4, cyclin D1, and pRb were decreased by ELF induction, whereas
a rise in pRb was observed on reduction of ELF by siRNA. These results suggest that expression
of ELF is involved in control of G1/S cell cycle transition through the modulation of CDK4
and cyclin D1 and phosphorylation of Rb. In addition to the regulation of cell cycle, the levels
of p53 and cleaved caspase-3 were dramatically increased by ELF expression. Moreover, ELF
expression and TGF-β treatment synergistically increased the population of sub-G1 phase cells.
Thus, disruption of the TGF-β signaling pathway through insufficiency of ELF results in
deregulated proliferation of hepatocytes with common secondary genetic alterations, such as
mutation of p53 and p21.38,39
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Initiation, progression, and metastasis of tumors are dependent on angiogenesis.40 Inhibition
of angiogenesis has become a promising approach for the treatment of many human
malignancies.41 Angiogenesis is also regarded as a marker for invasiveness and metastasis.
The balance between stimulatory and inhibitory factors of angiogenesis is important for tumor
development, and an imbalance of this process has been associated with cancer.7,9 It is well
known that HCC is typically a hypervascular tumor, with a radiological arterial hypervascular
pattern which serves as an important diagnostic criterion for liver cancer.42 The results of this
study show that insufficiency of elf (elf+/−) and loss of elf (elf−/−) in mice lead to amplification
of endothelial progenitor cells in the liver tissues and embryonic yolk sac, respectively. In the
neoplastic liver tissue of elf+/− mice, we identified an abundance of newly formed blood vessels
in disarrayed lobular architecture of the liver with hyperplastic hepatocytes. Blood vessels of
elf−/− mice in the developing yolk sac also exhibited immature large blood vessels surrounded
by undifferentiated and hyperproliferating endothelial progenitor cells. Further analysis on the
endothelial cells by transfection and knockdown of ELF revealed that ELF is critical for cell
cycle arrest, stimulation of an angiogenic switch, and survival of these endothelial cells.

In general, VEGF is a critical regulator of angiogenesis, and its induction has been reported in
liver cancer and in the surrounding liver.43–46 Augmenting VEGF increases liver cancer
formation and metastasis.47,48 Furthermore, VEGF levels are a significant prognostic indicator
for HCC patients, suggesting that progression and metastasis of liver tumors rely on VEGF-
dependent angiogenesis.49 Our immunopathological analysis of liver from elf+/− mice
exhibited a significant induction of VEGFR2 with newly formed blood vessel in hyperplastic
regions. Taken together, angiogenic stimulation is an important phenotype of liver cancer from
inactivation of ELF, and this feature will be the critical determinant of prognosis by influencing
tumor progression and metastasis.

In summary, loss of ELF, which is frequently found in human HCC, leads the deregulation of
cell cycle by disrupting the TGF-β pathway and results in the development of liver cancer with
activated vasculogenesis, an important factor of poor prognosis. Thus, our study provides
intriguing and potentially important insights into tumor biology of liver cancers, and in the
future we may use this tumor suppressor protein for the diagnosis, prognosis, and targeted
therapeutics of cancers of the liver.
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Fig. 1.
Expression of ELF is critical for proliferation of hepatocytes. (A) Macroscopic images of liver
cancer from 1-year-old elf+/− mouse. (B) pcDNA3.1 vectors expressing V5-tagged ELF (V5-
ELF) or empty vector (V5-only) were transfected into HepG2 cells. Two days later, the cells
were incubated with 100 pM TGF-β for 2 hours, then harvested, and we analyzed the patterns
of cell cycle regulatory protein by western blot as described in Materials and Methods. α-
Tubulin was used as loading control. (C) Cell viability assay based on MTT showed significant
decreases in cell viability by ELF transfection and TGF-β treatment. Cells were treated with
TGF-β for 16 hours after 2 days’ ELF transfection. P > 0.01 are indicated by asterisks. (D)
Flow cytometry revealed the DNA content of cells after ELF transfection and TGF-β treatment.
Percentages of cell distribution in each phase are shown on the histogram. (E) Expression
patterns of the regulatory protein for cell cycle and proliferation by transfection of ELF in
several HCC cell lines. Restoration of ELF resulted in the dramatic decrements in SNU398,
and SNU475 but not in SNU449.
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Fig. 2.
Angiogenic stimulation in elf+/− mice liver. HE stainings for abnormal liver tissues from
elf+/− mice at 18 months revealed the newly formed abnormal blood vessels (arrows). The
hepatocytes of elf+/− mice appeared hyperplastic with characteristic nucleo-cytoplasmic ratio.
The hepatic sinusoids that intervene between liver plates are not discernible. (B, D)
Magnifications of the boxed area of A and C, respectively. Scale bar; 100 µm.
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Fig. 3.
ELF is a critical regulator of cell cycle progression and survival of endothelial cells. (A) Normal
livers from wild-type and elf+/− mice were stained with antibodies against CD34 and vWF.
Scale bar; 100 µm. (B) Pattern of cell cycle regulatory proteins by transfection of exogenous
V5 tagged-ELF in the absence or presence of TGF-β is shown. Exogenous ELF expression
was monitored by V5 antibody, and α-tubulin was used as loading control. Immunoblot analysis
reveals decreased levels of CDK4 and cyclin D1 by overexpression of ELF in FBHE cells. p53
and cleaved caspase-3 levels were increased by ELF. TβRI; TGF-β receptor I, TβRII; TGF-β
receptor II, C-Casp-3; cleaved caspase-3. (C) Percentages of FBHE cell distribution in each
phase are shown on the histogram on transfection of exogenous ELF expression in the absence
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or presence of TGF-β. ELF-transfected FBHE cells were treated with TGF-β for 16 hours,
harvested by trypsin, and analyzed by flow cytometry with 4′,6-diamidino-2-phenylindole
(DAPI) staining.
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Fig. 4.
Elf−/− embryos exhibited defects of angiogenesis in embryonic yolk sac. (A) Whole-mount
view of elf−/− homozygous mutant mice at E10.5 and E11.5 days past coitum were shown. The
mutant embryos were smaller and pale compared with wild-type. (B) Magnified images of yolk
sac at E11.5 (boxed areas of E11.5-day embryos) were shown. Large blood vessels in wild-
type (normal) were seen, but not in elf−/− mice. (C) HE stainings for day 10.5 embryonic yolk
sac showed the well-made blood vessel in the normal embryo. (D, E) Mutant yolk sacs lacked
the normal vasculature with widened cavities, and blood cells were irregularly distributed.
Embryonic vascular structures from wild-type (F) and elf−/− (G) at E10.5 days past coitum are
displayed. Distribution of wild-type blood cells is confined by a barrier, whereas mutant blood
cells are mixed with neighboring cells. Arrows indicate the blood cells. Scale bar; 50 µm.
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Fig. 5.
Embryonic endothelial cells of elf−/− showed hyperproliferation and defects of differentiation.
Immunohistochemical analysis of normal and mutant yolk sacs of day 10.5 embryos using
antibodies against BrdU, vWF, and α-SMA are shown. Notably BrdU-positive cells were
located in endodermal cells, whereas they appeared in both sides of the elf mutant. The
distribution of endothelial cells, labeled by antibody against vWF, also appeared in a narrow
distribution around the blood cell with elongated shape in wild-type, but in a broad distribution
with a round shape in mutant. The α-SMA stainings, representing vascular smooth muscle
cells, were mainly located in the endodermal layer of mutant yolk sac but formed the tightly
closed circle around the blood cells in wild-type. Scale bar: 100 µm.

Baek et al. Page 17

Hepatology. Author manuscript; available in PMC 2009 September 21.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Fig. 6.
ELF status is critical for angiogenic stimulation. (A) Immunohistochemical analysis of various
abnormal liver tissues from elf+/− mice and normal liver from age-matched wild-type mice.
The antibody stainings against Ki-67, α-SMA, VEGFR2, and vWF are shown. The activated
networks of vascular structures were found in hyperplastic liver tissues of elf+/− mice, which
were monitored by expressions of α-SMA and vWF, representing vascular muscle cells and
endothelial cells, respectively. The accumulation of VEGFR2 was also identified in same
tissues, suggesting VEGF-stimulated proliferation of endothelial cells in hyperproliferating
liver of elf+/− mice. Scale bar: 100 µm. (B) Expressions of VEGFR2 on transfection of
exogenous V5-tagged ELF in endothelial FBHE and CPAE cells. α-Tubulin was used as a
loading control.
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Fig. 7.
Increased level of pRb by ELF siRNA in HepG2 and CPAE cells. (A) Expression levels of cell
cycle regulatory proteins are shown on transfection of control siRNA or siRNA for ELF in
HepG2 and CPAE cells. One hundred nM control siRNA and ELF siRNA were transfected
into HepG2 and CPAE cells for 2 days. The cells were harvested, and then the patterns of cell
cycle regulatory protein were analyzed by western blot. The expression levels of pRb are
dramatically increased on decrement of ELF. 50 µg proteins were loaded, and α-Tubulin was
used as a loading control.
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