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Abstract
Epidemiological evidence suggests that obesity may be causally associated with colorectal cancer.
Dopamine and the dopaminergic reward pathway have been implicated in drug and alcohol
addiction as well as obesity. Polymorphisms within the D2 dopamine receptor gene (DRD2) have
been shown to be associated with colorectal cancer risk.

We investigated the association between DRD2 genotype at these loci and the risk of colorectal
adenoma recurrence in the Polyp Prevention Trial. Odds ratios (OR) and 95% confidence intervals
(CI) for risk of adenoma recurrence were calculated using unconditional logistic regression.
Individuals with any, multiple (≥2) or advanced adenoma recurrence after 4 years were compared
to those without adenoma recurrence. Variation in intake of certain dietary components according
to DRD2 genotype at 3 loci (rs1799732; rs6277; rs1800497) was also investigated.

The DRD2 rs1799732 CT genotype was significantly associated with all adenoma recurrence (OR:
1.30; 95% CI: 1.01, 1.69). The rs1800497 TT genotype was also associated with a significantly
increased risk of advanced adenoma recurrence (OR: 2.40; 95% CI: 1.11, 5.20).

The rs1799732 CT and rs1800497 TT genotypes were significantly associated with adenoma
recurrence in the Polyp Prevention Trial. Increased risk of adenoma recurrence as conferred by
DRD2 genotypes may be related to difference in alcohol and fat intake across genotypes.
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Introduction
Epidemiological evidence associating obesity with colorectal cancer is now deemed
‘convincing’1. This association is thought to relate to obesity as a state of chronic low-grade
inflammation and/or insulin resistance. Complex neuronal circuitry may modulate food
intake. Dopamine modulates motivation and reward pathways in the brain and it has been
suggested that dopamine deficiency in obese individuals may perpetuate pathological eating
as a means to compensate for decreased activation of these circuits2. Furthermore, dopamine
receptors have been identified in the pancreas and the gastrointestinal tract, also a site of
significant dopamine production3–5.

A number of single nucleotide polymorphisms (SNPs) in the gene encoding the dopamine
D2 receptor (DRD2) have been described. Three SNPs: rs1799732 (also known as DRD2
-141C>del), rs6277 (also known as DRD2 C957T) and rs1800497 (also known as DRD2
“TaqIA”) are thought to affect function and expression of the protein6–8 and have been
associated with disorders such as Parkinson’s disease and schizophrenia, as well as addiction
to smoking and alcohol. These 3 SNPs have also been associated with colorectal cancer risk,
with a maximum odds ratio (OR) of 2.28 (95% confidence interval (CI): 1.38, 3.76)
associated with the rare allele of the rs1799732 SNP9.

We hypothesize that the DRD2 polymorphisms: rs1799732; rs6277; rs1800497, which have
been associated with colorectal cancer, may be similarly associated with colorectal adenoma
recurrence in the Polyp Prevention Trial (PPT). Furthermore, we will investigate whether
intake of certain dietary components might vary across the genotypes at each of the 3 loci.

Subjects and Methods
Study Population

Participants in this study were from the PPT, a large multi-center study randomized control
trial to evaluate the effects of a high-fiber, high-fruit and vegetable, low-fat diet on the
recurrence of colorectal adenomas. Men and women, aged 35 years or older, with at least
one histologically confirmed adenoma removed in the prior 6 months, were randomized to
the dietary intervention or control group for 4 years. In order to be eligible potential
participants must not have had prior surgically resected adenomatous polyps, or diagnoses
with colorectal cancer, inflammatory bowel disease, or a polyposis syndrome. Furthermore,
participants were required to have no medical conditions or dietary restrictions that would
limit their compliance to the protocol and be ≤150% of their recommended weight and
could not be currently using lipid-lowering medications.

A total of 2,079 participants were enrolled in the trial; 1,037 were randomized to the
intervention diet and 1,042 assigned to their usual diet. 1,905 participants (91.6%)
completed the study, 958 in the intervention group and 947 in the control group.

PPT participants underwent a clearing colonoscopy approximately a year after enrollment to
remove potential missed lesions at qualifying examinations and had end-of-trial
colonoscopy 4 years after randomization. A detailed description of the study design, dietary
intervention, study population, and end-point assessment is reported elsewhere10,11.
Participants completed an interviewer-administrated questionnaire, which included
demographic, clinical, dietary, supplementation and medication use information at baseline
and at each of the four annual follow-up visits. A modified food frequency questionnaire
(FFQ) eliciting information on the frequency and portion size of food consumed over the
past 12 months12,13 was also completed at each of these visits. Body mass index (BMI) was
computed based on measured weight and height at the baseline interview and categorized as
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normal (<24.9), overweight (25.0–29.9), and obese (>30.0)14. Recurrence outcomes were
defined at year 4 colonoscopy as: any, advanced (≥10 millimeters, or with villous histology
or high-grade or severe dysplasia) or multiple (≥2) adenoma recurrence (no adenoma
recurrence as referent group).

The study was approved by the institutional review boards of the National Cancer Institute
and those of the collaborating centers. All subjects provided written informed consent.

Genotyping
Of the 1,905 participants who completed the PPT, 1,723 (90.4%) of the participants, 673
(89.3%) cases and 1,050 (91.2%) controls, had DNA samples available for genotyping.
Genotyping was performed by BioServe Biotechnologies, Ltd. (Laurel, MD). A detailed
description of the protocol for this analysis was previously reported15. Briefly, BioServe
Biotechnologies, Ltd., used a two-step PCR process (Masscode™, Qiagen Genomics,
Bothel, WA) as described by Kokoris et al., 200016, using both touchdown PCR and an
identical locus specific PCR. Allele-specific PCR products were polled, subjected to
photolysis and analyzed by mass spectrometry. Datagen™ (Qiagen Genomics, Bothel, WA)
software was used to call the SNP alleles (manually or automatically). Concordance rate for
the (10%) duplicate samples was 99%.

Statistical Analysis
Due to the small number (n = 43) of participants identifying themselves as ‘other’ under the
race category, the analysis listed here is limited to those participants identifying themselves
as African American or Caucasian.

Unconditional logistic regression was used to estimate the odds ratio (OR; adjusted for age,
gender, race, smoking, alcohol, BMI and total fat intake) and 95% CI for the association
between genotype (or allele carriage) and risk of adenoma recurrence at year 4 using SAS
software (version 8.1, SAS Institute, Cary, NC). ANOVA and χ2 squared analysis were
employed to investigate possible differences in baseline or year 1 (clearing colonoscopy)
subject characteristics or dietary variables across DRD2 genotypes at each locus.

Results
Demographic and lifestyle characteristics for the PPT participants with genotyping data are
presented in Table 1. A total of 673 (39%) participants had adenoma recurrence at year 4 (at
least one adenoma), 1,050 (61%) participants had no adenoma recurrence. Participants with
any recurrence were found to be older, to be male and less likely to report regular non-
steroidal anti-inflammatory drug (NSAID) use (Table 1).

The DRD2 genotypes were then assessed for possible influence on ‘any’, multiple and
advanced adenoma recurrence (at year 4; Table 2). The odds of any adenoma recurrence was
significantly increased for individuals with the CT genotype for rs179932 (OR: 1.30, 95%
CI: 1.01, 1.69). Individuals with the rs1800497 TT genotype were found to have a
significantly increased risk of advanced adenoma recurrence (OR: 2.40; 95% CI: 1.11, 5.20).

Further investigation of DRD2 haplotypes constructed from the rs1799732, rs6277 and
rs1800497 SNPs did not add any explanatory power; therefore, only the results of the
genotype associations are presented.

A comparison of baseline characteristics across each genotype and locus revealed
statistically significant differences in fat intake (as a percentage of total caloric intake)
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across DRD2 rs1799732 and rs6277 genotypes (Table 3). In addition, alcohol intake varied
across DRD2 rs6277 genotype (Table 3).

Discussion
The DRD2 rs1799732 heterozygote was significantly associated with any adenoma
recurrence and the rs1800497 TT genotype was associated with advanced adenoma
recurrence in the PPT. Interestingly, we also note that alcohol intake and total fat intake vary
significantly across DRD2 rs1799732 and rs6277 genotypes.

Gemignani et al.9, previously reported an elevated risk of colorectal cancer for the same
three SNPs within DRD2. We have replicated a number of these associations for colorectal
adenoma recurrence. The association between rs1800497 and advanced adenoma recurrence
should be replicated in a larger study because of the small number of participants with
advanced adenoma recurrence within the PPT. The DRD2 rs1799732 SNP comprises of a C
deletion in the 5′ untranslated region of DRD2 and is considered a functional polymorphism
having been associated with a reduction in basal levels of receptor expression17, though this
observation was not replicated in later studies by Ritchie et al.8. The rs6277 SNP is a T>C
transition at position 957 and codes for the silent change (proline to proline) at codon 319.
Duan et al.,6 found this change to be associated with alterations of mRNA folding, mRNA
stability, and translation of the protein. Lastly the rs1800497 SNP has been associated with a
reduction DRD2 receptor density in vivo18.

Possible mechanisms whereby DRD2 receptor polymorphisms might increase risk of CRC
were outlined by Gemignani et al., who cited previous references describing progressive
reduction on dopamine and dopamine receptor levels within the colon with advancing colon
cancer leading to a reduction in intracellular cyclic AMP, an inhibitor of cell growth19. Rubí
et al.,5 have since described expression of dopamine receptors in the pancreatic beta cells
and report that dopamine inhibited glucose-induced insulin secretion, possibly via DRD2. It
is likely that DRD2 polymorphisms modulate risk of colorectal adenoma and CRC through
complex pathways involving modulation of cell growth (via cyclic AMP) and glucose
homeostasis (by modulating insulin release).

The dopaminergic system and DRD2, in particular, has long been implicated in the reward
mechanisms in the brain. Specifically, variance in the gene encoding DRD2 has been
associated with addictive and compulsive behavior including substance abuse, smoking and
obesity20. As with the Gemignani study we found no association between BMI and
genotype and minor differences in dietary fat intake by DRD2 rs1799732 and rs6277
genotypes. We did observe some difference in alcohol intake by DRD2 rs6277 genotype. It
is worth remarking that PPT participants were, by nature of the study exclusion criteria,
‘healthy’ with atypically low alcohol intake (7.4 g/day in the intervention group; 8.0 g/day
in the control group) low prevalence of smoking (13.4%: intervention group; 13.2%: control
group) and only borderline overweight in terms of BMI (27.6 kg/m2 in the intervention
group; 27.5 kg/m2 in the control group). It could be possible that in a population with a
higher BMI and/or higher alcohol intake the differences we observed might be of even
greater significance21–23.

In conclusion, we observed that rs1799732 and rs6277 genotypes were significantly
associated with adenoma recurrence in the PPT and that alcohol intake and total fat intake
vary significantly across DRD2 rs1799732 and rs6277 genotypes.

Murphy et al. Page 4

Int J Cancer. Author manuscript; available in PMC 2010 May 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Acknowledgments
Funding: This study was funded by the Intramural Research Program, National Cancer Institute, NIH, Bethesda,
MD.; Dr Murphy is supported by the Ireland-Northern Ireland-National Cancer Institute Cancer Consortium and the
Health Research Board of Ireland.

Abbreviations

BMI body mass index

CI confidence interval

DRD2 dopamine D2 receptor

FFQ Food Frequency Questionnaire

NSAID non-steroidal anti-inflammatory drug

OR Odds ratio

PPT Polyp Prevention Trial

SNP single nucleotide polymorphism

References
1. World Cancer Research Fund/American Institute for Cancer Research, Food, Nutrition, Physical

Activity and the Prevention of Cancer: a Global Perspective. AICR, 2007.
2. Wang GJ, Volkow ND, Logan J, Pappas NR, Wong CT, Zhu W, Netusil N, Fowler JS. Brain

dopamine and obesity. Lancet. 2001; 357:354–7. [PubMed: 11210998]
3. Eisenhofer G, Aneman A, Friberg P, Hooper D, Fandriks L, Lonroth H, Hunyady B, Mezey E.

Substantial production of dopamine in the human gastrointestinal tract. The Journal of clinical
endocrinology and metabolism. 1997; 82:3864–71. [PubMed: 9360553]

4. Hernandez DE, Mason GA, Walker CH, Valenzuela JE. Dopamine receptors in human
gastrointestinal mucosa. Life sciences. 1987; 41:2717–23. [PubMed: 3695803]

5. Rubi B, Ljubicic S, Pournourmohammadi S, Carobbio S, Armanet M, Bartley C, Maechler P.
Dopamine D2-like receptors are expressed in pancreatic beta cells and mediate inhibition of insulin
secretion. J Biol Chem. 2005; 280:36824–32. [PubMed: 16129680]

6. Duan J, Wainwright MS, Comeron JM, Saitou N, Sanders AR, Gelernter J, Gejman PV.
Synonymous mutations in the human dopamine receptor D2 (DRD2) affect mRNA stability and
synthesis of the receptor. Human molecular genetics. 2003; 12:205–16. [PubMed: 12554675]

7. Li T, Arranz M, Aitchison KJ, Bryant C, Liu X, Kerwin RW, Murray R, Sham P, Collier DA. Case-
control, haplotype relative risk and transmission disequilibrium analysis of a dopamine D2 receptor
functional promoter polymorphism in schizophrenia. Schizophrenia research. 1998; 32:87–92.
[PubMed: 9713903]

8. Ritchie T, Noble EP. Association of seven polymorphisms of the D2 dopamine receptor gene with
brain receptor-binding characteristics. Neurochemical research. 2003; 28:73–82. [PubMed:
12587665]

9. Gemignani F, Landi S, Moreno V, Gioia-Patricola L, Chabrier A, Guino E, Navarro M, Cambray M,
Capella G, Canzian F. Polymorphisms of the dopamine receptor gene DRD2 and colorectal cancer
risk. Cancer Epidemiol Biomarkers Prev. 2005; 14:1633–8. [PubMed: 16030094]

10. Lanza E, Schatzkin A, Ballard-Barbash R, Corle D, Clifford C, Paskett E, Hayes D, Bote E, Caan
B, Shike M, Weissfeld J, Slattery M, et al. The polyp prevention trial II: dietary intervention
program and participant baseline dietary characteristics. Cancer Epidemiol Biomarkers Prev. 1996;
5:385–92. [PubMed: 9162305]

11. Schatzkin A, Lanza E, Freedman LS, Tangrea J, Cooper MR, Marshall JR, Murphy PA, Selby JV,
Shike M, Schade RR, Burt RW, Kikendall JW, et al. The polyp prevention trial I: rationale,

Murphy et al. Page 5

Int J Cancer. Author manuscript; available in PMC 2010 May 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



design, recruitment, and baseline participant characteristics. Cancer Epidemiol Biomarkers Prev.
1996; 5:375–83. [PubMed: 9162304]

12. Block G, Hartman AM, Dresser CM, Carroll MD, Gannon J, Gardner L. A data-based approach to
diet questionnaire design and testing. Am J Epidemiol. 1986; 124:453–69. [PubMed: 3740045]

13. Mares-Perlman JA, Klein BE, Klein R, Ritter LL, Fisher MR, Freudenheim JL. A diet history
questionnaire ranks nutrient intakes in middle-aged and older men and women similarly to
multiple food records. J Nutr. 1993; 123:489–501. [PubMed: 8463852]

14. The Practical Guide: Identification, Evaluation and Treatment of Overweight and Obesity in
Adults. National Institutes of Health, National Heart, Lung, and Blood Institute, and North
American Association for the Study of Obesity, 2000.

15. Sansbury LB, Bergen AW, Wanke KL, Yu B, Caporaso NE, Chatterjee N, Ratnasinghe L,
Schatzkin A, Lehman TA, Kalidindi A, Modali R, Lanza E. Inflammatory cytokine gene
polymorphisms, nonsteroidal anti-inflammatory drug use, and risk of adenoma polyp recurrence in
the polyp prevention trial. Cancer Epidemiol Biomarkers Prev. 2006; 15:494–501. [PubMed:
16537707]

16. Kokoris M, Dix K, Moynihan K, Mathis J, Erwin B, Grass P, Hines B, Duesterhoeft A. High-
throughput SNP genotyping with the Masscode system. Mol Diagn. 2000; 5:329–40. [PubMed:
11172497]

17. Arinami T, Gao M, Hamaguchi H, Toru M. A functional polymorphism in the promoter region of
the dopamine D2 receptor gene is associated with schizophrenia. Human molecular genetics. 1997;
6:577–82. [PubMed: 9097961]

18. Pohjalainen T, Rinne JO, Nagren K, Lehikoinen P, Anttila K, Syvalahti EK, Hietala J. The A1
allele of the human D2 dopamine receptor gene predicts low D2 receptor availability in healthy
volunteers. Molecular psychiatry. 1998; 3:256–60. [PubMed: 9672901]

19. Basu S, Dasgupta PS. Decreased dopamine receptor expression and its second-messenger cAMP in
malignant human colon tissue. Dig Dis Sci. 1999; 44:916–21. [PubMed: 10235597]

20. Blum K, Sheridan PJ, Wood RC, Braverman ER, Chen TJ, Cull JG, Comings DE. The D2
dopamine receptor gene as a determinant of reward deficiency syndrome. Journal of the Royal
Society of Medicine. 1996; 89:396–400. [PubMed: 8774539]

21. Lin S-C, Wu P-L, Ko H-C, Wu JY-W, Huang S-Y, Lin W-W, Lu R-B. Specific personality traits
and dopamine, serotonin genes in anxiety-depressive alcoholism among Han Chinese in Taiwan.
Progress in Neuro-Psychopharmacology and Biological Psychiatry. 2007; 31:1526–34. [PubMed:
17707567]

22. Morton LM, Wang SS, Bergen AW, Chatterjee N, Kvale P, Welch R, Yeager M, Hayes RB,
Chanock SJ, Caporaso NE. DRD2 genetic variation in relation to smoking and obesity in the
Prostate, Lung, Colorectal, and Ovarian Cancer Screening Trial. Pharmacogenet Genomics. 2006;
16:901–10. [PubMed: 17108814]

23. Nisoli E, Brunani A, Borgomainerio E, Tonello C, Dioni L, Briscini L, Redaelli G, Molinari E,
Cavagnini F, Carruba MO. D2 dopamine receptor (DRD2) gene Taq1A polymorphism and the
eating-related psychological traits in eating disorders (anorexia nervosa and bulimia) and obesity.
Eat Weight Disord. 2007; 12:91–6. [PubMed: 17615493]

Murphy et al. Page 6

Int J Cancer. Author manuscript; available in PMC 2010 May 1.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Murphy et al. Page 7

Ta
bl

e 
1

B
as

el
in

e 
ch

ar
ac

te
ris

tic
s o

f p
ar

tic
ip

an
ts

 in
 th

e 
Po

ly
p 

Pr
ev

en
tio

n 
Tr

ia
l w

ith
 g

en
ot

yp
e 

da
ta

 b
y 

ad
en

om
a 

re
cu

rr
en

ce

B
as

el
in

e 
C

ha
ra

ct
er

is
tic

A
ll 

su
bj

ec
ts

 n
=1

72
3

N
o 

re
cu

rr
en

ce
 n

=1
05

0
A

ny
 r

ec
ur

re
nc

e 
n=

67
3

M
ul

tip
le

 r
ec

ur
re

nc
e 

n=
28

6
A

dv
an

ce
d 

re
cu

rr
en

ce
 n

=1
09

A
ge

 (y
)

61
.0

 ±
 1

0.
0

59
.8

 ±
 1

0.
2

62
.9

 ±
 9

.3
*

64
.8

 ±
 9

.3
*

65
.6

 ±
 9

.2
*

B
od

y 
M

as
s I

nd
ex

 (k
g/

m
2 )

27
.6

 ±
 3

.9
27

.5
 ±

 3
.9

27
.7

 ±
 3

.9
27

.9
 ±

 3
.8

*
28

.0
 ±

 4
.2

G
en

de
r 

(%
)

M
al

e
1,

10
3 

(6
4.

2)
62

4 
(5

9.
6)

47
9 

(7
1.

4)
*

21
5 

(7
5.

4)
*

76
 (6

9.
7)

Fe
m

al
e

61
5 

(3
5.

8)
42

3 
(4

0.
4)

19
2 

(2
8.

6)
70

 (2
4.

6)
33

 (3
0.

3)

R
ac

e 
(%

)

W
hi

te
1,

54
0 

(8
9.

6)
93

8 
(8

9.
6)

60
2 

(8
9.

7)
26

4 
(9

2.
6)

98
 (8

9.
9)

A
fr

ic
an

 A
m

er
ic

an
13

5 
(7

.9
)

84
 (8

.0
)

51
 (7

.6
)

16
 (5

.6
)

11
 (1

0.
1)

O
th

er
43

 (2
.5

)
25

 (2
.4

)
18

 (2
.7

)
5 

(1
.8

)
0

E
du

ca
tio

n 
(%

)

< 
H

ig
h 

sc
ho

ol
42

5 
(2

4.
7)

25
2 

(2
4.

1)
17

3 
(2

5.
8)

79
 (2

7.
7)

29
 (2

6.
6)

> 
H

ig
h 

sc
ho

ol
1,

29
3 

(7
5.

3)
79

5 
(7

5.
9)

49
8 

(7
4.

2)
20

6 
(7

2.
3)

80
 (7

3.
4)

Sm
ok

in
g 

st
at

us
 (%

)

N
ev

er
68

3 
(3

9.
8)

42
8 

(4
0.

9)
25

5 
(3

8.
0)

11
1 

(3
8.

9)
42

 (3
8.

5)

Fo
rm

er
81

4 
(4

7.
4)

48
9 

(4
6.

7)
32

5 
(4

8.
4)

13
4 

(4
7.

0)
55

 (5
0.

5)

C
ur

re
nt

22
1 

(1
2.

9)
13

0 
(1

2.
4)

91
 (1

3.
6)

40
 (1

4.
0)

†
12

 (1
1.

0)

Fa
m

ily
 h

is
to

ry
 (%

)

N
o

47
2 

(2
7.

5)
28

3 
(2

7.
0)

18
9 

(2
8.

2)
87

 (3
0.

5)
78

 (7
1.

6)

Y
es

1,
24

6 
(7

2.
5)

76
4 

(7
3.

0)
48

2 
(7

1.
8)

19
8 

(6
9.

5)
†

31
 (2

8.
4)

R
eg

ul
ar

 N
SA

ID
 u

se
 (%

)‡

N
o

60
3 

(5
0.

8)
38

0 
(4

8.
7)

25
3 

(5
4.

1)
10

8 
(5

6.
3)

45
 (5

8.
4)

Y
es

58
2 

(4
9.

2)
36

7 
(5

1.
3)

21
5 

(4
5.

9)
84

 (4
3.

7)
32

 (4
1.

6)

R
es

ul
ts

 a
re

 p
re

se
nt

ed
 a

s m
ea

n 
± 

SD
 fo

r c
on

tin
uo

us
 v

ar
ia

bl
es

 a
nd

 a
s p

er
ce

nt
ag

es
 fo

r c
at

eg
or

ic
al

 v
ar

ia
bl

es
. P

 v
al

ue
s w

er
e 

de
te

rm
in

ed
 b

y 
t t

es
ts

 a
nd

 o
r χ

2  
te

st
s, 

as
 a

pp
ro

pr
ia

te
.

* C
om

pa
ris

on
 g

ro
up

: n
o 

ad
en

om
a 

re
cu

rr
en

ce
; P

 <
 0

.0
1.

† C
om

pa
ris

on
 g

ro
up

: n
o 

ad
en

om
a 

re
cu

rr
en

ce
; P

 <
 0

.0
5.

Int J Cancer. Author manuscript; available in PMC 2010 May 1.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Murphy et al. Page 8
‡ R

eg
ul

ar
 N

SA
ID

 u
se

 in
cl

ud
es

 c
ur

re
nt

 u
se

 o
f N

SA
ID

s o
n 

a 
re

gu
la

r b
as

is
 (>

1 
pe

r m
on

th
) r

ep
or

te
d 

at
 th

re
e 

or
 m

or
e 

ye
ar

ly
 st

ud
y 

vi
si

ts
. T

he
 re

fe
re

nc
e 

gr
ou

p 
of

 n
o 

N
SA

ID
 u

se
 in

cl
ud

es
 in

di
vi

du
al

s w
ho

 re
po

rte
d

no
 c

ur
re

nt
 u

se
 o

f N
SA

ID
s o

n 
a 

re
gu

la
r b

as
is

 (<
1 

pe
r m

on
th

) a
t a

ll 
fiv

e 
st

ud
y 

vi
si

ts
.

Int J Cancer. Author manuscript; available in PMC 2010 May 1.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Murphy et al. Page 9

Ta
bl

e 
2

G
en

ot
yp

ed
 fr

eq
ue

nc
y 

in
 th

e 
Po

ly
p 

Pr
ev

en
tio

n 
Tr

ia
l c

oh
or

t (
ex

cl
ud

in
g 

th
os

e 
se

lf-
se

le
ct

in
g 

as
 ‘o

th
er

’ r
ac

e:
 n

=4
3;

 n
=1

68
0)

 a
nd

 a
ss

oc
ia

tio
n 

w
ith

 a
de

no
m

a
re

cu
rr

en
ce

, m
ul

tip
le

 a
de

no
m

a 
re

cu
rr

en
ce

 a
nd

 a
dv

an
ce

d 
ad

en
om

a 
re

cu
rr

en
ce

 a
t y

ea
r 4

.

G
en

ot
yp

e
Fr

eq
ue

nc
y

%

A
ny

 a
de

no
m

a 
re

cu
rr

en
ce

M
ul

tip
le

 a
de

no
m

a 
re

cu
rr

en
ce

A
dv

an
ce

d 
ad

en
om

a 
re

cu
rr

en
ce

n 
(%

)
†  

O
R

 (9
5%

 C
I)

n 
(%

)
†  

O
R

 (9
5%

 C
I)

n 
(%

)
†  

O
R

 (9
5%

 C
I)

D
R

D
2 

rs
17

99
32

 (-
14

1C
 in

s/
de

l)

C
C

11
99

76
.7

45
4 

(7
3.

6)
Re

fe
re

nc
e

20
1 

(7
6.

7)
Re

fe
re

nc
e

70
 (7

0.
7)

Re
fe

re
nc

e

C
T

34
8

21
.5

15
1 

(2
4.

5)
1.

30
 (1

.0
1,

1.
69

)
54

 (2
0.

6)
1.

11
 (0

.7
7,

 1
.5

9)
27

 (2
7.

3)
1.

54
 (0

.9
3,

 2
.5

7)

TT
31

1.
8

12
 (1

.9
)

1.
25

 (0
.5

7,
 2

.7
5)

7 
(2

.7
)

2.
10

 (0
.7

8,
 5

.6
2)

2 
(2

.0
)

1.
30

 (0
.2

7,
 6

.1
9)

 
C

T 
&

 T
T 

vs
. C

C
1.

30
 (1

.0
1,

 1
.6

8)
1.

16
 (0

.8
1,

 1
.6

5)
1.

53
 (0

.9
2,

 2
.5

3)

D
R

D
2_

9 
rs

62
77

 (9
57

T>
C

)

C
C

42
2

25
.9

16
6 

(2
6.

2)
Re

fe
re

nc
e

67
 (2

4.
6)

Re
fe

re
nc

e
35

 (3
3.

3)
Re

fe
re

nc
e

C
T

77
8

48
.4

30
8 

(4
8.

6)
1.

00
 (0

.7
7,

 1
.2

9)
13

7 
(5

0.
4)

1.
05

 (0
.7

4,
 1

.5
0)

45
 (4

2.
9)

0.
68

 (0
.4

1,
 1

.1
2)

TT
42

5
25

.7
16

0 
(2

5.
5)

0.
94

 (0
.6

9,
 1

.2
6)

68
 (2

5.
0)

0.
92

 (0
.6

1,
 1

.3
8)

25
 (2

3.
8)

0.
66

 (0
.3

7,
 1

.1
8)

 
C

T 
&

 T
T 

vs
. C

C
0.

98
 (0

.7
7,

 1
.2

5)
1.

01
 (0

.7
2,

 1
.4

1)
0.

67
 (0

.4
2,

 1
.0

7)

D
R

D
2_

11
 r

s1
80

04
97

 (T
aq

IA
)

C
C

10
61

64
.4

41
3 

(6
5.

6)
Re

fe
re

nc
e

18
0 

(6
6.

9)
Re

fe
re

nc
e

64
 (6

0.
4)

Re
fe

re
nc

e

C
T

48
0

31
.3

19
0 

(3
0.

2)
1.

00
 (0

.8
0,

 1
.2

6)
76

 (2
8.

3)
0.

93
 (0

.6
8,

 1
.2

7)
32

 (3
0.

2)
1.

09
 (0

.6
9,

 1
.7

2)

TT
68

4.
3

27
 (4

.3
)

0.
98

 (0
.5

9,
 1

.6
5)

13
 (4

.8
)

1.
08

 (0
.5

5,
 2

.1
2)

10
 (9

.4
)

2.
40

 (1
.1

1,
 5

.2
0)

 
C

T 
&

 T
T 

vs
. C

C
1.

00
 (0

.8
1,

 1
.2

4)
0.

95
 (0

.7
0,

 1
.2

8)
1.

25
 (0

.8
2,

 1
.9

1)

† O
R

 (9
5%

 C
I)

 a
dj

us
te

d 
fo

r a
ge

, g
en

de
r, 

ra
ce

, s
m

ok
in

g,
 a

lc
oh

ol
, t

ot
al

 fa
t i

nt
ak

e 
an

d 
B

M
I.

Int J Cancer. Author manuscript; available in PMC 2010 May 1.



N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

Murphy et al. Page 10

Ta
bl

e 
3

Se
le

ct
ed

 c
ha

ra
ct

er
is

tic
s o

f t
he

 P
ol

yp
 P

re
ve

nt
io

n 
Tr

ia
l p

ar
tic

ip
an

ts
 b

y 
D

R
D

2 
ge

no
ty

pe
.

B
as

el
in

e 
C

ha
ra

ct
er

is
tic

D
R

D
2 

-1
41

>C
 r

s1
79

97
32

D
R

D
2_

09
 r

s6
27

7
D

R
D

2_
11

 r
s1

80
04

97
†

C
C

C
T

T
T

C
C

C
T

T
T

C
C

C
T

T
T

N
 (%

)
11

99
 (7

6.
0)

34
8 

(2
2.

1)
31

 (1
.9

)
42

2 
(2

5.
9)

77
8 

(4
7.

9)
42

5 
(2

6.
2)

10
61

 (6
5.

9)
48

0 
(2

9.
8)

68
 (4

.3
)

Fa
m

ily
 h

is
to

ry
: n

 (%
)*

33
5 

(2
7.

9)
91

 (2
6.

2)
10

 (3
2.

3)
96

 (2
2.

8)
22

8 
(2

9.
3)

11
3 

(2
6.

6)
29

4 
(2

7.
7)

12
9 

(2
6.

9)
15

 (2
2.

1)

B
M

I:
 k

g/
m

2

< 
25

31
2 

(2
6.

0)
84

 (2
4.

1)
9 

(2
9.

0)
10

0 
(2

3.
7)

21
2 

(2
7.

3)
10

2 
(2

4.
0)

27
8 

(2
6.

2)
11

9 
(2

4.
8)

12
 (1

7.
7)

25
 –

 2
9

57
1 

(4
7.

6)
17

6 
(5

0.
6)

9 
(2

9.
0)

19
7 

(4
6.

7)
36

7 
(4

7.
2)

22
0 

(5
1.

8)
52

1 
(4

9.
1)

21
4 

(4
4.

6)
37

 (5
4.

4)

≥
 3

0
31

6 
(2

6.
4)

88
 (2

5.
3)

13
 (4

2.
0)

12
5 

(2
9.

6)
19

9 
(2

5.
6)

10
3 

(2
4.

2)
26

2 
(2

4.
7)

14
7 

(3
0.

6)
19

 (2
7.

9)

Sm
ok

in
g 

st
at

us
: n

 (%
)

C
ur

re
nt

14
7 

(1
2.

3)
53

 (1
5.

2)
2 

(6
.5

)
59

 (1
4.

0)
10

0 
(1

2.
9)

51
 (1

2.
0)

13
6 

(1
2.

8)
64

 (1
3.

3)
9 

(1
3.

2)

Fo
rm

er
56

5 
(4

7.
1)

16
0 

(4
6.

0)
17

 (5
4.

8)
20

8 
(4

9.
3)

36
9 

(4
7.

4)
18

8 
(4

4.
2)

49
5 

(4
6.

7)
23

4 
(4

8.
8)

30
 (4

4.
1)

D
ie

ta
ry

 in
ta

ke
: m

ea
n 

(S
D

)

To
ta

l f
ol

at
e:

 m
cg

/d
ay

42
2.

9 
(2

62
.2

7)
42

2.
7 

(3
11

.9
5)

33
5.

7 
(2

07
.3

2)
41

0.
9 

(2
37

.2
2)

42
0.

2 
(2

83
.3

1)
43

4.
0 

(2
80

.4
2)

.
42

0.
5 

(2
67

.9
6)

41
8.

3 
(2

65
.2

4)
42

2.
0 

(3
19

.0
2)

To
ta

l f
ib

er
: g

/d
ay

18
.4

 (8
.1

6)
18

.0
 (7

.5
8)

16
.3

 (7
.1

8)
18

.0
 (8

.4
5)

18
.2

 (7
.8

4)
18

.5
 (7

.8
0)

18
.3

 (7
.9

2)
18

.3
 (8

.0
3)

18
.1

 (8
.1

7)

Fa
t: 

To
ta

l %
 c

al
or

ic
 in

ta
ke

35
.5

 (7
.3

2)
35

.4
 (7

.3
0)

38
.4

 (8
.3

2)
a

36
.3

 (7
.4

6)
35

.2
 (7

.2
0)

b
35

.3
4 

(7
.5

1)
35

.4
 (7

.3
1)

35
.7

 (7
.4

1)
36

.2
 (7

.3
3)

A
lc

oh
ol

 in
ta

ke
: n

 (%
)

N
on

-d
rin

ke
rs

49
3 

(7
4.

4)
15

1 
(2

2.
8)

19
 (2

.9
)

19
7c

 (2
8.

6)
31

1 
(4

5.
2)

18
0 

(2
6.

2)
44

8 
(6

5.
8)

20
4 

(3
0.

0)
29

 (4
.3

)

≤ 
7 

se
rv

in
gs

/w
k

48
5 

(7
7.

4)
13

3 
(2

1.
2)

9 
(1

.4
)

16
5 

(2
5.

9)
30

4 
(4

7.
7)

18
0 

(2
6.

4)
42

0 
(6

5.
9)

19
1 

(3
0.

0)
26

 (4
.1

)

> 
7 

se
rv

in
gs

/w
k

22
1 

(7
6.

7)
64

 (2
2.

2)
3 

(1
.0

)
60

 (2
0.

0)
16

3 
(5

4.
3)

77
 (2

5.
7)

19
3 

(6
6.

3)
85

 (2
9.

2)
13

 (4
.4

7)

a Fa
t i

nt
ak

e:
 C

C
 v

 T
T:

 P
=0

.0
3;

b Fa
t i

nt
ak

e:
 C

T 
v 

C
C

: P
=0

.0
2.

c D
R

D
2_

09
 rs

62
77

 b
y 

al
co

ho
l i

nt
ak

e:
 χ

2 =
9.

68
, P

=0
.0

5.

* Fa
m

ily
 h

is
to

ry
 b

as
el

in
e 

– 
ye

ar
 4

.

† D
R

D
2_

11
 rs

18
00

49
7 

is
 a

ls
o 

kn
ow

n 
as

 ‘T
aq

IA
’. 

%
 m

ay
 n

ot
 su

m
 to

 1
00

 d
ue

 to
 ro

un
di

ng
 a

nd
 m

ay
 n

ot
 su

m
 to

 n
=1

68
0 

du
e 

to
 m

is
si

ng
 d

at
a.

Int J Cancer. Author manuscript; available in PMC 2010 May 1.


