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Only a few specific chemokines that mediate interac-
tions between inflammatory and satellite cells in mus-
cle regeneration have been identified. The chemokine
CXCL16 differs from other chemokines because it
has both a transmembrane region and active , solu-
ble chemokine forms. Indeed, we found increased
expression of CXCL16 and its receptor, CXCR6, in re-
generating myofibers. Muscle regeneration in CXCL16-
deficient (CXCL16KO) mice was severely impaired
compared with regeneration in wild-type mice. In
addition, there was decreased MyoD and myogenin
expression in regenerating muscle in CXCL16KO
mice, indicating impaired satellite cell proliferation
and differentiation. After 1 month, new myofibers in
CXCL16KO mice remained significantly smaller than
those in muscle of wild-type mice. To understand how
CXCL16 regulates muscle regeneration, we examined
cells infiltrating injured muscle. There were more
infiltrating neutrophils and fewer macrophages
in injured muscle of CXCL16KO mice compared
with events in wild-type mice. Moreover , absence of
CXCL16 led to different expression of cytokines/
chemokines in injured muscles: mRNAs of macro-
phage-inflammatory protein (MIP)-1�, MIP-1�, and
MIP-2 were increased, whereas regulated on activation
normal T cell expressed and secreted, T-cell activa-
tion-3, and monocyte chemoattractant protein-1 mR-
NAs were lower compared with results in muscles of
wild-type mice. Impaired muscle regeneration in
CXCL16KO mice also resulted in fibrosis, which was
linked to transforming growth factor-�1 expression.
Thus, CXCL16 expression is a critical mediator of mus-
cle regeneration, and it suppresses the develop-

ment of fibrosis. (Am J Pathol 2009, 175:2518–2527; DOI:

10.2353/ajpath.2009.090275)

Skeletal muscle regeneration following injury involves
proliferation and differentiation of satellite cells leading to
the formation of new myofibers.1 The regeneration pro-
cess initially involves infiltration of inflammatory cells into
injured muscle, including neutrophils, monocytes and
macrophages; these accumulate in response to cyto-
kines and chemokines.2 This is important because the
types of infiltrating cells influence the severity of the injury
and the regeneration processes. For example, when neu-
trophils were depleted by administering an antibody,
muscle regeneration following lipopolysaccharide-in-
duced muscle fiber damage was accelerated.3 Neutro-
phil infiltration was emphasized because these cells
cause tissue damage by processes that are related to the
production of reactive oxygen species.4–6 The respira-
tory bursts from infiltrating leukocytes produce oxidizing
reactions that damage cells during the early inflammatory
period. Indeed, neutrophils obtained from humans or
rodents were shown to damage cell membranes of
C2C12 myotubes.7

In contrast to the adverse influence of infiltrating neu-
trophils on injured muscle, infiltration of monocytes/mac-
rophages can be beneficial.8–12 For example, when mac-
rophage infiltration into injured muscle was suppressed,
muscle regeneration was sharply impaired and this was
associated with the development of muscle fibrosis.13,14

Macrophages not only remove necrotic myofibers by
phagocytosis, they also release cytokines as well as
growth factors including hepatocyte growth factor, in-
sulin-like growth factor-1, fibroblast growth factor, and
tumor necrosis factor-�.8 –10,12,15 Release of these cy-
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tokines and growth factors stimulate satellite cells,
which are closely linked to the processes of muscle
regeneration.

The recruitment of neutrophils and macrophages into
injured muscles is at least partially mediated by chemo-
kines, and consequently, their influence has been exam-
ined extensively. For example, the reports of Warren et al15

and Shireman et al16 provided the critical evidence that the
CC chemokine, monocyte chemoattractant protein-1 (MCP-
1), and its receptor, CCR2, were critical for the regeneration
processes occurring in injured muscle. Specifically, knock-
ing out of the CCR2 receptor or blocking the action of
MCP-1 significantly delayed the muscle regeneration oc-
curring in injured tissue. There is evidence, however, that
changes in the expression of cytokines besides MCP-1
contribute to muscle regeneration.17

Structurally and functionally, CXCL16 differs from MCP-1
and other chemokines.18 MCP-1 and the majority of other
chemokines are small molecules secreted by inflammatory
cells, whereas CXCL16 is synthesized as a transmembrane
multidomain molecule consisting of a chemokine domain
plus a glycosylated mucin-like stalk linked to a single trans-
membrane helix. There are two forms of CXCL16 resulting
from cleavage at the cell surface. The soluble form of
CXCL16 is composed of the extracellular stalk and the
chemokine domain. It functions as chemoattractant to
promote cell migration and changes in the functions of
recruited cells.19 The remaining transmembrane struc-
ture of CXCL16 interacts with its receptor, CXCR6, to
establish cell to cell adhesion. Indeed, CXCR6 is ex-
pressed on several types of inflammatory cells including
macrophages.18,20–26 Previously, we found that inhibition
of CXCL16 significantly reduces the infiltration of macro-
phages into the kidney of rats with anti-glomerular base-
ment membrane antibody-associated glomerulonephri-
tis.27 Given the unique features of CXCL16 and the
importance of macrophages in the processes of muscle
regeneration, we studied the role of CXCL16 in regulating
muscle regeneration. We studied CXCL16 knockout
(CXCL16KO) mice using a standard model of muscle
injury and regeneration, cardiotoxin injection into tibialis
anterior (TA) muscles. Our results reveal that CXCL16 is
critical for recruitment of macrophages, which are essen-
tial for satellite cell proliferation and differentiation in vivo.

Materials and Methods

Reagents and Antibodies

Anti-Mac2 was obtained from Cedarlane Laboratories
(Burlington, NC), anti-myeloperoxidase and anti-glycer-
aldehyde-3-phosphate dehydrogenase were from Ab-
cam (Cambridge, MA), anti-Pax-7, embryonic myosin
heavy chain (eMyHC) (F1.652), and myogenin were from
Developmental Studies Hybridoma Bank (University of
Iowa, Iowa City, IA), antibodies of laminin, �-smooth mus-
cle actin, and myosin-skeletal, slow and fast, were from
Sigma-Aldrich (St. Louis, MO), anti-MyoD was from Santa
Cruz Biotechnology (Santa Cruz, CA), and the anti-
CXCL16 antibody has been described previously.27 Re-

combinant CXCL16 was from R&D Systems (Minneapo-
lis, MN). 5-Bromo-2�-deoxyuridine (BrdU) labeling and
detection were accomplished using Kit II from Roche
Applied Science (Indianapolis, IN). Gomori trichrome
staining reagent was from Fisher Scientific (Kalamazoo,
MI). Cardiotoxin was from Calbiochem (La Jolla, CA).

Muscle Regeneration Model

Animal experiments were approved by the Institutional
Animal Care and Use Committee of Baylor College of
Medicine. The CXCL16KO mouse on a background of
C57BL/6J was generated by Dr. S. Han. Male, KO and
control, wild-type C57BL/6J mice were studied at 6 to 10
weeks old. After anesthesia with ketamine, a TA muscle
was injected with 80 �l of 10 �mol/L cardiotoxin in saline;
the contralateral muscle was injected with saline.

RT-PCR

Total RNA was extracted from TA muscles using TRIzol;
the cDNA was synthesized using the first-strand cDNA
Synthesis Kit using random primers (Invitrogen, Carls-
bad, CA), and RT-PCR was performed as described
previously.28 Relative expression was calculated from
cycle threshold values using 18S as the internal control
(Ct; relative expression � 2(sample Ct � 18S Ct)).

RNase Protection Assay

RPA assays were performed as described using glycer-
aldehyde-3-phosphate dehydrogenase and L-32 as
controls.28

Histochemical and Immunohistochemical
Analyses

Serial, transverse cryosections (8 �m thick) of the mid-
belly region of frozen TA muscles were stained with H&E.
Standard immunohistochemical techniques were used to
detect changes in muscle regeneration.28,29 Collagen
in the interstitium of muscle was stained by Gomori
trichrome, and the green colors of collagen were se-
lected to calculate the percentage of fibrosis to muscle
area examined using NIS-Elements Br 3.0 software
(Nikon, Melville, NY). To calculate the cross-sectional
area of individual myofibers, we used the NIS-Elements
Br 3.0 software and myofibers that were immunostained
for laminin. The distribution of fiber sizes was expressed
as a percentage of myofibers examined.

Satellite Cell Isolation

These cells were isolated from leg muscles of wild-type
(C57B/L6) mice as described by Morgan.30 Briefly, mus-
cles were incubated at 37°C for 30 minutes in Dulbecco’s
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Figure 1. The expression of CXCL16 in injured TA muscles. A: Time sequence for CXCL16 mRNA expression in TA muscles following injury. Values are
expressed as the fold change over the value in the contralateral, uninjured muscle after correction for 18S mRNA. *, Significantly (P � 0.01) greater than
control value. B: CXCR6 mRNA expression was examined with the same protocol as A. C: Western blotting was used to detect CXCL16 levels in injured
muscle. D: CXCL16 expression following injury of 3 and 5 days was detected by immunostaining with anti-CXCL16 antibody (brown). Nuclei were stained
by hematoxylin (blue). A negative control, by replacing the CXCL16 antibody with normal IgG, is shown in the left panel. E: Injured TA muscles (3 days
after injury) were immunostained with anti-CXCL16 (green) and anti-Mac-2 (red) antibodies. Merged yellow color indicates macrophages that express
CXCL16. F: Anti-CXCL16 (red) and anti-eMyHC (green) were used in immunostaining of muscle at 5 days after injury. In the merged panel, the yellow
color indicates newly generated myofibers that express CXCL16. G: Isolated satellite cells were identified by immunostaining with PAX-7 and MyoD. H:
The increase in satellite cell proliferation in response to CXCL16 stimulation was examined by BrdU, indicating that CXCL16 directly stimulates satellite cell
proliferation. Lower panel: BrdU incorporation was identified by immunostaining (green color). In the upper panel, the percentage of BrdU-positive cells
is increased by CXCL16.
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modified Eagle’s medium with 1% penicillin-streptomycin
and 125 U/ml collagenase type IIA (Sigma-Aldrich). Un-
aggregated cells were passed through a 100-�m filter
and subjected to density centrifugation. A total of 2 � 104

to 1 � 105 cells from the interface between 40 and 70%
Percoll were plated in 35-mm Matrigel-coated plates (BD
Biosciences, San Jose, CA). Culture media was F12-C
supplemented with 15% horse serum and 1 nmol/L fibro-

Figure 2. Knockout of CXCL16 impairs regeneration of injured muscle. A and B: At 3 days after injury, expression of MyoD (A) or myogenin (B) mRNA was
assessed (n � 5 in each group) after normalizing to 18S mRNA. C: The protein levels of MyoD, myogenin, and eMyHC from muscles of control and CXCL16KO
mice were assessed by Western blotting at days 1, 3, and 5 after injury (n � 5 in each group). D: At days 5, 7, and 14 after injury, H&E-stained muscles from
CXCL16KO and wild-type (WT) mice were examined (n � 5 in each group). E: At 1 month after injury, muscles from WT and CXCL16KO mice were
immunostained with laminin (nuclei were stained with 4�,6-diamidino-2-phenylindole; n � 3 in each group). F: The distribution of myofiber sizes from E was
calculated from the cross-sectional area (CSA) of 250 myofibers in each sample. G: The average myofiber sizes in injured muscles of control and CXCL16KO mice
at 1 month after injury (*P � 0.01 compared with contralateral, uninjured muscles).
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blast growth factor-2. Cells were cultured at 37°C in a 5%
CO2 incubator.

Cells were identified as satellite cells by immunostain-
ing with antibodies against Pax7 and MyoD.30 Isolated
satellite cells were treated with 25 �mol/L CXCL16 for 16
hours before BrdU was added to assess proliferation
(BrdU was immunostained after it was incubated with
cells for 30 minutes.).

Statistical Analysis

Values are presented as means � SE. Results were
analyzed using Student’s t-test when results from two
experimental groups were compared or using analysis of
variance when data from three groups were studied; for
data analyzed by analysis of variance, pairwise compar-
isons were made by the Student-Newman-Keuls test.

Results

Injured Muscles Express CXCL16

It has been shown that several cytokines/chemokines are
expressed in injured skeletal muscle to recruit inflamma-
tory cells and, hence, could impact the processes of

muscle regeneration.8,15,17 To establish that CXCL16 is
expressed during the regeneration, we examined injured
muscle at different times to assess CXCL16 mRNA and
protein. At 1 day after injury, there was a 2.5-fold increase
in CXCL16 mRNA in the mixed fiber, TA muscles com-
pared with results from uninjured, contralateral muscles
(there was a minimal level of CXCL16 in uninjured mus-
cle). By 3 days, the peak value of CXCL16 mRNA was
increased ninefold over the level in uninjured, contralat-
eral muscles. Subsequently, CXCL16 expression de-
creased gradually; at 14 days, CXCL16 mRNA had re-
turned to control values (Figure 1A). The mRNA of the
CXCL16 receptor, CXCR6, in injured muscle also in-
creased in comparison with the level in the contralateral,
normal muscle (Figure 1B). The protein level of CXCL16
had the same trend as mRNA (Figure 1C). Next, we
examined which cells contribute to the sharp increase in
CXCL16 in injured muscles. At days 3 and 5 after injury of
TA muscles, CXCL16 expression increased in areas with
regenerating myofibers compared with its expression in
uninjured myofibers (Figure 1D). A negative control was
included on the right panel consisting of normal IgG as
the primary antibody instead of the CXCL16 antibody; as
with other stains, a rabbit, biotin-conjugated secondary
antibody was used. Double immunoflorescence stain-

Figure 3. Knockout of CXCL16 increases the recruitment of neutrophils and decreases recruitment of macrophages. A: Infiltration of neutrophils and macrophages
was detected by immunohistochemical staining with antimyeloperoxidase (MPO) or Mac-2. The percentage of positive cells per 2000 cells is indicated on the right
(*P � 0.01 different from control). B and C: The mRNA expression of macrophage markers, F4/80 and CD68, from injured muscles of wild-type (WT) and
CXCL16KO mice was determined by RT-PCR (values normalized to 18S mRNA; *P � 0.01 versus CXCL16KO values; n � 5 mice in each group).
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ing revealed colocalization of CXCL16 with Mac-2, a
marker of monocytes/macrophages (Figure 1E). In ad-
dition, CXCL16 colocalized the eMyHC, a marker of
newly regenerated fibers from satellite cells (Figure 1F).
Thus, in response to injury, CXCL16 is expressed in both
regenerating myofibers and infiltrating macrophages.

We also isolated satellite cells from wild-type mice and
treated them with 25 �mol/L CXCL16 for 16 hours. Sat-
ellite cells were identified by immunostaining with PAX-7
and MyoD (Figure 1G). The increase in satellite cell pro-
liferation in response to CXCL16 stimulation was exam-
ined by BrdU, indicating that CXCL16 directly stimulates
satellite cell proliferation (Figure 1H). These findings in-
dicate that CXCL16 is expressed at a high level early in
the regeneration process and in a cell-specific fashion.
Our results are consistent with the hypothesis that this
chemokine is integral to muscle regeneration processes.

Knockout of CXCL16 Impairs Muscle
Regeneration

To explore whether CXCL16 affects the capacity for mus-
cle regeneration, we studied CXCL16KO mice. KO of
CXCL16 does not affect their growth rates, muscle de-
velopment, or the number of slow (type 1) and fast (type
II) fibers compared with values in wild-type mice (data
not shown). Thus, the absence of CXCL16 permits normal
development and growth of mice.

We injured TA muscles of CXCL16KO and wild-type
mice and compared the expressions of MyoD and myo-
genin, markers of satellite cells proliferation and differen-
tiation.10,31 At 3 days after injury, regenerating muscle in
CXCL16KO mice had significantly lower levels of MyoD
(Figure 2A) and myogenin mRNAs (Figure 2B) compared
with values in control mice. Protein levels corresponded
to lower mRNA levels. By Western blotting, we found a
lower expression of the eMyHC protein. This protein is
expressed in newly formed myofibers, which appears 5
days after injury. The major point, however, is that the
eMyHC protein in injured muscle of CXCL16KO mice was
substantially lower than in wild-type mice, consistent with
reduced formation of new myofibers in CXCL16KO mice
(Figure 2C).

At 5 days after injury, H&E-stained muscle sections from
CXCL16KO and control mice revealed that CXCL16KO
muscles had fewer and smaller newly formed myofibers
(indicated by central nuclei) compared with control val-
ues. At 7 and 14 days after injury, CXCL16KO muscles
still had fewer myofibers (ie, exhibiting central nuclei),
which were smaller and more disorganized with more
interstitial space (Figure 2D). These differences had long-
term consequences. After 1 month, the size distribution
of myofibers in control mice had virtually returned to
levels present in uninjured muscles. In contrast, in
CXCL16KO mice, the size distribution of regenerated
myofibers was much smaller and less uniform (Figure
2, E–G). These results indicate that CXCL16 is required
for satellite cell proliferation, differentiation, and mus-
cle regeneration.

Knockout of CXCL16 Favors Recruitment of
Neutrophils over Monocytes/Macrophages

Injured muscle produces cytokines/chemokines that at-
tract neutrophils and macrophages into injured tissue,
and these cells contribute to the processes of muscle
regeneration.32–35 To explore if CXCL16 regulates neu-
trophils and monocytes infiltration into injured muscle, we
assessed the types of infiltrating cells by immunostaining
the cell surface markers, myeloperoxidase and Mac-2
(myeloperoxidase is a peroxidase abundantly present in
neutrophils, and Mac-2 is a �30 kDa carbohydrate-bind-
ing protein expressed on the surface of macrophages.).
In CXCL16KO mice, compared with wild-type mice, there
was a greater infiltration of neutrophils cells and fewer Mac-
2-positive macrophages at 3 days after injury (Figure 3A).
Quantification of these differences is in the right panel of
Figure 3A. We also evaluated macrophage-specific genes,
CD68 and F4/80, by RT-PCR at different days after injury.
CXCL16KO reduced macrophage infiltration in muscle
compared with control values (Figure 3, B and C).

We assessed the expression of certain chemokines/cy-
tokines expressed by neutrophils or macrophages using
RNase protection assay and RT-PCR analyses. At 3 days
after injury, chemokines expressed by macrophages,
regulated on activation normal T cell expressed and se-
creted, macrophage-inflammatory protein (MIP)-1�, MIP-1�,

Figure 4. The expression of chemokines/cytokines in injured muscle of
wild-type (WT) mice differs from the pattern in muscles of CXCL16KO mice.
A: At 3 days after injury, mRNAs of regulated on activation normal T cell
expressed and secreted (RANTES), MIP-1�, MIP-1�, MIP-2, MCP-1, T-cell
activation-3, and eotaxin were assessed by RNase protection assay; glycer-
aldehyde-3-phosphate dehydrogenase (GAPDH) and L32 were used as load-
ing controls. Left side indicates genes expressed while probes used are
labeled on the right side. B: mRNAs from A were examined using RT-PCR.
The fold change present in injured muscle compared with contralateral
uninjured muscles are indicated (*P � 0.01 significantly different from muscle
of CXCL16KO mice; n � 3 mice in each group).
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MCP-1, and T-cell activation-3, were dramatically increased
in muscle of wild-type mice compared with results from the
uninjured, contralateral muscle (Figure 4A). Comparing re-
sults from injured muscles of CXCL16KO mice with those
from wild-type mice, we found reduced expression of reg-
ulated on activation normal T cell expressed and secreted,
MCP-1, and T-cell activation-3 but higher levels of chemo-
kines associated with increased neutrophil infiltration, MIP-
1�, MIP-1�, and MIP-2 (Figure 4A). These results from a

RNase protection assay were consistent with those from the
more quantitative RT-PCR analysis (Figure 4B).

Interstitial Fibrosis Develops in Injured Muscle of
CXCL16KO Mice

Suppression of macrophage infiltration can lead to
increased expression of fibrosis-related genes with the

Figure 5. Interstitial fibrosis develops in injured muscles of CXCL16 KO mice. A: At 1 month after injury, muscles from wild-type (WT) and CXCL16KO mice were
histochemically stained with Gomori trichrome or H&E to identify fibrous tissue and nuclei. Muscle fibers (red color) collagen (green) and nuclei (dark purple)
are shown. B: TA Muscle sections were divided into 10 areas and photographed. The average area of containing collagen from each of three WT and three
CXCL16KO mice was calculated used the NIS-Elements Br 3.0 software and analyzed statistically between the two groups of mice (*P � 0.05 versus values in
injured TA muscle of WT mice). C: At different days after injury, mRNA of TGF-�1 (normalized for 18S) was analyzed in injured muscles of WT and CXCL16 KO
mice. The fold change in injured muscle over values from control muscles was calculated (*P � 0.01; vs values in WT mice; n � 3 mice in each group). D: Injured
muscles at 5 days after injury were immunostained with anti-�-smooth muscle actin (SMA) antibody.
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development of fibrosis in injured muscles.13 Since we
found that the absence of CXCL16 was associated with
decreased macrophage infiltration into injured mus-
cles, we examined if there is more fibrosis in regener-
ating muscle of CXCL16KO mice. At 1 month after
injury, collagen deposition was detected by Gomori
trichrome histochemical staining. There was more fi-
brosis in injured muscles of CXCL16KO mice com-
pared with results from control mice (Figure 5A, lower
panel, and B), and H&E staining showed that the fibrosis
occurred in areas with regenerating myofibers (indicated by
central nucei) (Figure 5A, upper panel). In uninjured, con-
tralateral muscles of both strains of mice, we found no
fibrosis. The level of transforming growth factor-�1 (TGF-�1)
mRNA was significantly increased in injured muscles from
CXCL16KO mice at days 1 to 14 (Figure 5C).

We also immunostained injured muscles for �-smooth
muscle actin, a marker for myofibroblasts at day 5 after
injury (Figure 5D). There were abundant �-smooth mus-
cle actin-positive cells in injured muscle of CXCL16KO
versus control mice.

Discussion

Regeneration of injured muscle involves interactions be-
tween inflammatory cells recruited into the injured tissue
and satellite cells. Specific chemokines required for the
recruitment of inflammatory cells and the successful re-
generation of injured muscle are not fully understood.
CXCL16, a chemokine with unique properties, is a che-
moattractant that recruits cells into inflamed organs, but
its role in muscle regeneration is unknown.19 We have
found that CXCL16 plays a critical role in muscle regen-
eration after injury. In injured muscles of CXCL16KO
mice, there was decreased infiltration of macrophages
and increased neutrophil infiltration versus values in wild-
type mice leading not only to impaired muscle regener-
ation but also to the development of fibrous tissue (Figure
6). Despite the clear demonstration of an important role
for CXCL16 in regenerating muscle, we recognize that
the processes of regeneration could differ in other mod-
els of muscle injury because cardiotoxin induces a se-
vere injury and therefore could change circulating hor-
mones and growth factors.

Cytokines/chemokines can be expressed by different
types of cells during muscle regeneration.17 We found
that CXCL16 is expressed both in regenerating muscle
and in infiltrating, Mac-2 positive macrophages (Figure

1). It is known that the receptor for CXCL16, CXCR6, is
present in inflammatory cells,36,37 and we found its ex-
pression is increased in regenerating muscle. These re-
sults are compatible with our hypothesis that CXCL16
influences the infiltration of inflammatory cells into injured
muscle (Figure 1).

Our results point to another critical role for CXCL16 in
muscle regeneration; in injured muscles of CXCL16KO
mice, the expression of MyoD and myogenin was signif-
icantly lower than in muscle of wild-type mice, indicating
that CXCL16 influences satellite cell function (Figure 2, B
and C). This is important because stimulation of satellite
cells is necessary for muscle regeneration.38 Consistent
with these conclusions, we found that muscle regener-
ation was impaired in CXCL16KO mice; even after 1
month, regenerating myofibers were smaller and non-
uniform compared with results from wild-type mice
(Figure 2).

How does CXCL16 determine muscle regeneration?
Previously, we found that CXCL16 functions as a potent
chemoattractant for macrophages.27 In control mice, in-
creased CXCL16 expression was associated with mac-
rophage infiltration into injured muscle, but in injured
muscle of CXCL16KO mice, there was sharply de-
creased macrophage recruitment (Figure 3). The function
of CXCL16 to regulate macrophage recruitment is rele-
vant because several investigators have demonstrated
that macrophages secrete cytokines and growth factors,
which can stimulate satellite cells, increasing their pro-
liferation and differentiation into myofibers.8 –12 Indeed,
infiltration of macrophages is essential for successful
regeneration of injured muscle; in the absence of macro-
phages, muscle regeneration is sharply impaired.13,14 In
addition, our results obtained from isolated satellite cells
indicate that CXCL16 directly stimulates their proliferation
(Figure 1G).

CXCL16 also can influence neutrophil accumulation
since regenerating muscle of CXCL16KO mice had a
significant increase in the accumulation of neutrophils
(Figure 3). An increase in neutrophil infiltration is relevant
because Dumont et al3 reported that blocking the infiltra-
tion of neutrophils into injured muscles improves pro-
cesses of regeneration. Therefore, an underlying mech-
anism for CXCL16-induced improvement in regeneration
could be related to reduced infiltration of neutrophils
because neutrophil can induce cytotoxic reactive oxygen
species-mediated damage to myofibers.3,5,6

In addition to establishing a critical role of CXCL16 in
recruiting different inflammatory cells into injured mus-
cle, our results indicate that CXCL16 influences the
variation in the pattern of cytokine/chemokine ex-
pressed in injured muscles. This is of interest because
Pelosi et al17 recently reported that muscle overexpres-
sion insulin-like growth factor-1 enhances regeneration
through a mechanism associated with decreased ex-
pression of MIP-1� and MIP-1�. Our results are con-
sistent with this report because we found an increase
in MIP-1�, MIP-1�, and MIP-2 and impaired regenera-
tion in injured muscle of CXCL16KO mice compared
with events in control mice (Figure 4). Because it has
been reported that MIP expression is associated with

Figure 6. A model of the influence of the chemokine, CXCL16, on the
processes that regenerate injured muscle.
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neutrophil infiltration into injured tissues, an increase in
CXCL16 expression in injured muscle would be asso-
ciated with reduced both MIPs expression and the
infiltration of neutrophils.17,27

A novel finding about the consequences of the ab-
sence of CXCL16 was the increase in fibrosis in injured
muscle along with an increase in TGF-�1 mRNA ex-
pression (Figure 5). CXCL16 is not the only chemokine
that is associated with muscle fibrosis as Warren et al15

reported that mice with CCR2 receptor KO exhibited
impaired regeneration and increased fibrosis in a mus-
cle injury caused by freezing. Since TGF-�1 is associ-
ated with the development of fibrosis in other organs, it
seems likely that the increase in TGF-�1 in injured
muscle of CXCL16KO mice played a role in the devel-
opment of fibrosis. An increase in TGF-�1 could also
inhibit myogenic cell proliferation and differentiation by
silencing the transcriptional activation of the MyoD
family of transcription factors.39 The increase in
TGF-�1 therefore could be another mechanism by
which the absence of CXCL16 suppresses muscle re-
generation after injury.

In summary, we have identified critical roles for CXCL16
in mediating muscle regeneration (Figure 6). Injury to mus-
cle stimulates the expression of CXCL16 in muscle and in
inflammatory cells leading to increased macrophage infil-
tration plus reduced neutrophil infiltration. These events re-
pair of injured muscle and prevent fibrosis from developing
in injured muscles.
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